Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208660_at 


7.58E-04 


gb:BC000105.1 /DEF=Homo 
sapiens, Similar to CG14740 
gene product, clone MGC:2503, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
CG 14740 gene product 
/DB_XREF=gi: 1265271 2 
/UG=Hs.239760 citrate synthase 
/FL=gb:BC000 105.1 
gb:AF047042.1 gb:NM_004077.1 


BC000105 




NP_004068 


208661_s_at 


0.018693 


Consensus includes 
gb:AW510696 /FEA=EST 
/DB XREF=ai 7148774 
/DB~XREF=est:hc89f12.x1 
/CLONE=IMAGE:290721 5 
/UG=Hs.1 18174 tetratricopeptide 
repeat domain 3 
/FL=gb:D84294.1 


D84294 




NP_003307 


208662_s_at 


1.26E-04 


Consensus includes gb:AI885338 
/FEA=EST /DB_XREF=gi:5590502 
/DB_XREF=est:wl92e09.x1 
/CLO N E= I M AG B2432392 
/UG=Hs.1 18174 tetratricopeptide 
repeat domain 3 
/FL=gb:D84294.1 


D84294 




NP_003307 


208663_s_at 


0.027792 


Consensus includes gb:AI652848 
/FEA=EST /DB_XREF=gi:4736827 
/DB XREF=est wb40a04 x1 
/CLONE=IMAGE:23081 1 0 
/UG=Hs. 1 1 81 74 tetratricopeptide 
repeat domain 3 
/FL=gb:D84294.1 


D84294 




NP_003307 


208668_x_at 


1.26E-04 


gb:BC003689.1 /DEF=Homo 
sapiens, high-mobility group 
(nonhistone chromosomal) protein 
17, clone MGC5301, mRNA, 
complete cds. /FEA=mRNA 
/PROD=high-mobility group 
(nonhistone chromosomal)protein 
17 /DB_XREF=gi: 13277559 
/UG=Hs.181163 high-mobility 
group (nonhistone chromosomal) 
protein 17 /FL=gb:BC003689.1 
gb:M12623.1 


BC003689 




NP_005508 



407 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208669_s_at 


0.013223 


gb:AF1 09873.1 /DEF=Homo 
sapiens retinoblastoma protein- 
associated protein mRNA, 
complete cds. /FEA=mRNA 
/PROD=retinoblastoma protein- 
associated protein 
/DB_XREF=gi:11415000 
/UG=Hs.75847 CREBBPEP300 
inhibitory protein 1 
/FL=gb:AF109873.1 
gb:AF274947.1 gb: AF274951 . 1 
gb:AF092 135.1 gb:NM_0 14335.1 


AF 109873 


- 


NP_055150 


208671_at 


1.26E-04 


gb:AF1 64794.1 /DEF=Homo 
sapiens Diff33 protein homolog 
mRNA, complete cds. 
/FEA=mRNA /PROD=Diff33 
protein homolog 
/DB_XREF=gi:8895090 
/UG=Hs. 146668 KIAA1253 protein 
/FL=gb:AF 164794.1 


AF 164794 




NP_065806 


208674_x_at 


1.26E-04 


gb:BC002594.1 /DEF=Homo 
sapiens, dolichyl- 
diphosphooligosaccharide-protein 
glycosyltransferase, clone 
MGC:2191, mRNA, complete cds. 
/FEA=mRNA /PROD=dolichyl- 
diphosphooligosaccharide- 
proteinglycosyltransferase 
/DB_XREF=gi: 12803530 
/UG=Hs 34789 dolichvl- 
diphosphooligosaccharide-protein 
glycosyltransferase 
/FL=gb:BC002594.1 gb:D29643.1 
gb:NM_005216.1 


BC002594 




NP_005207 


208678_at 


0.00161 


gb:BC004443.1 /DEF=Homo 
sapiens, ATPase, H+ 
transporting, lysosomal (vacuolar 
proton pump) 31 kD, clone 
MGC:4040, mRNA, complete cds. 
/FEA=mRNA /PROD=ATPase, H+ 
transporting, lysosomal 
(vacuolarproton pump) 31 kD 
/DB_XREF=gi: 13325247 
/UG=Hs.77805 ATPase, H+ 
transporting, lysosomal (vacuolar 
proton pump) 31 kD 
/FL=gb:BC004443.1 
gb:NM 001696.1 


BC004443 




NP_001687 



408 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208679_s_at 


7.58E-04 


gb:AF279893.1 /DEF=Homo 
sapiens PNAS-139 mRNA, 
complete cds. /FEA=mRNA 
/PROD=PNAS-139 
/DB_XREF=gi:12751114 
/UG=Hs.83583 actin related 
protein 23 complex, subunit 2 
(34 kD) /FL=gb:BC000590.1 
gb:AF279893.1 


AF279893 




NP_690601 


208684_at 


0.001116 


gb:U24105.1 /DEF=Homo sapiens 
coatomer protein (COPA) mRNA, 
complete cds. /FEA=mRNA 
/GEN=COPA /PROD=coatomer 
protein /DB_XREF=gi: 1638873 
/UG=Hs.75887 coatomer protein 
complex, subunit alpha 
/FL=gb:U24105.1 
gb:NM_004371.2 


U24105 




NP_004362 


208685 x at 


0.001054 


bromodomain containing 2 


AA902767 


Hs. 75243 


NP 005095 


208689_s_at 


0.033381 


gb:BC003560.1 /DEF=Homo 
sapiens, ribophorin II, clone 
MGC:1817, mRNA, complete cds. 
/FEA=mRNA /PROD=ribophorin II 
/DB_XREF=gi: 13097707 
/UG=Hs.75722 ribophorin II 
/FL=gb:BC003560.1 
gb:NM_002951.1 


BC003560 




NP_002942 


208691_at 


0.001116 


gb:BC001 188.1 /DEF=Homo 
sapiens, transferrin receptor (p90, 
CD71), clone MGC:3151, mRNA, 
complete cds. /FEA=mRNA 
/PROD=transferrin receptor (p90, 
CD71 ) /DB_XREF=gi: 1 2654696 
/UG=Hs.77356 transferrin 
receptor (p90, CD71) 
/FL=gb:BC001 188.1 gb:M1 1507.1 


BC001188 




NP_003225 


208692_at 


0.013223 


gb:U14990.1 /DEF=Human 
XP1PO ribosomal protein S3 
(rpS3) mRNA, complete cds. 
/FEA=mRNA /GEN=rpS3 
/PROD=ribosomal protein S3 
/DB_XREF=gi:555940 
/UG=Hs.252259 ribosomal protein 
S3 /FL=gb:BC003137.1 
gb:NM 001005.1 gb:U14990.1 
gb:U14991.1 gb:U14992.1 


U 14990 




NP_000996 



409 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208696_at 


1.26E-04 


gb:AF275798.1 /DEF=Homo 
sapiens PNAS-102 mRNA, 
complete cds. /FEA=mRNA 
/PROD=PNAS-102 
/DB_XREF=gi:10834761 
/UG=Hs.1600 chaperonin 
containing TCP1, subunit 5 
(epsilon) /FL=gb:AF275798.1 


AF275798 




NP_036205 


208702_x_at 


0.003171 


Consensus includes gb:AI525212 
/FEA=EST /DB XREF=ai'4439347 
/DB XREF=est:pt1.1-2.A08.r 
/UG=Hs.279518 amyloid beta 
(A4) precursor-like protein 2 
/FL=gb:BC000373.1 


BC000373 




NPJ301633 


208703_s_at 


0.026891 


Consensus includes 
gb:BG427393 /FEA=EST 
/DB XREF=gi: 13333995 
/DB_XREF=est:6024991 10F1 
/CLONE=IMAGE:4612562 
/UG=Hs.279518 amyloid beta 
(A4) precursor-like protein 2 
/FL=gb:BC000373.1 


BC000373 




NP_001633 


208704_x_at 


2.05E-04 


gb:BC000373.1 /DEF=Homo 
sapiens, Similar to amyloid beta 
(A4) precursor-like protein 2, 
clone MGC:8371, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to amvloid beta 
(A4) precursor-likeprotein 2 
/DB_XREF=gi: 12653210 
/UG=Hs.279518 amyloid beta 
(A4) precursor-like protein 2 
/FL=gb:BC000373.1 


BC000373 




NP_001633 


208706_s_at 


0.041055 


Consensus includes 
gb:AK026933.1 /DEF=Homo 
sapiens cDNA: FLJ23280 fis, 
clone HEP07194. /FEA=mRNA 
/DB_XREF=gi: 10439907 
/UG=Hs.286236 eukaryotic 
translation initiation factor 5 
/FL=gb:AL080102.1 


AL080102 




NP_001960 



410 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208708_x_at 


1.26E-04 


gb:AL080102.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564N1916 (from clone 
DKFZp564N1916); complete cds. 
/FEA=mRNA 
/GEN=DKFZd564N1916 
/PROD=hypothetical protein 
/DB_XREF=gi:5262526 
/UG=Hs.286236 eukaryotic 
translation initiation factor 5 
/FL=gb:AL080102.1 


AL080102 




NP_001960 


208709_s_at 


5.03E-04 


gb:U64898.1 /DEF=Homo sapiens 
NRD convertase mRNA, 
complete cds. /FEA=mRNA 
/PROD=NRD convertase 

t 1 IX X^ I ^ 1 X \m* W W^ 1 1 w W 1 id 

/DB XREF=ai 2897866 
/UG=Hs.4099 nardilysin (N- 
arginine dibasic convertase) 
/FL=gb:ll64898.1 


U64898 




NP_002516 


208713 at 


0.013223 


E1B-55kDa-associated protein 5 


BF724216 


Hs. 15521 8 


NP 653335 


208716_s_at 


0.001116 


gb:AB020980.1 /DEF=Homo 
sapiens mRNA for putative 
membrane protein, complete cds. 
/FEA=mRNA /PROD=membrane 
orotein /DB XREF=ai 6467174 
/UG=Hs. 93832 putative 
membrane protein 
/FL=gb:BC000 104.1 
gb:AB020980.1 


AB020980 




NP_061899 


208723_at 


0.046906 


gb:BC000350.1 /DEF=Homo 
sapiens, ubiquitin specific 
protease 11, clone MGC:8620, 
mRNA, complete cds. 
/FEA=mRNA /PROD=ubiquitin 
specific protease 11 
/DB_XREF=gi: 12653164 
/UG=Hs.171501 ubiquitin specific 
protease 11 /FL=gb:BC000350.1 
gb:U44839.1 gb:NM_004651.1 


BC000350 




NP_004642 



411 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208724_s_at 


1.26E-04 


gb:BC000905.1 /DEF=Homo 
sapiens, RAB1, member RAS 
oncogene family, clone 
MGC:5233, mRNA, complete cds. 
/FEA=mRNA /PROD=RAB1, 
membpr RAS onronpnp familv 
/DB_XREF=gi: 126541 74 
/UG=Hs.3642 RAB1, member 
RAS oncogene family 
/FL=gb:BC000905.1 


BC000905 




NP_004152 


208726_s_at 


0.02145 


gb:BC000461.1 /DEF=Homo 
sapiens, eukaryotic translation 
initiation factor 2, subunit 2 
(beta, 38kD ), clone MGC:8508, 
mRNA, complete cds. 
/FEA=mRNA /PROD=eukaryotic 
translation initiation factor 
2,subunit 2 (beta, 38kD ) 
/DB_XREF=gi: 12653382 
/UG=Hs.12163 eukaryotic 
translation initiation fartor 7 

U Ul ItJluUVI 1 II 1 1 Lid LI v/i 1 IQvlvl £m ) 

subunit 2 (beta, 38kD ) 
/FL=gb:BC000461.1 
gb:BC000934.2 gb:M29536.1 
gb:NM_003908.1 


BC000461 




NP_003899 


208728_s_at 


3.26E-04 


gb:BC003682.1 /DEF=Homo 
sapiens, cell division cycle 42 
(GTP-binding protein, 25kD), 
clone MGC:5044, mRNA, 
complete cds. /FEA=mRNA 
/PROD=cell division cycle 42 
(GTP-binding protein,25kD) 
/DB_XREF=gi: 1 3277547 
/UG=Hs.146409 cell division cycle 
42 (GTP-binding protein, 25kD) 
/FL=gb:BC002711.1 
gb:BC003682.1 gb:M57298.1 
gb:NM_001791.1 


BC003682 




NP_426359 



412 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208729_x_at 


0.02145 


gb:D83043.1 /DEF=Human HLA-B 
mRNA, allele A*2711, complete 
Cds. /FEA=mRNA /GEN=HLA-B 
/DB_XREF=gi:1871135 
/UG=Hs.77961 major 
histocompatibility complex, class 
I, B /FL=gb:U36492.1 
gb:U35431.1 gb:L37881.1 
gb:U31 971.1 gb:L42345.1 
gb:U50710.1 gb:L41925.1 
gb:L41214.1 gb:U27608.1 
gb:U35734.1 gb:U70528.1 
gb:U70529.1 gb:U80945.1 
gb:U64801.1 gb:U09864.1 
gb:M77776.1 gb:M77775.1 
gb:L04696.1 gb:D83043.1 
gb:M1 2678.1 gb:L09736.1 
gb:L09735.1 gb:M75138.1 
gb:M84381.1 gb:M84382.1 
gb:M84383.1 gb:M84384.1 
gb:M84385.1 gb:M32318.1 
gb:M32319.1 gb:M32320.1 
gb:M81798.1 gb:L04695.1 
gb:M84694.1 gb:U30936.1 
gb:AF016641.1 gb:U36392.1 
gb:AB008102.1 gb:U75533.1 
gb:U57966.1 gb:AF026218.1 
gb:L07743.1 gb:U01848.1 
gb:U38800.1 gb:U40498.1 
gb:U03027.1 gb:U03859.1 
gb:L22028.1 gb:U04243.1 
gb:U06862.1 gb:L32862.1 


D83043 




NP_005505 


208730_x_at 


0.004341 


Consensus includes gb:AA535244 
/FEA=EST /DB_XREF=gi:2279497 
/DB_XREF=est:nf93a03.s1 

/UG=Hs.78305 RAB2, member 
RAS oncogene family 
/FL=gb:NM_002865.1 
gb:M28213.1 


NM_002865 




NP_002856 


208731_at 


3.26E-04 


Consensus includes gb:AU 158062 
/FEA=EST 

/DB_XREF=gi:11019583 
/DB XREF=est:AU1 58062 
/CLONE=PLACE1010787 
/UG=Hs.78305 RAB2, member 
RAS oncogene family 
/FL=gb:NM 002865.1 
gb:M28213.1 


NM_002865 




NP_002856 



413 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208732_at 


3.26E-04 


Consensus includes gb:AI743756 
/FEA=EST /DB_XREF=gi:51 12044 
/DB_XREF=est:wg53e08.x1 
/CLONE=IMAGE2368838 
/UG=Hs.78305 RAB2, member 
RAS oncogene family \ 
/FL=gb:NM_002865.1 
gb:M28213.1 


NM_002865 




NP_002856 


208734_x_at 


0.010205 


gb:M28213.1 /DEF=Homo sapiens 
GTP-binding protein (RAB2) 
mRNA, complete cds. 
/FEA=mRNA /GEN=RAB2 

/rr\vU — o i » uuiuiiiy fjiuic.ni 

/DB XREF=gi:550061 
/UG=Hs.78305 RAB2, member 
RAS oncogene family 
/FL=gb:NM_002865.1 
gb:M28213.1 


M28213 




NP_002856 


208736_at 


1.26E-04 


gb:AF004561.1 /DEF=Homo 
sapiens p21-Arc mRNA, complete 
cds. /FEA=mRNA /PROD=p21- 
Arr /f)R XRFF=oi-9?nQ^4fi 
/UG=Hs.6895 actin related 
protein 23 complex, subunit 3 
(21 kD) /FL=gb:AF004561.1 
gb:AF006086.1 gb:NM_005719.1 


AF004561 




NP_005710 


208739_x_at 


3.26E-04 


gb:L76416.1 /DEF=Homo sapiens 
MIF2 suppressor (HSMT3) 
mRNA, complete cds. 
/FEA=mRNA /GEN=HSMT3 
/PROD=MIF2 suppressor 

/ l/d y\r\cr—yi.«j\joouu<j 
/UG=Hs.180139 SMT3 
(suppressor of mif two 3, yeast) 
homolog 2 /FL=gb:L76416.1 
gb:NM_006937.1 


L76416 




NP_008868 


208741_at 


0.004341 


Consensus includes 
gb:AW274856 /FEA=EST 
/DB_XREF=gi:6661886 
/DB_XREF=est:xm61g03.x1 
/CLONE=IMAGE:2688724 
/UG=Hs.23964 sin3-associated 
polypeptide, 18kD 
/FL=gb:NM_005870.2 
gb:U96915.1 gb:AF153608.1 
gb:U78303.1 


NM_005870 




NP_005861 



414 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208742_s_at 


1.26E-04 


gb:U78303.1 /DEF=Human 
2HOR0202 mRNA, complete cds. 
/FEA=mRNA /PROD=2HOR0202 
/DB_XREF=gi:6648546 
/UG=Hs.23964 sin3-associated 
polypeptide, 18kD 
/FL=gb:NM_005870.2 
gb:U96915.1 gb:AF153608.1 
gb:U78303.1 


U78303 




NP_005861 


208743_s_at 


7.58E-04 


gb:BC001 359.1 /DEF=Homo 
sapiens, tyrosine 3- 
monooxygenasetryptophan 5- 
monooxygenase activation 
protein, beta polypeptide, clone 
MGC:1580, mRNA, complete cds. 
/FEA=mRNA /PROD=tyrosine 3- 
monooxygenasetryptophan5- 
monooxygenase activation 
protein, beta polypeptide 
/DB_XREF=gi: 12655022 
/UG=Hs 279920 tvrosine 3- 
monooxygenasetryptophan 5- 
monooxygenase activation 
protein, beta polypeptide 
/FL=gb:BC001359.1 


BC001359 




NP_647539 


208746_x_at 


5.03E-04 


gb:AF070655.1 /DEF=Homo 
sapiens FIFO-type ATP synthase 
subunit g mRNA, complete cds. 
/FEA=mRNA /PROD=F1F0-type 
ATP synthase subunit g 
/DB XREF=ar4454685 
/UG=Hs. 107476 ATP synthase, 
H+ transporting, mitochondrial 
F1F0, subunit g 
/FL=gb:AF070655.1 


AF070655 




NP_006467 


208749_x_at 


2.05E-04 


gb:AF085357.1 /DEF=Homo 
sapiens flotillin mRNA, complete 
cds. /FEA=mRNA /PROD=flotillin 
/DB_XREF=gi:51 14048 
/UG=Hs. 179986 flotillin 1 
/FL=gb:BC001 146.1 
gb:AF085357.1 gb:AF089750.2 
gb:NM 005803.2 


AF085357 




NP_005794 



415 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208756_at 


0.010205 


gb:U36764.1 /DEF=Human TGF- 
beta receptor interacting protein 
1 mRNA, complete cds. 
/FEA=mRNA /PROD=TGF-beta 
receptor interacting protein 1 
/DB_XREF=gi: 1036804 
/UG=Hs 192023 eukarvotic 
translation initiation factor 3, 
subunit 2 (beta, 36kD) 
/FL=gb:U36764.1 gb:BC000413.1 
gb:BC003140.1 gb:U39067.1 
gb:NM_003757.1 gb:AF1 16697.1 


U36764 




NP_003748 


208757_at 


0.035171 


gb:BC001 123.1 /DEF=Homo 
sapiens, Similar to gp25L2 
protein, clone MGC:2142, mRNA, 
romnlpte cc\^ /FFA=mRNA 
/PROD=Similar to gp25L2 protein 
/DB XREF=gi: 12654574 
/UG=Hs.279929 gp25L2 protein 
/FL=gb:BC001 123.1 


BC001123 




NP_059980 


208759_at 


0.003171 


gb:AF240468.1 /DEF=Homo 
saniens nica^trin *mRNA 

wQmIwI Iw II 1 OC4 O LI III \ 111 \ 1 ^1/1, 

complete cds. /FEA=mRNA 
/PROD=nicastrin 
/DB_XREF=gi:9992877 
/UG=Hs.4788 nicastrin 
/FL=gb:AF240468.1 


AF240468 




NP_056146 


208761_s_at 


1.26E-04 


gb:U67122.1 /DEF=Human 
ubiquitin-related protein SUMO-1 
mRNA, complete cds. 
/FEA=mRNA /PROD=SUMO-1 
/DB XRFF=aM762972 
/UG=Hs.81424 ubiquitin-like 1 
(sentrin) /FL=gb:U61 397.1 
gb:U38784.1 gb:U72722.1 
gb:U67122.1 gb:U83117.1 
gb:NM_003352.1 


U67122 




NP_003343 


208764_s_at 


0.003171 


gb:D13119.1 /DEF=Homo sapiens 
P2 mRNA for ATP synthase 
subunit c, complete cds. 
/FEA=mRNA /GEN=P2 
/PROD=ATP synthase subunit c 
precursor /DB XREF=gi:285909 
/UG=Hs.89399 ATP synthase, H+ 
transporting, mitochondrial F0 
complex, subunit c (subunit 9), 
isoform 2 /FL=gb:D13119.1 


D13119 




NP_005167 



416 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208765_s_at 


0.010205 


Consensus includes 
gb:NM_005826.1 /DEF=Homo 
sapiens heterogeneous nuclear 
ribonucleoprotein R (HNRPR), 
mRNA. /FEA=CDS /GEN=HNRPR 
/PROD=heterogeneous nuclear 
ribonucleoprotein R 
/DB XREF=ar5031754 
/UG=Hs. 15265 heterogeneous 
nuclear ribonucleoorotein R 

1 1 VI W 1 Vy \*A 1 II k-/ V-/ 1 1 VI Wlwv V/l V/ iW III l\ 

/FL=gb:BC001449.1 
gb:AF000364.1 gb:NMJ)05826.1 


NM_005826 




NP_005817 


208767_s_at 


0.001116 


putative integral membrane 
transporter 


AW149681 


Hs.296398 


NP_060877 


208770_s_at 


2.05E-04 


gb:BC005057.1 /DEF=Homo 
sapiens, eukaryotic translation 
initiation factor 4E binding protein 
2, clone MGC:12944, mRNA, 
complete cds. /FEA=mRNA 
/PROD=eukaryotic translation 
initiation factor 4Ebinding protein 
2 /DB_XREF=gi: 134771 90 
/UG=Hs 278712 eukarvdtic 

9 V/ 1 1 W • Li 9 V/ 9 1 W VI 1 \V* 1 V V/ LI V/ 

translation initiation factor 4E 
binding protein 2 
/FL=gb:BC005057.1 
gb:NM_004096.1 gb:L36056.1 


BC005057 




NP_004087 


208771_s_at 


1.26E-04 


gb:J02959.1 /DEF=Human 
leukotriene A-4 hydrolase mRNA, 
comolete cds /FEA=mRNA 
/DB_XREF=gi:187174 
/UG=Hs.81118 leukotriene A4 
hydrolase /FL=gb:J03459.1 
gb:J02959.1 gb:NM_000895.1 


J02959 




NP_000886 


208773_s_at 


0.016934 


gb:AL1 36943.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp586G1024 (from clone 
DKFZp586G1024); complete cds. 
/FEA=mRNA 
/GEN=DKFZp586G1024 
/PROD=hypothetical protein 
/DB_XREF=gi: 12053380 
/UG=Hs.301226 KIAA1085 protein 
/FL=gb:AL1 36943.1 


AL1 36943 




NP_078944 



417 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208780_x_at 


1.26E-04 


gb:AF1 54847.1 /DEF=Homo 
sapiens 33 kDa Vamp-associated 
protein (VAMP) mRNA, complete 
cds. /FEA=mRNA /GEN=VAMP 
/PROD=33 kDa Vamp-associated 
protein /DB_XREF=gi:8099349 
/UG=Hs.9006 VAMP (vesicle- 
associated membrane protein)- 
associated protein A (33kD) 
/FL=abBC002992 1 
gb:AF057358.1 gb:AF044670.1 
gb:AF086627.1 gb:NMJ)03574.1 
gb:AF1 54847.1 


AF1 54847 




NP_003565 


208781_x_at 


1.26E-04 


gb:AF062483.1 /DEF=Homo 
sapiens SDP3 mRNA, complete 
cds. /FEA=mRNA /PROD=SDP3 
/DB_XREF=gi:31 26978 
/UG=Hs.12102 sorting nexin 3 
/FL=gb:AF062483.1 
gb:AF034546.1 gb:NM_003795.1 


AF062483 




NP_690041 


208783_s_at 


0.016934 


membrane cofactor protein (CD46, 
trophoblast-lymphocyte cross- 
reactive antioen^ 


AL570661 


Hs 83532 


NP_758871 


208785_s_at 


2.05E-04 


ESTs, Highly similar to 
MPL3_HUMAN Microtubule- 
associated proteins 1A/1B light 
chain 3 (M AP1 A/MAP 1B LC3) 
[H. sapiens] 


BE893893 


Hs.356061 




208786_s_at 


1.26E-04 


gb:AF183417.1 /DEF=Homo 
sapiens microtubule-associated 
proteins 1A1B light chain 3 
mRNA, complete cds. 
/FEA=mRNA /PROD=microtubule- 
associated proteins 1A1B 
lightchain 3 
/DB_XREF=gi:9963772 
/UG=Hs.121849 microtubule- 
associated proteins 1A1B light 
chain 3 /FL=gb:AF303888.1 
gb:NM 022818.2 gb:AF183417.1 


AF183417 




NP_073729 



418 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208788_at 


0.007779 


gb:AL1 36939.1 /DEF=Homo 

sapiens mRNA; cDNA 

DKFZp586B1824 (from clone 

DKFZp586B1824); complete cds. 

/FEA=mRNA 

/GEN=DKFZp586B1824 

/PROD=hypothetical protein 

/DB_XREF=gi:12053372 

/UG=Hs.250175 homolog of yeast 

lona chain Dolvun^aturatpri fattv 

acid elongation enzyme 2 

/FL=gb:NM_021814.1 

gb:AL1 36939.1 gb:AF1 11849.1 

gb:AF231981.1 


AL1 36939 




NP_068586 


208791_at 


0.003026 


gb:M25915.1 /DEF=Human 
complement cytolysis inhibitor 
(CLI) mRNA, complete cds. 
/FEA=mRNA 
/DB_XREF=gi:180619 
/UG=Hs.75106 clusterin 
fcomDiement Ivsi^ inhibitor SP- 
40,40, sulfated glycoprotein 2, 
testosterone-repressed prostate 
message 2, apolipoprotein J) 
/FL=gb:J02908.1 gb:M25915.1 
gb:M64722.1 gb:NM 001831.1 


M25915 




NP_001822 


208792_s_at 


3.26E-04 


gb:M25915.1 /DEF=Human 
complement cytolysis inhibitor 
(CLI) mRNA, complete cds. 
/FEA=mRNA 
/DB_XREF=gi:180619 
/UG=Hs.75106 clusterin 

^pomnlpmpnt Ivqi^ inhihitnr QP_ 
^uiii|jiciiiciii lyoio ii ii iiuimji , or 

40,40, sulfated glycoprotein 2, 
testosterone-repressed prostate 
message 2, apolipoprotein J) 
/FL=gb:J02908.1 gb:M25915.1 
gb:M64722.1 gb:NM 001831.1 


M25915 




NP_001822 


208797 s at 


0.018206 


golgin-67 


AI829170 


Hs. 182982 


NP 851422 



419 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208799_at 


1.26E-04 


gb:BC004146.1 /DEF=Homo 
sapiens, proteasome (prosome, 
macropain) subunit, beta type, 5, 
clone MGC:2175, mRNA, 
complete cds. /FEA=mRNA 
/PROD=proteasome (prosome, 
macropain) subunit, betatype, 5 
/DB XREF=ar 13278740 
/UG=Hs.78596 proteasome 
(prosome, macropain) subunit, 
beta type, 5 /FL=gb:BC004146.1 
gb:NM_002797.1 gb:D29011.1 


BC004146 






208800_at 


0.02145 


Consensus includes gb:AV702627 
/FEA=EST 

/DB_XREF=gi:10718957 
/DB XREF=est AV702627 
/CLONE=ADBAHC04 
/UG=Hs.237825 signal recognition 
particle 72kD /FL=gb:AF069765.1 
gb:AF077019.1 gb:NM_006947.1 


NM_006947 




NP_008878 


208805_at 


7.58E-04 


gb:BC002979.1 /DEF=Homo 
sapiens, proteasome (prosome, 
macropain) subunit, alpha type 6, 
clone MGC:2333, mRNA, 
complete cds. /FEA=mRNA 
/PROD=proteasome (prosome, 

mppmn^iin^ Qiihiinit alnhafvn^ R 

1 1 lak/i upaii i y duuui ml, oijji idLy pc \J 

/DB_XREF=gi: 1 2804240 
/UG=Hs.74077 proteasome 
(prosome, macropain) subunit, 
alpha type, 6 /FL=gb:BC002979.1 


BC002979 




NP_002782 


208807_s_at 


0.016426 


gb:U91543.1 /DEF=Homo sapiens 
zinc-finger helicase (hZFH) 
mRNA, complete cds. 
/FEA=mRNA /GEN=hZFH 
/PROD=zinc-finger helicase 
/DB_XREF=gi:3298561 
/UG=Hs.25601 chromodomain 
helicase DNA binding protein 3 
/FL=gb:U91543.1 


U91543 




NP_001263 



420 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208808_s_at 


1.26E-04 


gb:BC000903.1 /DEF=Homo 
sapiens, high-mobility group 
(nonhistone chromosomal) protein 
2, clone MGC:5234, mRNA, 
complete cds. /FEA=mRNA 
/PROD=high-mobility group 
(nonhistone chromosomal)protein 

O /DR XRFF=nM9fiS417n 
t- /uD_A[\tr yi. iiOJ4 1 1 \j 

/UG=Hs.80684 high-mobility group 
(nonhistone chromosomal) protein 
2 /FL=gb:BC000903.1 
gb:BC001 063.1 


BC000903 




NP_002120 


208809_s_at 


0.005852 


gb:AL1 36632.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564G182 (from clone 
DKFZp564G182); complete cds. 
/FEA=mRNA 

/PROD=hypothetical protein 
/DB_XREF=gi: 12052789 
/UG=Hs. 173685 hypothetical 
protein FLJ12619 
/FL=gb:AL1 36632.1 


AL1 36632 




NP_1 12201 


208810_at 


0.013223 


gb:AF080569.1 /DEF=Homo 
sapiens DnaJ-like 2 protein 
(HSJ2) mRNA, complete cds. 
/FEA=mRNA /GEN=HSJ2 
/PROD=DnaJ-like 2 protein 
/DB_XREF=gi:4322314 
/UG=Hs.181195 DnaJ (Hsp40) 
nornoiog, suDTarniiy d, merriDer o 
/FL=gb:AL1 36707.1 
gb:BC000177.2 gb:AB014888.1 
gb:AF080569.1 gb:NM_005494.1 
gb:AF075601.1 gb:AF060703.1 
gb:AB01 5799.1 


AF080569 




NP_490647 


20881 1_s_at 


0.010205 


gb:AF080569.1 /DEF=Homo 
sapiens DnaJ-like 2 protein 
(HSJ2) mRNA, complete cds. 
/FEA=mRNA /GEN=HSJ2 
/PROD=DnaJ-like 2 protein 
/DB_XREF=gi:4322314 
/UG=Hs.181195 DnaJ (Hsp40) 
homoloa subfamilv R member 6 

i iwi i ivivj^, ouk/iQi i illy u y 1 1 1 1 1 1 uui \j 

/FL=gb:AL1 36707.1 
gb:BC000177.2 gb:AB014888.1 
gb:AF080569.1 gb:NM_005494.1 
gb:AF075601.1 gb:AF060703.1 
gb:AB01 5799.1 


AF080569 




NP_490647 



421 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


20881 2_x_at 


0.026891 


gb:BC004489.1 /DEF=Homo 
sapiens, major histocompatibility 
complex, class I, C, clone 
MGC:11039, mRNA, complete 
cds. /FEA=mRNA /PROD=major 
histocompatibility complex, class 
I, C /DB_XREF=gi: 13325360 
/UG=Hs.277477 major 
histocompatibility complex, class 
I, C /FL=gb:NM_002117.1 
gb:M99388.1 gb:U06487.1 
gb:BC002463.1 gb:BC004489.1 
gb:D64145.1 gb:D38526.1 
gb:D49552.1 gb:D49819.1 
gb:M24097.1 gb:M84171.1 
gb:M84172.1 gb:M84173.1 
gb:M84174.1 gb:M26429.1 
gb:M26430.1 gb:M26431.1 
gb:U41420.1 gb:U41 386.1 
gb:D50852.1 gb:D50853.1 
gb:D50854.1 gb:D83031.1 
nhl 157028 1 nhilDfifiQ'i 1 

gb:U06696.1 gb:M99389.1 
gb:M99390.1 gb:M28160.1 
gb:U09853.1 gb:AF1 6861 1.1 
gb:L38251.1 gb:D31817.1 


BC004489 




NP_002108 


20881 5_x_at 


0.010205 


gb:AB023420.1 /DEF=Homo 
sapiens mRNA for heat shock 
protein apg-2, complete cds. 

/PROD=apg-2 
/DB_XREF=gi:4579908 
/UG=Hs.90093 heat shock 70kD 
protein 4 /FL=gb:AB023420.1 


AB023420 






20881 8_s_at 


0.02145 


gb:BC000419.1 /DEF=Homo 
sapiens, catechol-O- 
methyltransferase, clone 
MGC:8663, mRNA, complete cds. 
/FEA=mRNA /PROD=catechol-0- 
methyltransferase 
/DB_XREF=gi: 1 2653300 
/UG=Hs.240013 catechol-O- 
methyltransferase 
/FL=gb:BC000419.1 gb:M58525.1 
gb:M65212.1 gb:NM 007310.1 
gb:NM_000754.2 


BC000419 




NP_009294 



422 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208825_x_at 


0.00161 


gb:U43701.1 /DEF=Human 
ribosomal orotein L23a mRNA 
complete cds. /FEA=mRNA 
/PROD=ribosomal protein L23a 
/DB_XREF=gi: 1399085 
/UG=Hs. 184776 ribosomal protein 
L23a /FL=gb:U43701.1 


U43701 




NP_000975 


208834_x_at 1 


0.00161 


gb:BC001 865.1 /DEF=Homo 
sapiens, Similar to cadherin 1, 
type 1, E-cadherin (epithelial), 
clone MGC:1151, mRNA, 
complete cds. /FEA=mRNA 

/PROn=^imilar tn rsiHhprin 1 
/ 1 r\v/u — on 1 1 1 id i lAJ ooui ici ii i i, 

type 1, E-cadherin(epithelial) 
/DR XRFF=nM?Rf)4818 

f L/U Af\Lr Ul. I £.uy*tuou 

/UG=Hs. 194657 cadherin 1, type 
1, E-cadherin (epithelial) 
/FL=gb:BC001 865.1 


BC001865 






208835_s_at 


1.26E-04 


cisplatin resistance-associated 
overexpressed protein 


AW089673 


Hs.3688 


NP_057508 


208857_s_at 


1.26E-04 


gb:M93008.1 /DEF=Human L- 
isoaspartylD-aspartyl protein 
carboxyl methyltransferase 
isozyme II mRNA, complete cds. 
/FEA=mRNA /PROD=L- 
isoaspartylD-aspartyl protein 
carboxylmethyltransferase 

/DR XRFF=ni* IftOfi^fi 
/UD_Ar\Lr-yi. i ouuou 

/UG=Hs.79137 protein-L- 
isoaspartate (D-aspartate) O- 

1 1 IfcJU lylll df lol tM doc? 

/FL=gb:D25546.1 gb:M93008.1 
gb:D13892.1 


M93008 




NP_005380 


208859_s_at 


0.018693 


alpha thalassemia/mental 
retardation syndrome X-linked 
(RAD54 homolog, S. cerevisiae) 


AI650257 


Hs.96264 


NP_612115 


208864_s_at 


2.05E-04 


gb:AF313911.1 /DEF=Homo 
sapiens thioredoxin mRNA, 
complete cds. /FEA=mRNA 
/PROD=thioredoxin 

/DR XRFF=nM 1 34^41 Q 

/UG=Hs.76136 thioredoxin 
/FL=gb:AF313911.1 
gb:BC003377.1 gb:J04026.1 
gb:NM_003329.1 gb:AF276919.1 
gb:AY004872.1 


AF313911 




NP_003320 


208865 at 


2.05E-04 


casein kinase 1, alpha 1 


BG534245 


Hs.283738 


NP 001883 



423 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208867_s_at 


0.033381 


gb:AF1 1991 1.1 /DEF=Homo 
sapiens PR02975 mRNA, 

L/UliipitrlC V/Uo. / 1 L-/A— 1 1 1 IN IN/A 

/PROD=PR02975 
/DB_XREF=gi:7770258 
/UG=Hs.144477 hypothetical 
protein PR02975 
/FL=gb:AF1 1991 1.1 


AF1 19911 






208870_x_at 


0.02145 


gb:BC000931.2 /DEF=Homo 
sapiens, ATP synthase, H+ 
transporting, mitochondrial F1 
complex, gamma polypeptide 1, 
clone MGC:5380, mRNA, 
complete cds. /FEA=mRNA 
/PROD=ATP synthase, H+ 
transporting, mitochondrial 
F1 complex, gamma polypeptide 1 
/DB_XREF=gi:13111822 

t\J\J— no. 1 JJnOO r\ 1 r oyillllaot;, 

H+ transporting, mitochondrial F1 

uuiiipicA, ycJiiiiiia puiy fJcpuuti i 

/FL=gb:BC000470.1 
gb:BC000931.2 gb:D16562.1 


BC000931 




NP_005165 


208872_s_at 


1.26E-04 


likely ortholog of mouse deleted in 
polyposis 1 


AA814140 


Hs. 1781 12 


NP_005660 


208873_s_at 


0.005852 


gb:BC000232.1 /DEF=Homo 
sapiens, Similar to deleted in 
polyposis 1, clone MGC:2267, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
U6I616U in polyposis i 
/DB_XREF=gi: 12652946 
/UG=Hs.178112 DNA segment, 
single copy probe LNS-CAILNS- 
CAII (deleted in polyposis 
/FL=gb:BC000232.1 


BC000232 




NP_005660 


208875_s_at 


0.00161 


Consensus includes gb:BF796470 
/FEA=EST 

/DB XREF=aM2101524 
/DB_XREF=est:602259926F1 
/CLONE=IMAGE:4342999 
/UG=Hs.284275 Homo sapiens 
PAK2 mRNA, complete cds 
/FL=gb:AF092132.1 


AF092132 







424 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208876_s_at 


0.013223 


Consensus includes gb:AI076186 
/FEA=EST /DB_XREF=gi:3405364 
/DB XREF=est oz01a01 x1 
/CLONE=IMAGE:1674096 
AJG=Hs.284275 Homo sapiens 
PAK2 mRNA, complete cds 
/FL=gb:AF092132.1 


AF092132 






208877_at 


0.010205 


Consensus includes gb:W74494 
/FEA=EST /DB_XREF=gi: 1384781 
/DR XRFF=Pst*7d7Sf10 «;1 
/CLONE=IMAGE:346507 
/UG=Hs.284275 Homo sapiens 
PAK2 mRNA, complete cds 
/FL=gb:AF092132.1 


AF092132 






208878_s_at 


0.001116 


gb:AF092132.1 /DEF=Homo 
sapiens PAK2 mRNA, complete 
cds /FEA=mRNA /PROD=PAK2 
/DB_XREF=gi:5138913 
/UG=Hs.284275 Homo sapiens 
PAK2 mRNA, complete cds 
/FL=gb:AF092132.1 


AF092132 






208880_s_at 


0.009689 


gb:AB019219.1 /DEF=Homo 
sapiens mRNA, complete cds, 
similar to yeast pre-mRNA 
splicing factors, PrplZeM and 
Prp6. /FEA=mRNA 
/DB_XREF=gi:4164165 

/ \J \J — nD.o i Jot puiauvc 

mitochondrial outer membrane 
protein import receptor 
/FL=gb:BC001666.1 
gb:AF026031.1 gb:AB019219.1 
gb:NM_012469.1 gb:AF221842.1 


AB019219 




NP_036601 


208881_x_at 


1.26E-04 


gb:BC005247.1 /DEF=Homo 
sapiens, isopentenyl-diphosphate 
delta isomerase, clone 
MGC: 12281, mRNA, complete 
cds. /FEA=mRNA 

delta isomerase 
/DB_XREF=gi: 13528899 
/UG=Hs.76038 isopentenyl- 
diphosphate delta isomerase 
/FL=gb:BC005247.1 


BC005247 




NP_004499 


208882 s at 


3.26E-04 


progestin induced protein 


U69567 


Hs.278428 


NP 056986 



425 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208884_s_at 


1.26E-04 


gb:AF006010.1 /DEF=Homo 
sapiens progestin induced protein 
(EDD) mRNA, complete cds. 
/FEA=mRNA /GEN=EDD 
/PROD=Droaestin induced orotein 
/DB_XREF=gi:4101694 
/UG=Hs.278428 progestin induced 
protein /FL=gb:NM 015902.2 
gb:AF006010.1 gb:U95000.1 


AF006010 




NP_056986 


208886_at 


1.28E-04 


gb:BC000145.1 /DEF=Homo 
sapiens, H1 histone family, 
member 0, clone MGC:5241, 
mRNA, complete cds. 
/FEA=mRNA /PROD=H1 histone 

f?imil\/ mpmhpr n 
iciiiiiiy, iiiciiiuci \j 

/DB_XREF=gi: 12652786 
/UG=Hs.226117 H1 histone 
family, member 0 
/FL=gb:BC000145.1 
gb:NM_005318.1. 


BC000145 




NP_005309 


208887_at 


0.005852 


gb:BC000733.1 /DEF=Homo 
sapiens, eukaryotic translation 
initiation factor 3, subunit 4 
(delta, 44kD), clone MGC:2053, 
mRNA, complete cds. 
/FEA=mRNA /PROD=eukaryotic 
translation initiation factor 
3,subunit 4 (delta, 44kD) 
/DB_XREF=gi: 12653882 

/I lf"^=H^ 9ft0ft1 piikarv/ntir 

/UO — no.^OUO 1 CUrxaiyULiU 

translation initiation factor 3, 
subunit 4 (delta, 44kD) 
/FL=gb:AF094850.1 
gb:BC000733.1 gb:AF020833.1 
gb:U96074.1 gb:NM_003755.1 


BC000733 




NP_003746 


208894_at 


0.02145 


gb:M60334.1 /DEF=Human MHC 
class II HLA-DR-alpha mRNA, 
complete cds. /FEA=mRNA 
/GEN=HLA-DRA /PROD=cell 
surface glycoprotein 
/DB_XREF=gi: 1 88255 
/UG=Hs.76807 major 
histocompatibility complex, class 
II, DR alpha /FL=gb:M60334.1 
gb:NM_019111.1 


M60334 




NP_061984 



426 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208895_s_at 


0.00161 


Consensus includes 
gb:BG530850 /FEA=EST 
/DB_XREF=gi: 13522387 
/DB_XREF=est:602559887F1 
/CLONE=IMAGE:4698044 
/UG=Hs. 100555 DEADH (Asp-Glu- 
Ala-AspHis) box polypeptide 18 
(Myc-regulated) 
/FL=gb:BC001238.1 
gb:BC003360.1 


BC003360 




NP_006764 


208898_at 


2.05E-04 


gb:AF077614.1 /DEF=Homo 
sapiens vacuolar ATP synthase 
subunit D homolog (VATD) 
mRNA, complete cds. 
/FEA=mRNA /GEN=VATD 
/PROD=vacuolar ATP synthase 
subunit D homolog 
/DB_XREF=gi: 11 999089 
/UG=Hs.272630 vacuolar proton 
pump delta polypeptide 
/FL=gb:AF1 04629.1 
gb:AF077614.1 gb:BC001411.1 
gb:AF145316.1 gb:AF100741.1 
gb:NM_015994.1 


AF077614 




NP_057078 


208899_x_at 


1.26E-04 


gb:AF1 00741.1 /DEF=Homo 
sapiens vacuolar H-ATPase 
subunit D mRNA, complete cds. 
/FEA=mRNA /PROD=vacuolar H- 
ATPase subunit D 
/DB_XREF=gi:51 38992 
/UG=Hs.272630 vacuolar proton 
nnmn delta nolvnpntirip 
/FL=abAF1 04629 1 
gb:AF077614.1 gb:BC001411.1 
gb:AF145316.1 gb:AF100741.1 
gb:NM_0 15994.1 


AF1 00741 




NP_057078 


208900 s at 


0.003539 


topoisomerase (DNA) I 


AW025108 


Hs.317 


NP 003277 


208904_s_at 


0.041055 


gb:BC000354.1 /DEF=Homo 
sapiens, ribosomal protein S28, 
clone MGC:8658, mRNA, 
complete cds. /FEA=mRNA 
/PROD=ribosomal protein S28 
/DB_XREF=gi: 126531 72 
/UG=Hs.153177 ribosomal protein 
S28 /FL=gb:BC000354.1 


BC000354 




NP_001022 



427 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208908_s_at 


0.003171 


gb:AF327443.1 /DEF=Homo 
saoiens calna<%tatin mRNA 
complete cds. /FEA=mRNA 
/PROD=calpastatin 
/DB_XREF=gi: 12056961 
/UG=Hs.279607 calpastatin 
/FL=gb:AF327443.1 gb:U26724.2 


AF327443 




NP_775085 


208909_at 


1.26E-04 


gb:BC000649.1 /DEF=Homo 
sapiens, ubiquinol-cytochrome c 
reductase, Rieske iron-sulfur 
polypeptide 1, clone MGC:1362, 
mRNA, complete cds. 
/FEA=mRNA /PROD=ubiquinol- 
cytochrome c reductase, 
Rieskeiron-sulfur polypeptide 1 
/DR XRFF=nM?fi , W79fi 

/ l—/ LJ A l \ l — i — yi. 1 £.U JO 1 

/UG=Hs.3712 ubiquinol- 
cytochrome c reductase, Rieske 
iron-sulfur polypeptide 1 
/FL=gb:BC000649.1 
gb:NM_006003.1 


BC000649 




NP_005994 


20891 1_s_at 


0.007258 


gb:M34055.1 /DEF=Human 
pyruvate dehydrogenase E1-beta 
subunit mRNA, complete cds. 
/FEA=mRNA /GEN=PDHB 
/DB_XREF=gi: 190791 /UG=Hs.979 

pyi uvciic uci ly u i uy cj idbc 

(lipoamide) beta 
/FL=gb:BC000439.1 
gb:BC001 924.1 gb:J03576.1 
gb:M34479.1 gb:M54788.1 
gb:M34055.1 gb:NM_000925.1 


M34055 




NP_000916 


20891 3_at 


0.010205 


Consensus includes gb:AA868560 
/FEA=EST /DB_XREF=gi:2964005 
/DB_XREF=est:ak43g1 1 s1 
/CLONE=IMAGE:1408772 
/UG=Hs. 155546 KIAA1080 
protein; Golgi-associated, gamma- 
adaptin ear containing, ARF- 
binding protein 2 
/FL=gb:AF 190863.1 
gb:AF233522.1 gb:AF1 65531.1 
gb:NM_015044.1 


NM_015044 




NP_619581 



428 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


20891 8_s_at 


0.013223 


Consensus includes gb:AI334128 
/FEA=EST /DB_XREF=gi:4070687 
IDE XREF=estaa07e12 x1 
/CLONE=IMAGE:1931854 
/UG=Hs.220324 hypothetical 
protein FLJ13052 
/FL=gb:BC001709.1 


BC001709 




NP_075394 


20891 9_s_at 


5.03E-04 


gb:BC001 709.1 /DEF=Homo 
sapiens, Similar to hypothetical 
protein FLJ 13052, clone 
MGC:1900, mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 

hvnnthptir.pl nrntpin Fl 11^0^9 
/DB_XREF=gi: 12804578 
/UG=Hs.220324 hypothetical 
protein FLJ 13052 
/FL=gb:BC001709.1 


BC001709 




NP_075394 


208921_s_at 


2.05E-04 


gb:L12387.1 /DEF=Human sorcin 
(SRI) mRNA, complete cds. 
/FFA=mRIMA /ftFNI=SRI 

11 l—f \ 1 1 1 1 \ 1 N r\ 1 \J 1 1 N — Or\l 

/PROD=sorcin 

/DB_XREF=gi:459835 

/UG=Hs.300741 sorcin 

/FL=gb:M32886.1 

gb:NM 003130.1 gb:L12387.1 


L12387 




NP_003121 


208923_at 


3.26E-04 


gb:BC005097.1 /DEF=Homo 
sapiens, Similar to selective 
hybridizing clone, clone 
MGC:13167, mRNA, complete 

UUo. / 1 LZ/A — 1 1 1 1\ INAA / 1 r\V»/L/ — Oil 1 1 1 la I 

to selective hybridizing clone 
/DB_XREF=gi: 13477256 
/UG=Hs.77257 KIAA0068 protein 
/FL=gb:BC005097.1 


BC005097 




NP_055423 


208924_at 


3.26E-04 


gb:AB024703.1 /DEF=Homo 
sapiens mRNA for Sid1669p, 
complete cds. /FEA=mRNA 
/GEN=Sid1669 /PROD=Sid1669p 
/DB_XREF=gi:5931544 
/UG=Hs.96334 ring finger protein 
11 /FL=gb:AF1 51881.1 
gb:AB024703.1 gb:NM 014372.1 


AB024703 




NP_055187 



429 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208926_at 


8.34E-04 


gb:U84246.1 /DEF=Homo sapiens 
lysosomal sialidase mRNA, 
complete cds. /FEA=mRNA 
/PROD=lysosomal sialidase 
/DB XREF=ai'40QQ140 

/UG=Hs.1 18721 sialidase 1 
(lysosomal sialidase) 
/FL=gb:BC000722.1 
gb:AF040958.1 gb:U84246.1 
gb:NM_000434.1 


U84246 




NP_000425 


208929_x_at 


0.026891 


gb:BC004954.1 /DEF=Homo 
sapiens, clone MGC: 10897, 
mRNA, complete cds. 

/FFA=mRNA /PROD=l Inknnwn 
(protein for MGC: 10897) 
/DB_XREF=gi: 13436331 
AJG=Hs. 180842 ribosomal protein 
L13 /FL=gb:BC000851.1 
gb:BC004954.1 gb:NM 000977.1 


BC004954 




NP_1 50254 


208932_at 


0.037567 


gb:BC001416.1 /DEF=Homo 
sapiens, protein phosphatase 4 
(formerly X), catalytic subunit, 
clone MGC: 1882, mRNA, 
complete cds: /FEA=mRNA 
/PROD=protein phosphatase 4 
(formerly X), catalyticsubunit 

/UD_Ar\r_r-yi. i^duj 

/UG=Hs.2903 protein 

nhncnhataeQ A /fftrmorlu Y\ 

pnuopnaiabe h ^rormeny a^, 
catalytic subunit 
/FL=gb:BC001416.1 
gb:AF097996.1 gb:NM_002720.1 


BC001416 




NP_002711 


208933_s_at 


0.02145 


Fc fragment of IgG, low affinity lib, 
receptor for (CD32) 


AI659005 


Hs.82316 


NP_060542 


208935_s_at 


0.004341 


gb:L78132.1 /DEF=Human 
prostate carcinoma tumor antigen 
(pcta-1) mRNA, complete cds. 
/FEA=mRNA /GEN=pcta-1 
/PROD=prostate carcinoma tumor 
antigen /DB XREF=gi:1 932711 
/UG=Hs.4082 lectin, galactoside- 
binding, soluble, 8 (galectin 8) 
/FL=gb:AF342815.1 gb:L78132.1 
gb:AF074000.1 gb:NM 006499.1 


L78132 




NP_006490 



430 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208943_s_at 


0.001116 


gb:U93239.1 /DEF=Human Sec62 
(Sec62) mRNA, complete cds. 

/FEA=mRNA /GFN=fiprfi? 

/PROD=Sec62 
/DB_XREF=gi: 1928972 
/UG=Hs.8146 translocation protein 
1 /FL=gb:D87127.1 gb:U93239.1 
gb:NM 003262.1 


U93239 




NP_003253 


208946_s_at 


7.58E-04 


gb:AF139131.1 /DEF=Homo 
sapiens beclin 1 (BECN1) 
mRNA, complete cds. 
/FEA=mRNA /GEN=BECN1 
/PROD=beclin 1 

/DR XRFF=ni-4RRn^ftn 

/UG=Hs. 12272 beclin 1 (coiled- 
coil, myosin-like BCL2-interacting 
protein) /FL=gb:AF077301.1 
gb:NM_003766.1 gb:AF139131.1 


AF139131 




NP_003757 


208948_s_at 


2.05E-04 


gb:BC000830.1 /DEF=Homo 
sapiens, clone MGC:4921, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 

/DB_XREF=gi:12654050 

/UG=Hs.6113 staufen (Drosophila, 

RNA-binding protein) 

/FL=gb:BC000830.1 

gb:AF061 938.1 gb:NM 017452.1 


BC000830 




NP_059348 


208949_s_at 


2.05E-04 


gb:BC001 120.1 /DEF=Homo 
sapiens, lectin, galactoside- 
binding, soluble, 3 (galectin 3), 
clone MGC:2058, mRNA, 
complete cds. /FEA=mRNA 
/PROD=lectin, galactoside-binding, 
soluble, 3(galectin 3) 
/DB_XREF=gi: 12654570 
/UG=Hs.621 lectin, galactoside- 
binding, soluble, 3 (galectin 3) 
/FL=gb:M35368.1 gb:BC001 120.1 
gb:M57710.1 gb:M36682.1 
gb:AB006780.1 gb:NM_002306.1 


BC001120 




NP_002297 



431 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208954_s_at 


0.012367 


gb:BC003381.1 /DEF=Homo 
sapiens, clone MGC:5353, 
mRNA mmnlptp cei** 

/FEA=mRNA /PROD=Unknown 
(protein for MGC:5353) 
/DB_XREF=gi: 13097242 
/UG=Hs.78851 KIAA0217 protein 
/FL=gb:BC003381.1 


BC003381 






208955_at 


0.00228 


gb:AB049113.1 /DEF=Homo i 
sapiens DUT mRNA for dUTP 
pyrophosphatase, complete cds. 
/FEA=mRNA /GEN=DUT 
/PROD=dUTP pyrophosphatase 

/UG=Hs.82113 dUTP 
pyrophosphatase 
/FL=gb:AB049113.1 gb:U31930.1 
gb:U62891.1 gb:M89913.1 
gb:NM_001948.1 


AB049113 




NP_001939 


208959_s_at 


0.004341 


gb:BC005374.1 /DEF=Homo 
sapiens, Similar to RIKEN cDNA 
11 10001 E24 gene, clone 
MGC: 12490, mRNA, complete 

rrte /FFA=mRNA /PRnn= < srmilar 
ouo. / 1 t_/A — i 1 irviNAA / 1 r\v^L/ — oil I nidi 

to RIKEN cDNA 1110001E24 
gene /DB_XREF=gi: 13529223 
/UG=Hs. 154023 KIAA0573 protein 
/FL=gb:BC005374.1 


BC005374 






208964_s_at 


0.027243 


gb:AL512760.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp762M2311 (from clone 
DKFZp762M2311); complete cds. 
/FEA=mRNA 
/GEN=DKFZp762M2311 
/PROD=hypothetical protein 

/UG=Hs. 132898 fatty acid 
desaturase 1 /FL=gb:AF084558.1 
gb:NM_01 3402.2 gb:AL512760.1 
gb:AF199596.1 gb:AF226273.1 


AL512760 




NP_037534 


208966_x_at 


0.02145 


gb:AF208043.1 /DEF=Homo 
sapiens IFI16b (IFI16b) mRNA, 
comnlpte ccte /FEA=mRNA 
/GEN=IFI16b /PROD=IFI16b 
/DB_XREF=gi:6644296 
/UG=Hs. 155530 interferon, 
gamma-inducible protein 16 
/FL=gb:AF208043.1 


AF208043 




NP_005522 



432 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208967_s_at 


0.007779 


gb:U39945.1 /DEF=Human 
adenylate kinase 2 (adk2) 
mRNA, complete cds. 
/FFA=mRNA /GFN=aHk? 
/PROD=adenylate kinase 2 
/DB_XREF=gi: 1209686 
/UG=Hs.171811 adenylate kinase 
2 /FL=gb:U39945.1 gb:U84371.1 
gb:NM 001625.1 


U39945 




NP_751949 


208970_s_at 


7.58E-04 


gb:M14016.1 /DEF=Human 
uroporphyrinogen decarboxylase 
mRNA, complete cds. 
/FEA=mRNA /GEN=UROD 
/DB_XREF=gi:340180 
/UG=Hs.78601 uroporphyrinogen 
decarboxylase /FL=gb:BC00 1778.1 
gb:M14016.1 gb:AF104421.1 
gb:AF104422.1 gb:AF104423.1 
gb:AF104424.1 gb:AF104425.1 
gb:AF1 04426.1 gb:AF1 04427.1 
gb:AF1 04428.1 gb:AF104429.1 
gb:AF104430.1 gb:AF104431.1 

yu.Mi I U*tHOt. I yu.nr lUHHOO. I 

gb:AF104434.1 gb:AF104435.1 
gb:AF1 04436.1 gb:AF1 04437.1 
gb:AF104438.1 gb:AF104439.1 
gb:AF104440.1 gb:NM_000374.2 


M14016 




NP_000365 


208977_x_at 


0.00161 


gb:BC004188.1 /DEF=Homo 
sapiens, tubulin, beta, 2, clone 
MGC:2826, mRNA, complete cds. 
/FEA=mRNA /PROD=tubulin, 
beta 2 /DB XREF=ar 13278848 
/UG=Hs.251653 tubulin, beta, 2 
/FL=gb:BC002783.1 
gb:BC002885.1 gb:BC001911.1 
gb:BC004188.1 gb:NM_006088.1 


BC004188 




NP_006079 



433 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208979_at 


1.26E-04 


gb:AF1 28458.1 /DEF=Homo 
sapiens nuclear receptor 
coactivator RAP250 mRNA, 
complete cds. /FEA=mRNA 
/PROD=nuclear receptor 
coactivator RAP250 
/DB_XREF=gi:7140573 
/uo-ns. ioyo io inyroio normone 
receptor binding protein 

/rL- gD.Ar I / f OOO. I 

gb:AF208227.1 gb:AF1 28458.1 

gD.INIVI UI*rUrl.l gD.Ar I / I DO / . I 

gb:AF245115.1 


AF1 28458 




NP_054790 


208981_at 


1.26E-04 


platelet/endothelial cell adhesion 
molecule (CD31 antigen) 


AW574504 


Hs.78146 


NP_000433 


208982_at 


7.58E-04 


platelet/endothelial cell adhesion 
molecule (CD31 antigen) 


AW574504 


Hs.78146 


NP_000433 


208988_at 


0.033381 


Consensus includes gb:BE675843 
/FEA=EST 

/UD Ar\Cr— gi. lUUoOOOH 

/DB_XREF=est:7f17b04.x1 
/CLONE=IMAGE:3294895 
/UG=Hs.219614 f-box and ^leucine 
rich repeat protein 11 ¥ 
/FL=gb:AF1 79221.1 


AK024505 




NP_036440 


208989_s_at 


0.003529 


gb:AF1 79221.1 /DEF=Homo 
sapiens F-box protein Lilina 
(LILINA) mRNA, complete cds. 

/rLA-ITIKlNA /oblN-LILINA 

/PROD=F-box protein Lilina 

/DB_XREF=gi:5917729 

/ub-ns.z iyoi4 t-dox ana leucine 

rich repeat protein 11 

/FL=gb:AF179221.1 


AF1 79221 




NP_036440 


208991_at 


0.010205 


signal transducer and activator of 
transcription 3 (acute-phase 
response factor) 


AA634272 


Hs.321677 




208993_s_at 


6.68E-04 


Consensus includes 
gb:AW340788 /FEA=EST 
/DB_XREF=gi:6837414 
/DR XRFF=est ha12hOS y1 
/CLONE=IMAGE:2873529 
/UG=Hs. 77965 peptidyl-prolyl 
isomerase G (cyclophilin G) 
/FL=gb:U40763.1 
gb:NM 004792.1 


NM_004792 




NP_004783 



434 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208994_s_at 


7.58E-04 


Consensus includes gb:AI638762 
/FEA=EST /DB_XREF=gi:4690996 
/DB_XREF=est:tt32a04.x1 

/PI PiMP— WiAAa^'OOADAAG. 
1 o L-\J In C— 1 IVIMo C . ZZ*t Z*f *f D 

/UG=Hs.77965 peptidyl-prolyl 
isomerase G (cyclophilin G) 
/FL=gb:U40763.1 
gb:NM_004792.1 


NM_004792 




NP_004783 


209003_at 


0.007779 


gb:AF070548.1 /DEF=Homo 
sapiens clone 24408 2- 
oxoglutarate carrier protein 
mRNA, complete cds. 
/FEA=mRNA /PROD=2- 
oxogiuiaraie earner proiein 
/DB_XREF=gi:3387910 
/UG=Hs. 184877 solute carrier 
family 25 (mitochondrial carrier; 
oxoglutarate carrier), member 11 
/FL=gb:AF070548.1 


AF070548 




NP_003553 


209004_s_at 


0.005852 


gb:AF142481.1 /DEF=Homo 
sapiens F-box protein FLR1 
(FLR1) mRNA, complete cds. 
/FEA=mRNA /GEN=FLR1 
irr\KJU— r-DOX proiein rl_r\ I 
/DB_XREF=gi:7672733 
/UG=Hs.5548 f-box and leucine- 
rich repeat protein 5 
/FL=gb:AF1 99420.1 
gb:AF1 42481.1 gb:AF1 57323.1 


AF1 42481 




NP^277077 


209005_at 


0.00228 


gb:AF1 57323.1 /DEF=Homo 
sapiens p45SKP2-like protein 
mRNA, complete cds. 
/FEA=mRNA /PROD=p45SKP2- 

llr\C JJIvJlCiil 

/DB_XREF=gi: 7688696 
/UG=Hs.5548 f-box and leucine- 
rich repeat protein 5 
/FL=gb:AF199420.1 
gb:AF142481.1 gb:AF1 57323.1 


AF1 57323 




NP_277077 



435 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


20901 5_s_at 


1.26E-04 


gb:BC002446.1 /DEF=Homo 
sapiens, MRJ gene for a 
member of the DNAJ protein 
family, clone MGC:1152, mRNA, 
complete cds. /FEA=mRNA 
/PROD=MRJ gene for a member 
of the DNAJ proteinfamily 

/UD_Ar\Cr— yl. IZOUoZOZ 

/Uu-ns. I o i iyo unaj ^nsp^uj 
homolog, subfamily B, member 6 
/FL=gb:BC002446.1 
gb:AB01 5798.1 


BC002446 




NP_490647 


20901 8_s_at 


7.58E-04 


PTEN induced putative kinase 1 


BF432478 


Hs.6163 


NP 115785 


209020_at 


5.03E-04 


gb:AF217514;1 /DEF=Homo 
sapiens uncharacterized bone 
marrow protein BM038 mRNA, 
complete cds. /FEA=mRNA 
/PROD=uncharacterized bone 

mormu/ i^r/"\t^ir^ RIV/IO^R 
illdliUW piULclll DIvlUOO 

/DB XREF=gi:7688970 
/UG=Hs.75798 hypothetical 
protein /FL=gb:AF161517.1 
gb:AF151041.1 gb:AF217514.1 
gb:NM_016470.1 


AF217514 

r 




NP_057554 


209022_at 


0.003171 


Consensus includes 
gb:AK026678.1 /DEF=Homo 
sapiens cDNA: FLJ23025 fis, 
clone LNG01702, highly similar 
to HUMAUTOND Human 
autonomously replicating 
sequence ^mko^ mr\iN/v 
/FEA=mRNA 
/DB_XREF=gi: 10439584 
/UG=Hs.8217 stromal antigen 2 
/FL=gb:BC001765.1 


AK026678 




NP_006594 


209024 s at 


0.002418 


NS1 -associated protein 1 


AI472757 


Hs.373499 


NP 006363 


209025_s_at 


0.003171 


gb:AF037448.1 /DEF=Homo 
sapiens RRM RNA binding 
protein Gry-rbp (GRY-RBP) 

mrviNM, complete cus. 
/FEA=mRNA /GEN=GRY-RBP 

/PROn=f^rv-rhn 
/rr\uu~oi y i up 

/DB_XREF=gi:3037012 
/UG=Hs.155489 NS1 -associated 
protein 1 /FL=gb:AF037448.1 


AF037448 




NP_006363 


209027_s_at 


3.26E-04 


spectrin SH3 domain binding 
protein 1 


BF673013 


Hs.24752 


NP_005461 



436 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209028_s_at 


0.026891 


gb:AF006516.1 /DEF=Homo 
sapiens eps8 binding protein 

COD I IMIAINAA, OUIIIfJICIC: OUO. 

/FEA=mRNA /PROD=e3B1 
/DB_XREF=gi:2245670 
/UG=Hs.24752 spectrin SH3 
domain binding protein 1 
/FL=gb:AF006516.1 


AF006516 




NP_005461 


209029_at 


0.003171 


gb:AF193844.1 /DEF=Homo 
sapiens COP9 complex subunit 
7a mRNA, complete cds. 
/FEA=mRNA /PROD=COP9 

rrimnlov ci i Hi i n it 7a 
UUIM|JICA oUUUIIIl id 

/DB_XREF=gi:6120134 
/UG=Hs.3758 COP9 complex 
subunit 7a /FL=gb:AB033603.1 
gb:AF193844.1 gb:AF210052.1 
gb:NM_016319.1 


AF 193844 




NP_057403 


209033_s_at 


0.001116 


gb:D86550.1 /DEF=Human mRNA 
for serinethreonine protein 
kinase, complete cds. 
/FEA=mRNA /GEN=hMNB 

/rr\UU-ocl II leU II cUI III It; \J\ UlclM 

kinase /DB_XREF=gi: 1772437 
/UG=Hs.75842 dual-specificity 
tyrosine-(Y)-phosphorylation 
regulated kinase 1A 
/FL=gb:D85759.1 gb:D86550.1 


D86550 




NP_569122 


209034_at 


7.58E-04 


gb:AF279899.1 /DEF=Homo 
sapiens PNAS-145 mRNA, 
complete cds. /FEA=mRNA 
/PROD=PNAS-145 
/DB_XREF=gi: 12751 123 
/UG=Hs.75969 proline-rich protein 
with nuclear targeting signal 
/FL=gb:AF279899.1 gb:U03105.1 
gb:NM_006813.1 


AF279899 




NP_006804 



437 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209043_at 


0.004341 


gb:AF033026.1 /DEF=Homo 
sapiens bifunctional ATP 
sulfurylaseadenosine 5- 
phosphosulfate kinase mRNA, 
complete cds. /FEA=mRNA 
/PROD=bifunctional ATP 
sulfurylaseadenosine5- 
phosphosulfate kinase 
/DB_XREF=gi:3378100 

/I in-Uf OQQQ Q 

phosphoadenosine 5- 
phosphosulfate synthase 1 
/FL=gb:AF033026.1 
gb:AF016496.1 gb:NM_005443.1 
gb:AF1 05227.1 


AF033026 




NP_005434 


209044_x_at 


0.003171 


gb:BC004273.1 /DEF=Homo 
sapiens, splicing factor 3b, 
subunit 4, 49kD, clone 
MGC: 10828, mRNA, complete 
cds. /FEA=mRNA /PROD=splicing 
factor 3b, subunit 4, 49kD 

/no YRCC-ni"1'5')7Qnftft 
/Ud_AKtr- gi. loZ/yUoO 

/UG=Hs.25797 splicing factor 3b, 
subunit 4, 49kD 
/FL=gb:BC004273.1 
gb:NM_005850.1 


BC004273 




NP_005841 


209046_s_at 


1.26E-04 


gb:AB030710.1 /DEF=Homo 
sapiens FLC3A mRNA for MAPI 
light chain 3 related protein, 
complete cds. /FEA=mRNA 
/GEN=FLC3A /PROD=MAP1 light 
chain 3 related protein 
/DB_XREF=gi: 12641 848 
/Uo-hs.ooIo gangiiosiae 
expression factor 2 

mL— yU./ADUOU / IU. I 

gb:AF087848.1 gb:AF077046.1 
gb:NM_007285.1 


AB030710 




NP_009216 


209050_s_at 


0.026891 


ral guanine nucleotide dissociation 
stimulator 


AI421559 


Hs.396157 


NP_006257 



438 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209054_s_at 


0.004341 


gb:AF083389.1 /DEF=Homo 
sapiens putative WHSC1 protein 
(WHSC1) mRNA, alternative 
splice product with complete 
exon 12, complete cds. 
/FEA=mRNA /GEN=WHSC1 

/rr\UU- pUlallVC VVrlo^ 1 piUlclM 

/DB_XREF=gi:4378016 

l\ \CX— Mc 1104^7 \A/nlf Wircrhhnrn 

syndrome candidate 1 
/FL=gb:AF083389.1 


AF083389 




NP_579891 


209056_s_at 


0.016934 


CDC5 cell division cycle 5-like (S. 
pom be) 


AW268817 


Hs. 1551 74 


NP_001244 


209059_s_at 


0.033381 


gb:AB002282.1 /DEF=Homo 
sapiens mRNA for hMBF1 alpha, 
complete cds. /FEA=mRNA 

/PRnn=hMRF1 alnha 

/DB_XREF=gi:6526354 
/UG=Hs.17405O endothelial 
differentiation-related factor 1 
/FL=gb:NM_003792.1 
gb:AB002282.1 


AB002282 




NP_694880 


209060_x_at 


0.001054 


Consensus includes gb:AI438999 
/FEA=EST /DB_XREF=gi:4301251 
/DB_XREF=est:tc84b1 2.x1 

/PI HMP- IMA^P-0n79ft^1 
/L/LwINC—livlMoCZU / ZOO I 

/UG=Hs.225977 nuclear receptor 
coactivator 3 /FL=gb:AF01 0227.1 
gb:AF012108.1 gb:AF016031.1 


AF012108 




NP_006525 


209061_at 


0.013223 


Consensus includes gb:AI761748 
/FEA=EST /DB_XREF=gi:51 77504 
/DB_XREF=est:wg67h01 .x1 

/UG=Hs.225977 nuclear receptor 
coactivator 3 /FL=gb:AF01 0227.1 
gb:AF012108.1 gb:AF016031.1 


AF012108 




NP_006525 


209063_x_at 


0.00228 


ESTs, Highly similar to 
polyadenylate binding protein- 
interacting protein 1 [Homo 
sapiens] [H. sapiens] 


BF248165 


Hs. 3746 14 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209067_s_at 


0.016934 


gb:D89092.1 /DEF=Homo sapiens 
hnRNP JKTBP mRNA, complete 

rvHc /PFA- mPMA /nPM-hnDMD 

JKTBP /DB_XREF=gi:2780747 
/UG= Hs. 1 7031 1 heterogeneous 
nuclear ribonucleoprotein D-like 
/FL=gb:D89092.1 gb:D89678.1 


D89092 




NP_1 12740 


209073_s_at 


3.26E-04 


gb:AF01 5040.1 /DEF=Homo 
sapiens NUMB protein (NUMB) 
mRNA, complete cds. 
/FEA=mRNA /GEN=NUMB 
/rKuu-iNuiviD protein 
/DB_XREF=gi:41 02704 
/UG=Hs.78890 numb (Drosophila) 
homolog /FL=gb:AF01 5040.1 
gb:AF1 08092.1 gb:AF1 71 939.1 


AF0 15040 




NP_003735 


209076_s_at 


0.001116 


gb:BC000974.2 /DEF=Homo 
sapiens, Similar to hypothetical 
protein 628, clone MGC:5116, 
mrciNM, compieie cas. 
/FEA=mRNA /PROD=Similar to 
hypothetical protein 628 
/DB_XREF=gi: 12803025 
/UG=Hs.181349 hypothetical 
protein 628 /FL=gb:BC000974.2 


BC000974 




NP_062559 


209080_x_at 


0.02145 


gb:AF1 18652.1 /DEF=Homo 
sapiens PKCq-interacting protein 
PICOT (PICOT) mRNA, complete 
cds. /FEA=mRNA /GEN=PICOT 
/rKuu-rt\uq-!ntera ctmg protein 
nlOU 1 /Ud_ AKtr- gi.oo4uyoz 
/UG=Hs.42644 thioredoxin-like 
/FL=gb:BC005289.1 
gb:AF1 18649.1 gb:AF1 18652.1 


AF1 18652 




NP_006532 


209088 s at 


6.68E-04 


ubinuclein 1 


T70262 


Hs.21479 


NP 058632 


209089_at 


7.58E-04 


gb:BC001 267.1 /DEF=Homo 
sapiens, RAB5A, member RAS 
oncogene family, clone 
MGC:5048, mRNA, complete cds. 
/FEA=mRNA /PROD=RAB5A, 

mpmhpr P AC nnpnnono familw 
iiiciiiuci i\no uiiuuyeiic laiiniy 

/DB_XREF=gi: 12654846 
/UG=Hs.73957 RAB5A, member 
RAS oncogene family 
/FL=gb:BC001 267.1 


BC001267 




NP_004153 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209090_s_at 


2.05E-04 


Consensus includes gb:AL049597 
/DEF=Human DNA sequence 
from clone RP4-612B15 on 
chromosome 1p22.2-31.1. 
Contains the (possibly pseudo) 
gene for a novel protein similar 
to 60S ribosomal protein L17 
(RPL17), the gene for CGI-61, 
endophilin B1 and KIAA0491, 
ESTs, STSs, GSSs and two 

opo... /r CM— iTir\INM_0 

/DB_XREF=gi:9663352 
/UG=Hs. 136309 SH3-containing 
protein SH3GLB1 
/FL=gb:AF263293.1 


AL049597 






209091_s_at 


126E-04 


gb:AF263293.1 /DEF=Homo 
sapiens endophilin B1 mRNA, 

rnmnloto pHc /CPA — mDMA 
UUNipitilc UUb. /r CM— iTlrxINM 

/PROD=endophilin B1 
/DB_XREF=gi:81 18529 
/UG=Hs. 136309 SH3-containing 
protein SH3GLB1 
/FL=gb:AF263293.1 


AF263293 




NP_057093 


209093_s_at 


0.026891 


gb:K02920.1 /DEF=Human 
lysosomal glucocerebrosidase 
mRNA, complete cds. 
/FEA=mRNA 
/DB_XREF=gi: 183021 
/UG=Hs.282997 glucosidase, 
ueia, acia ^inciuaes 
glucosylceramidase) 
/FL=gb:BC003356.1 gb:M16328.1 
gb:K02920.1 gb:M19285.1 
gb:NM_000157.1 gb:D13286.1 


K02920 




NP_000148 


209096_at 


0.02145 


gb:U62136.2 /DEF=Homo sapiens 
enterocyte differentiation 
associated factor EDAF-1 mRNA, 
complete cds. /FEA=mRNA 
/PROD=enterocyte differentiation 
associated factorEDAF-1 
/DB XREF=ai*4775663 
/UG=Hs.79300 ubiquitin- 
conjugating enzyme E2 variant 2 
/FL=gb:NM_003350.2 
gb:AF049140.1 gb:U62136.2 


U62136 




NP_003341 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209098_s_at 


0.041795 


gb:U61276.1 /DEF=Human 
transmembrane protein Jagged 1 
(HJ1) mRNA, complete cds. 
/FEA=mRNA /GEN=HJ1 
/PROD=transmembrane protein 

jdygeu i /UD_Arvtr— yl. I'tooyoo 

/UG=Hs.91143 jagged 1 (Alagille 
syndrome) /FL=gb:U61 276.1 
gb:U73936.1 gb:AF003837.1 
gb:AF028593.1 gb:NM_000214.1 


U61276 




NP_000205 


209099_x_at 


1.28E-04 


gb:U73936.1 /DEF=Homo sapiens 
Jagged 1 (HJ1) mRNA, complete 
cds. /FEA=mRNA /GEN=HJ1 
/PROD=Jagged 1 

/L»D_Ar\Cr — gi. loyD^C/O 

/UG=Hs.91143 jagged 1 (Alagille 
syndrome) /FL=gb:U61276.1 
gb:U73936.1 gb:AF003837.1 
gb:AF028593.1 gb:NM_000214.1 


U73936 




NP_000205 


209102_s_at 


1.26E-04 


gb:AF019214.1 /DEF=Homo 
sapiens HMG box containing 
protein 1 mRNA, complete cds. 

/rCM-mr\INA /rKUU-nMb DOX 

containing protein 1 
/DB_XREF=gi:2460168 
/UG=Hs. 10882 HMG-box 
containing protein 1 
/FL=gb:AF019214.1 


AF019214 




NP_036389 


209103_s_at 


0.001116 


gb:BC001049.1 /DEF=Homo 
sapiens, Similar to ubiquitin 
fusion degradation 1 like, clone 
MGC:1385, mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
ubiquitin fusion degradation 1 like 

/DR YRCC- niAORRAAAR 
/UD_Ar\tr- yl. lZOO*f*f4D 

/UG=Hs.181369 ubiquitin fusion 
degradation 1-like 
/FL=gb:BC001049.1 
gb:BC005087.1 gb:AF141201.1 


BC001049 




NP_005650 


209105_at 


0.026891 


Consensus includes gb:AI672428 
/FEA=EST /DB XREF=ar4852159 
/DB_XREF=est:wa03a1 1 .x1 
/CLONE=IMAGE:2296988 
/UG=Hs.74002 nuclear receptor 
coactivator 1 /FL=gb:U1 9179.1 


U19179 




NP_671766 



442 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209111_at 


0.044231 


gb:BC004155.1 /DEF=Homo 
sapiens, ring finger protein 5, 
clone MGC:2407, mRNA, 

/PROD=ring finger protein 5 
/DB_XREF=gi: 13278761 
/UG=Hs.216354 ring finger 
protein 5 /FL=gb:BC004155.1 
gb:AB056869.1 gb:NM 006913.1 


BC004155 




NP_008844 


209112_at 


0.010205 


gb:BC001 971.1 /DEF=Homo 
sapiens, Similar to cyclin- 
dependent kinase inhibitor 1B 
(p27, Kip1), clone MGC:5304, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
cyclin-dependent kinase inhibitor 
1B(p27, Kip1) 
/r>R yRFP-fii-i9ftn^n^4 

/UG=Hs.238990 cyclin-dependent 
kinase inhibitor 1B (p27, Kip1) 
/FL=gb:BC001971.1 
gb:NM_004064.1 gb:U10906.1 
gb:AF247551.1 gb:AY004255.1 


BC001971 




NP_004055 


209115_at 


0.010205 


gb:AL1 17566.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp566J164 (from clone 
DKFZp566J164); complete cds. 
/FEA=mRNA 
/GEN=DKFZp566J164 
/PROD=hypothetical protein 
/DB_XREF=gi:5912116 

/I Ifi— Mc 1 G*A'\OC\ iiKinni+in 
/Uo-nS. IOhoZU UDiCjUllin- 

activating enzyme E1C 
(homologous to yeast UBA3) 
/FL=gb:AF046024.1 
gb:AB012190.1 gb:NM 003968.1 
gb:AL1 17566.1 


AL1 17566 




NP_003959 


209116_x_at 


3.56E-04 


gb:M25079.1 /DEF=Human sickle 
cell beta-globin mRNA, complete 
cds. /FEA=mRNA /PROD=beta- 
alobin /DB XREF=aM 79408 
/UG=Hs. 155376 hemoglobin, beta 
/FL=gb:NM_000518.3 
gb:M25079.1 gb:AF1 1771 0.1 
gb:AF1 81 989.1 


M25079 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209117_at 


7.58E-04 


gb:U79458.1 /DEF=Human WW 
domain binding protein-2 mRNA, 
complete cds. /FEA=mRNA 

/DRPin— \AAA/ Hnmoin Kinrlinn 

protein-2 /DB XREF=gi:4205085 
/UG=Hs.231840 WW domain 
binding protein 2 
/FL=gb:U79458.1 


U79458 






209124_at 


2.05E-04 


gb:U70451.1 /DEF=Human 
myleoid differentiation primary 
response protein MyD88 mRNA, 
complete cds. /FEA=mRNA 

/ r v\ \J u— iviy U oo 

/DB_XREF=gi: 1763090 
/UG=Hs.82116 myeloid 
differentiation primary response 
gene (88) /FL=gb:U70451.1 
gb:U84408.1 gb:NM_002468.1 


U70451 




NP_002459 


209127_s_at 


0.035763 


Consensus includes 
gb:AW1 73076 /FEA=EST 

/DB_XREF=est:xj82h07.x1 
/CLONE=IMAGE:2663773 
/UG=Hs. 116875 KIAA0156 gene 
product /FL=gb:AB020880.1 
gb:NM_014706.1 gb:D63879.1 


NM_014706 




NP_055521 


209129_at 


0.00423 


gb:AF000974.1 /DEF=Human 
zyxin related protein ZRP-1 
mRNA, complete cds. 
/FEA=mRNA /PROD=ZRP-1 

/Ub_AKtr-gi.z^ozl oo 

/UG=Hs. 119498 thyroid hormone 
receptor interactor 6 
/FL=gb:BC002680.1 
gb:BC004249.1 gb:BC004999.1 
gb:AF000974.1 


AF000974 




NP_003293 


209130_at 


0.00161 


gb:BC003686.1 /DEF=Homo 
sapiens, synaptosomal-associated 
protein, 23kD, clone MGC:5155, 
mRNA, complete cds. 
/FEA=mRNA 

/PROD=synaptosomal-associated 
protein, 23kD 
/DB XREF=aM 3277555 
/UG=Hs. 184376 synaptosomal- 
associated protein, 23kD 
/FL=gb:BC000148.2 
gb:BC003686.1 gb:U55936.1 
gb:Y09567.1 


BC003686 




NP_570710 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209140_x_at 


0.004341 


gb:L42024.1 /DEF=Homo sapiens 
MHC HLA-B39 mRNA, complete 
cds. /FEA=mRNA /GEN=HLA-B39 
/PROD=major histocompatibility 
complex /DB_XREF=gi:804748 
/UG=Hs.77961 major 
histocompatibility complex, class 
I, B /FL=gb:L37880.1 
gb:U29057.1 gb:U29480.1 
gb:U63653.1 gb:D8576H 
gb:D85762.1 gb:M77774.1 
gb:M77778.1 gb:M77777.1 
gb:M16102.1 gb:M84380.1 
gb:M32317.1 gb:M24033.1 
gb:L17005.1 gb:U88407.1 
gb:U29083.1 gb:L24373.1 
gb:U03698.1 gb:U04787.1 

nh l \C\A1AA 1 nhl \C\AOA^ 1 

gb:NM_005514.1 gb:L33922.1 
go. Mr io»u i / . i gu.uz luoz. i 
gb:U21053.1 gb:L36318.1 
gb:U09912.1 gb:L42024.1 


L42024 




NP_005505 


209141_at 


2.05E-04 


ubiquitin-conjugating enzyme E2G 
1 (UBC7 homolog, C. elegans) 


AW299555 


Hs.78563 


NP_003333 


209142_s_at 


1.26E-04 


gb:BC002775.1 /DEF=Homo 
sapiens, Similar to CG9602 gene 
product, clone MGC:3733, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
CG9602 gene product 

/Ub^AKt r— gi. 1 zoUoooz 

/I ir* — Lie* 7QCCO i lUini tlVtn 

/ub- ns./oooo uDiquitin- 
conjugating enzyme E2G 1 
^nomoiogous to u. eiegans 
UBC7) /FL=gb:BC002775.1 
gb:NM_003342.1 gb:D78514.1 


BC002775 




NP_003333 


209146 at 


0.016934 


sterol-C4-methyl oxidase-like 


AV704962 


Hs.239926 


NP 006736 


209149_s_at 


0.029453 


transmembrane 9 superfamily 
member 1 


BE899402 


Hs.91586 


NP_006396 


209150_s_at 


1.26E-04 


gb:U94831.1 /DEF=Homo sapiens 
multispanning membrane protein 
mRNA, complete cds. 
/FEA=mRNA 

/ 1 r\ V-/ L/ — 1 1 lUlllofJcil II III iy liltJIIlUlallt; 

protein /DB_XREF=gi:2276459 
/UG=Hs.91586 transmembrane 9 
superfamily member 1 
/FL=gb:U94831.1 
gb:NM 006405.1 


U94831 




NP_006396 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209154_at 


0.007779 


gb:AF234997.1 /DEF=Homo 
sapiens glutaminase-interacting 
protein 3 mRNA, complete cds. 
/FEA=mRNA /PROD=glutaminase- 
inierauui iy pruiein o 
/DB_XREF=gi:12005281 
/UG=Hs. 12956 Tax interaction 
protein 1 /FL=gb:AF028823.2 
gb:NM_014604.1 gb:AF234997.1 


AF234997 




NP_055419 


209155_s_at 


1.26E-04 


gb:BC001 595.1 /DEF=Homo 
sapiens, 5-nucleotidase (purine), 
cytosolic type B, clone 
MGC:1109, mRNA, complete cds. 

/FPA-mRMA /DPfin-^ 
/rCM-mrslN/A /rr\UU-0- 

nucleotidase (purine), cytosolic 
type B /DB_XREF=gi: 12804388 
/UG=Hs. 138593 5-nucleotidase 
(purine), cytosolic type B 
/FL=gb:BC001595.1 


BC001595 




NP_036361 


209165_at 


0.010205 


gb:AF083208.1 /DEF=Homo 
sapiens Che-1 mRNA, complete 
cas. /rCn- mrviNM /rrxiju— one- 1 
/DB_XREF=gi:5813798 
/UG=Hs.16178 apoptosis 
antagonizing transcription factor 
/FL=gb:BC000591.1 
gb:AF083208.1 gb:NM_012138.1 


AF083208 




NP_036270 


209166_s_at 


0.013223 


gb:U68567.1 /DEF=Human 
lysosomal acid alpha- 
mannosidase mRNA, complete 
cds. /FEA=mRNA 
/PROD=lysosomal acid alpha- 
mannosidase 

/UG=Hs.279854 mannosidase, 
alpha, class 2B, member 1 
/FL=gb:NM_000528.1 
gb:BC000736.1 gb:U05572.1 
gb:U68567.1 gb:U60266.1 


U68567 




NP_000519 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209175_at 


0.013223 


Consensus includes 
gb:AK001 135.1 /DEF=Homo 
sapiens cDNA FU 10273 fis, 
clone HEMBB1001137, highly 
similar to Homo sapiens mRNA 
for putative phospholipase. 

/FFA— mRNA 

/DB_XREF=gi:7022202 
/UG=Hs.300208 Sec23-interacting 
protein p125 /FL=gb:BC002540.1 
gb:AB019435.1 gb:NMJ)07 190.1 


AK001135 




NP_009121 


209185_s_at 


7.58E-04 


gb:AF073310.1 /DEF=Homo 
sapiens insulin receptor substrate- 
2 (IRS2) mRNA, complete cds. 
/FEA=mRNA /GEN=IRS2 
/PROD=insulin receptor substrate- 

/UG=Hs. 143648 insulin receptor 
substrate 2 /FL=gb:NM 003749.1 
gb:AF073310.1 


AF073310 




NP_003740 


209186_at 


0.00161 


gb:M231 14.1 /DEF=Homo sapiens 
calcium-ATPase (HK1) mRNA, 
complete cus. /rcM- mrviNA 
/GEN=HK1 /DB_XREF=gi:184100 
/ub-ns. lozo m i rase, Lra+T 
transporting, cardiac muscle, slow 
twitch 2 /FL=gb:M23114.1 


M23114 




NP_733765 


209187_at 


7.58E-04 


down-regulator of transcription 1 , 
TBP-binding (negative cofactor 2) 


AW5 16932 


Hs.283643 


NP_001929 


209188_x_at 


1.26E-04 


gb:BC002809.1 /DEF=Homo 
sapiens, down-regulator of 
transcription 1, TBP-binding 
(negative cofactor 2), clone 
MGC:4292, mRNA, complete cds. 
/FEA=mRNA /PROD=down- 
regulator of transcription 1, TBP- 
bindinafneaative cofartor 2^ 
/DB_XREF=gi:12803924 
/UG=Hs. 16697 down-regulator of 
transcription 1, TBP-binding 
(negative cofactor 2) 
/FL=gb:BC002809.1 


BC002809 




NP_001929 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209190_s_at 


5.03E-04 


gb:AF051 782.1 /DEF=Homo 
sapiens diaphanous 1 (HDIA1) 
mRNA, complete cds. 
/FEA=mRNA /GEN=HDIA1 

/nr\VJLJ— aiapi lallUUo I 

/DB_XREF=gi:2947237 
/UG=Hs.26584 diaphanous 
(Drosophila, homolog) 1 
/FL=gb:AF051782.1 
gb:NM 005219.1 


AF051782 




NP_005210 


209194_at 


3.26E-04 


gb:BC005334.1 /DEF=Homo 
sapiens, centrin, EF-hand protein, 
2, clone MGC: 12421, mRNA, 
complete cds. /FEA=mRNA 
/rKuu- cenirin, cr-nana protein, 
2 /DB_XREF=gi:13529121 
/UG=Hs.82794 centrin, EF-hand 
protein, 2 /FL=gb:BC005334.1 
gb:NM_004344.1 


BC005334 




NP_004335 


209198_s_at 


0.033381 


gb:BC004291.1 /DEF=Homo 
sapiens, Similar to synaptotagmin 
11, clone MGC: 10881, mRNA, 
complete cds. /FEA=mRNA 
/rKuu— oimiiar io synaptoiagmin 
11 /DB_XREF=gi:1 32791 39 
/UG=Hs.74554 KIAA0080 protein 

/CI -nh , PPnr\y10Q'1 A 

/rL— yD.DL»UU4Zy 1.1 


BC004291 




NP_689493 


209199_s_at 


0.007779 


MADS box transcription enhancer 
factor 2, polypeptide C (myocyte 
enhancer factor 2C) 


N22468 


Hs.78995 


NP_002388 


209202_s_at 


0.002536 


gb:AF001690.1 /DEF=Homo 
sapiens EXT like protein 3 
(EXTL3) mRNA, complete cds. 
/FEA=mRNA /GEN=EXTL3 
/PROD=EXT like protein 3 
/DB_XREF=gi:2897904 
/uo- ns.yuio exostoses ^rnuiiipiej 
like 3 /FL=gb:AB007042.1 
nhAFOnifiQII 1 nhARO1 10911 
gb:AF029231.1 gb:NM_00 1440.1 
gb:AF083551.1 


AF001690 




NP_001431 


209206_at 


2.05E-04 


SEC22 vesicle trafficking protein- 
like 1 (S. cerevisiae) 


AV701283 


Hs.50785 


NP_004883 
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Gene Identifier 


p-value 
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Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


20921 1_at 


1.49E-04 


gb:AF1 32818.1 /DEF=Homo 
sapiens colon Kruppel-like factor 
(CKLF) mRNA, complete cds. 
/FEA=mRNA /GEN=CKLF 
/PROD=colon Kruppel-like factor 

/Ut3_Ar\Cr— gl.DDOUOO«+ 

/UG=Hs.84728 Kruppel-like factor 
5 (intestinal) /FL=gb:D14520.1 
gb:NM 001730.1 gb:AF132818.1 
gb:AB030824 ; 1 gb:AF287272.1 


AF132818 




NP_001721 


209214_s_at 


0.02145 


gb:BC004817.1 /DEF=Homo 
sapiens, Ewing sarcoma 
breakpoint region 1, clone 
MGC:5432, mRNA, complete cds. 
/FEA=mRNA /PROD=Ewing 
sarcoma breakpoint region 1 
/UD^Arxtr— gi. lo^ooyo^ 
/UG=Hs. 129953 Ewing sarcoma 
breakpoint region 1 
/FL=gb:BC004817.1 
gb:NM_005243,1 


BC004817 




NP_053733 


209215_at 


0.005039 


gb:L1 1669.1 /DEF=Human 
tetracycline transporter-like protein 
mRNA, complete cds. 
/FEA=mRNA /PROD=tetracycline 
transporter-like protein 

/Ub_AKtr— gi.oU/ OUT 

/UG=Hs. 157145 tetracycline 
transporter-like protein 
/FL=gb:L11669.1 gb:NMJ)01 120.1 


L11669 




NP_001111 


209216_at 


2.05E-04 


gb:BC000464.1 /DEF=Homo 
sapiens, JM5 protein, clone 
MGC:8542, mRNA, complete cds. 

/FFA-mRMA /PRDn- IIWI^ nrntpin 
/ 1 CA - 1 1 1 IAIN/A /rr\wLJ — JIVIO fJIOlUIN 

/DB_XREF=gi: 12653388 
/UG=Hs.21753 JM5 protein 
/FL=gb:BC000464.1 
gb:BC003037.1 gb:AJ005897.1 
gb:NM_007075.1 


BC000464 




NP_009006 



449 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209217_s_at 


1.26E-04 


gb:BC000464.1 /DEF=Homo 
sapiens, JM5 protein, clone 
MGC:8542, mRNA, complete cds. 
/rtA-mKiNA /rKUU-jMo protein 
/DB_XREF=gi: 12653388 
/UG=Hs.21753 JM5 protein 
/FL=gb:BC000464.1 
gb:BC003037.1 gb:AJ005897.1 
gb:NM_007075.1 


BC000464 




NP_009006 


20921 8_at 


0.00228 


gb:AF098865.1 /DEF=Homo 
sapiens squalene epoxidase 
(ERG1) mRNA, complete cds. 

/rr a _ m nM a /PCM-CDP A 

/PROD=squalene epoxidase 
/DB_XREF=gi:4204674 
/UG=Hs.71465 squalene 
epoxidase /FL=gb:D78130.1 
gb:AF098865.1 gb:NM 003129.2 


AF098865 




NP_003120 


20921 9_at 


0.021312 


gb:L03411.1 /DEF=Human RD 
protein (RD) mRNA, complete 

CuS. /rbA-mKNA /tjbN-KU 

/rKUU-KU protein 
/DB_XREF=gi: 190973 
/UG=Hs. 106061 RD RNA-binding 
protein /FL=gb:L03411.1 
gb:NM_002904.1 


L03411 




NP_002895 


209221 s at 


0.001116 


oxysterol binding protein-like 2 


AI753638 


Hs.15519 


NP 653081 


209224_s_at 


1.26E-04 


gb:BC003674.1 /DEF=Homo 
sapiens, NADH dehydrogenase 
(ubiquinone) 1 alpha subcomplex, 
2 (8kD, B8), clone MGC:12315, 
mRNA, complete cds. 
/FEA=mRNA /PROD=NADH 
dehydrogenase (ubiquinone) 1 
alphasubcomplex, 2 (8kD, B8) 
/DB_XREF=gi: 13277539 
/UG=Hs. 163867 NADH 
dehydrogenase (ubiquinone) 1 
alpha subcomplex, z (oKU, bo) 

/PI -nh Rmri7ft7/ 1 
/iL- gD.DOUUOO/'t. I 

gb:AF047185.1 gb:NM_002488.1 
gb:AF077029.1 


BC003674 




NPJD02479 


209234 at 


1.26E-04 


kinesin family member 1B 


BF939474 


Hs.375193 


NP 055889 


209238 at 


2.05E-04 


syntaxin 3A 


BE966922 


Hs.82240 


NP 004168 



450 



Gene Identifier 


p-value 


Description 


Gene 
Accession 
No. ! 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209239_at 


5.03E-04 


gb:M55643.1 /DEF=Human factor 
KBF1 mRNA, complete cds. 
/FEA=mRNA /GEN=NF-kappa-B 
/PROD=factor KBF1 
/DB XREF=aM89179 
/UG=Hs.83428 nuclear factor of 
kappa light polypeptide gene 
enhancer in B-cells 1 (p105) 
/FL=gb:NM_003998.1 
gb:M58603.1 gb:M55643.1 


M55643 




NP_003989 


209247_s_at 


0.028552 


gb:BC001661.1 /DEF=Homo 
sapiens, ATP-binding cassette, 
sub-family F (GCN20), member 
2, clone MGC:1425, mRNA, 
complete cds. /FEA=mRNA 
/PROD=ATP-binding cassette, 
sub-family F (GCN20),member 2 
/DB_XREF=gi:12804500 
/UG=Hs 153612 ATP-bindina 
cassette, sub-family F (GCN20), 
member 2 /FL=gb:AF261091.1 
gb:AF261092.1 gb:BC001661.1 
gb:AF091073.1 


BC001661 




NP_009120 


209248_at 


0.00228 


gb:AL1 3671 3.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp566K113 (from clone 
DKFZp566K113); complete cds. 
/FEA=mRNA 
/GEN=DKFZp566K113 
/PROD=hypothetical protein 

/UG=Hs.1 82470 PTD010 protein 
/FL=gb:AF060923.1 
gb:AL136713.1 gb:AF131820.1 
gb:AF078863.1 gb:AB009685.1 
gb:NM 014394.1 


AL136713 




NP_055209 


209249_s_at 


2.05E-04 


gb:AF131820.1 /DEF=Homo 
sapiens clone 25077 mRNA 
sequence, complete cds. 
/FEA=mRNA /PROD=Unknown 
/DB_XREF=gi:4406655 
/UG=Hs. 182470 PTD010 protein 
/FL=gb:AF060923.1 
gb:AL136713.1 gb:AF131820.1 
gb:AF078863.1 gb:AB009685.1 
gb:NM_014394.1 


AF131820 




NP_055209 



451 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209250_at 


0.001116 


gb:BC000961.2 /DEF=Homo 
sapiens, degenerative 
spermatocyte (homolog 
Drosophila; lipid desaturase), 
clone MGC:5079, mRNA, 
complete cds. /FEA=mRNA 
/PROD=degenerative 
spermatocyte (homolog 
urosopniia.iipiQ aesaiurasej 
/DB_XREF=gi: 1280301 8 
/UG=Hs. 185973 degenerative 
spermatocyte (homolog 
Drosophila; lipid desaturase) 
/FL=gb:BC000961.2 


BC000961 




NP_659004 


209251_x_at 


3.26E-04 


gb:BC004949.1 /DEF=Homo 
sapiens, tubulin alpha 6, clone 
MGC: 10851, mRNA, complete 

rrlc /FFA-mRMA /PRfin-ti ihi ilin 
OUb. /rCn- rnrxINM /r r\VJU— lUDUMN 

alpha 6 /DB XREF=gi: 13436316 
/UG=Hs.272897 Tubulin, alpha, 
brain-specific /FL=gb:BC004949.1 


BC004949 




NP_1 16093 


209258_s_at 


0.009689 


Consensus includes gb:AI373676 
/FEA=EST /DB_XREF=gi:4 153542 
/DB_XREF=est:qz53h1 1x1 

/ULVJlMC— IIVIMot.ZUOUOD 1 

/UG=Hs.24485 chondroitin sulfate 
proteoglycan 6 (bamacan) 
/FL=gb:AF020043.1 
gb:NM_005445.1 gb:AF067163.1 


NM_005445 




NP_005436 


209259_s_at 


0.02145 


gb:AF020043.1 /DEF=Homo 
sapiens chromosome-associated 
polypeptide (HCAP) mRNA, 
complete cds. /FEA=mRNA 
/GEN=HCAP /PROD=chromosome 
associated polypeptide 

/nR YDCC- n iOnftQ'JR7 

/UG=Hs 24485 rhondroitin «;ulfatp 

proteoglycan 6 (bamacan) 
/FL=gb:AF020043.1 
gb:NM_005445.1 gb:AF067 163.1 


AF020043 




NP_005436 


209269 s at 


6.68E-04 


spleen tyrosine kinase 


AW450910 


Hs.74101 





452 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209271_at 


0.013223 


gb:AB032251.1 /DEF=Homo 
sapiens BPTF mRNA for 
bromodomain PHD finger 
transcription factor, complete cds. 

/PPA-mRKIA /C5FM— RPTF 
/ r tZM— 1 IlrxINM /OLIN— Dr 1 1 

/PROD=bromodomain PHD finger 
ucinocnpuun lacior 
/DB_XREF=gi:6683491 
/UG=Hs.99872 fetal Alzheimer 
antigen /FL=gb:AB032251.1 


AB032251 




NP_004450 


209273_s_at 


1.41 E-04 


hypothetical protein MGC4276 
similar to CG8198 


BG387555 


Hs. 177776 


NP_1 12202 


209274_s_at 


0.026891 


gb:BC002675.1 /DEF=Homo 
sapiens, Similar to CG8198 gene 
product, clone MGC:4276, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
uoo iyo gene prouuci 
/DB_XREF=gi: 12803678 
/UG=Hs. 177776 hypothetical 
protein MGC4276 similar to 
CG8198 /FL=gb:AF284752.1 
gb:BC002675.1 


BC002675 




NP_1 12202 


209276j5_at 


3.26E-04 


gb:AF1 62769.1 /DEF=Homo 
sapiens thioltransferase mRNA, 
complete cds. /FEA=mRNA 
/rKuu- inioiiransTerase 
/DB_XREF=gi:5442445 
/UG=Hs.28988 glutaredoxin 
(thioltransferase) 
/FL=gb:BC005304.1 
gb:AF162769.1 gb:D21238.1 


AF1 62769 




NP_002055 


209280_at 


0.002864 


gb:U58856.1 /DEF=Human 
chromosome 17 unknown 
product mRNA, complete cds. 
/FEA=mRNA /PROD=unknown 
/DB XRFF=ai*2209262 
/UG=Hs.7835 endocytic receptor 
(macrophage mannose receptor 
family) /FL=gb:U58856.1 
gb:AB014609.1 gb:AF1 34838.1 
gb:NM_006039.1 gb:AF1 07292.1 


U58856 




NP_006030 



453 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209281_s_at 


5.03E-04 


gb:M95541.1 /DEF=Homo sapiens 
adenosine triphosphatase mRNA, 
complete cds. /FEA=mRNA 
/PROD=adenosine triphosphatase 
/DB_XREF=gi: 184269 

/I JR=H«5 7RS4R ATPfl«t*» Ca++ 

transporting, plasma membrane 1 
/FL=gb:M95541.1 
gb:NM_001682.1 gb:J04027.1 


M95541 




NP_001673 


209284_s_at 


1.26E-04 


Consensus includes gb:AI922509 

/FFA=F c iT /OR XRFF=ni ^fi^R47^ 

/DB_XREF=est:wh13g1 1.x1 
/CLONE=IMAGE:2380676 
/UG=Hs.23440 KIAA1105 protein 
/FL=gb:AF1 80425.2 


AF 180425 j 




NP_056039 


209285_s_at 


0.00161 


Consensus includes gb:N38985 
/FEA=EST /DR XRFF=nM 1fi?1Q? 
/DB_XREF=est:yv21f02.s1 

/PI ONF=IMA^F*94^?ft7 

/ULUm L_ — 1 IVIrAVJL.Z.'Ts) JO i 

/UG=Hs.23440 KIAA1105 protein 
/FL=gb:AF1 80425.2 


AF 180425 




NP_056039 


209286_at 


0.001116 


CDC42 effector protein (Rho 
GTPase binding) 3 


AI754416 


Hs.260024 




209287_s_at 


0.02145 


gb:AF104857.1 /DEF=Homo 
sapiens Cdc42 effector protein 3 
mRNA, complete cds. 
/FEA=mRNA /PROD=Cdc42 

/DB_XREF=gi:4324453 
/UG=Hs.260024 Cdc42 effector 
protein 3 /FL=gb:AF094521.1 
gb:AF1 04857.1 gb:NM_006449.1 
gb:AF1 641 18.1 gb:AL1 36842.1 


AF 104857 




NP_006440 


209288_s_at 


1.26E-04 


gb:AL136842.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434A0530 (from clone 
DKFZp434A0530); complete cds. 
/FEA=mRNA 
/GEN=DKFZp434A0530 
/PROD=hvnothetical Drotein 

It ■ \ Irf 1 1 ¥ pull 1 w L 1 P yj 1 \J Lw 1 1 1 

/DB_XREF=gi:6807668 
/UG=Hs.260024 Cdc42 effector 
protein 3 /FL=gb:AF094521.1 
gb:AF104857.1 gb:NM_006449.1 
gb:AF164118.1 gb:AL136842.1 


AL1 36842 




NP_006440 



454 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209293_x_at 


0.00884 


gb:U16153.1 /DEF=Human ld-4H 
protein mRNA, complete cds. 
/FEA=mRNA /PROD=ld-4H 
proiein /UD_AKtr-gi.o^ouyo 
/UG=Hs.34853 inhibitor of DNA 
binding 4, dominant negative 
helix-loop-helix protein 
/FL=gb:NM 001546.1 
gb:U16153.1 gb:U28368.1 


U16153 




NP_001537 


209295_at 


5.03E-04 


gb:AF016266.1 /DEF=Homo 
sapiens TRAIL receptor 2 
mRNA, complete cds. 
/FEA=mRNA /PROD=TRAIL 
receptor 2 /DB_XREF=gi:2529562 
/UG=Hs.51233 tumor necrosis 
factor receptor superfamily, 
member 10b /FL=gb:BC001281.1 
gb:AF01 8658.1 gb:AF01 6849.1 
gb:AF016266.1 


AF0 16266 




NP_671716 


209296_at 


0.00228 


gb:AF1 36972.1 /DEF=Homo 
sapiens protein phosphatase 2C- 
like protein mRNA, complete cds. 
/FEA=mRNA /PROD=protein 
phosphatase 2C-like protein 
/DB_XREF=gi: 1 2239323 

/I IP- LJo CCQ7 nrrt+rtin 

/Uo-ris.oDo/ protein 
phosphatase 1B (formerly 2C), 
magnesium-dependent, beta 
isoform /FL=gb:AF1 36972.1 
gb:AF294792.1 


AF1 36972 




NP_808908 


209300_s_at 


0.005852 


gb:BC002888.1 /DEF=Homo 
sapiens, Similar to 
DKFZP566B183 protein, clone 
MGC: 10356, mRNA, complete 

UUo. / 1 LAA— i 1 1 IAIN /A /r r\V-^LJ — OU llllal 

to DKFZP566B183 protein 
/DB_XREF=gi: 12804070 
/UG=Hs.12305 DKFZP566B183 
protein /FL=gb:BC002888.1 


BC002888 




NP_056324 



455 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209304_x_at 


3.55E-04 


gb:AF087853.1 /DEF=Homo 
sapiens growth arrest and DNA 
damage inducible protein beta 
(GADD45B) mRNA, complete 
cds. /FEA=mRNA 
/GEN=GADD45B /PROD=growth 
arrest and DNA damage 
inauciDie proieinueia 
/DB_XREF=gi: 12061 050 
/UG=Hs.1 10571 growth arrest 
and DNA-damage-inducible, beta 
/FL=gb:AF087853.1 
gb:AF078077.1 


AF087853 




NPJD56490 


209308_s_at 


1.26E-04 


gb:BC002461.1 /DEF=Homo 
sapiens, BCL2adenovirus E1B 
1 9kD-interacting protein 2, clone 
MGC:1529, mRNA, complete cds. 
/FEA=mRNA 

/r r\uu— DuLzaaenovirus c id 
19kD-interacting protein 2 
/DB_XREF=gi: 12803290 
/UG=Hs. 155596 BCL2adenovirus 
E1B 19kD-interacting protein 2 
/FL=gb:BC002461.1 


BC002461 




NP_004321 


20931 0_s_at 


0.041055 


gb:U25804.1 /DEF=Human Ich-2 
cysteine protease mRNA, 
complete cds. /FEA=mRNA 
/PROD=lch-2 
/DB_XREF=gi:886049 
/ub-ns. /4izz caspase 4, 
apoptosis-related cysteine 
protease /FL=gb:U28976.1 
gb:U28977.1 gb:U28978.1 
gb:NM_001 225.1 gb:U25804.1 
gb:U28014.1 


U25804 




NP_1 50650 


20931 1_at 


2.05E-04 


gb:D87461.1 /DEF=Human mRNA 
for KIAA0271 gene, complete 

cds /FFA=mRNA 
/GEN=KIAA0271 
/DB_XREF=gi: 1944417 
/UG=Hs.75244 BCL2-like 2 
/FL=gb:U59747.1 gb:D87461.1 
gb:NM 004050.1 


D87461 




NP_004041 



456 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


20931 2_x_at 


0.010205 


gb:U65585.1 /DEF=Homo sapiens 
MHC class II antigen (HLA- 
DRB1) mRNA, HLA-DRB1*PBL 
allele, complete cds. /FEA=mRNA 
/GEN=HLA-DRB1 /PROD=MHC 
class II antigen 
/DB_XREF=gi:5478215 
/uo-ns. iouzoo major 
histocompatibility complex, class 
II, DR beta 1 /FL=gb:M33600.1 
gb:NM 002124.1 gb:M28583.1 
gb:U65585.1 


U65585 




NP_002115 


209326_at 


0.00161 


gb:D84454.1 /DEF=Human mRNA 
for UDP-galactose translocator, 
complete cds. /FEA=mRNA 
/PROD=UDP-galactose 

LI CH lolUUcHUI 

/DB_XREF=gi: 1526437 
/UG=Hs.21899 solute carrier 
family 35 (UDP-galactose 
transporter), member 2 
/FL=gb:D84454.1 


D84454 




NP_005651 


209333_at 


6.68E-04 


gb:AB018265.1 /DEF=Homo 
sapiens mRNA for KIAA0722 
protein, complete cds. 
/FEA=mRNA /GEN=KIAA0722 

/PRHn- k1 AAD799 nrntoin 
ir r\v-'LJ— rxIMMU f ZZ prOlcin 

/DB_XREF=gi:3882164 
/UG=Hs.47061 unc-51 (C. 
elegans)-like kinase 1 
/FL=gb:AF045458.1 
gb:AB018265.1 gb:NM_003565.1 


AB018265 




NP_003556 


209338_at 


1.26E-04 


gb:U03494.1 /DEF=Human 
transcription factor LSF mRNA, 
compieie cos. /rcn- mrxiNM 
/PROD=transcription factor LSF 
/DB_XREF=gi:476098 
/UG=Hs. 154970 transcription 
factor CP2 /FL=gb:BC003634.1 
gb:U03494.1 


U03494 




NP_005644 


209339_at 


3.56E-04 


gb:U76248.1 /DEF=Human 
hSIAH2 mRNA, complete cds. 
/FEA=mRNA /PROD=hSIAH2 
/DB_XREF=gi:2673967 
/UG=Hs.20191 seven in absentia 
(Drosophila) homolog 2 
/FL=gb:U76248.1 
gb:NM_005067.1 


U76248 




NP_005058 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209344_at 


0.041055 


gb:BC002827.1 /DEF=Homo 
sapiens, tropomyosin 4, clone 
MGC:3641, mRNA, complete cds. 

/FFA=mRNIA /PROn=trnnnm\/n<;in 

4 /DB_XREF=gi: 12803958 
/UG=Hs.250641 tropomyosin 4 
/FL=gb:BC002827.1 
gb:NM_003290.1 


BC002827 




NPJD03281 


209357_at 


1.26E-04 


gb:AF109161.1 /DEF=Homo 

sapiens p35srj (MRG1) mRNA, 

complete cds. /FEA=mRNA 

/GEN=MRG1 /PROD=p35srj 

/DR XRFF=ni-41Q^Q4S 
/ lj lj /\r\i_ i y i . t i ^70\7*tO 

/UG=Hs.82071 Cbpp300- 
interacting transactivator, with 
GluAsp-rich carboxy-terminal 
domain, 2 /FL=gb:BC004377.1 
gb:AF109161.1 


AF109161 




NP_006070 


209367_at 


0.00228 


gb:AB002559.1 /DEF=Homo 
sapiens mRNA for hunc18b2, 
complete cds. /FEA=mRNA 

/ i r\UU 1 IUI lw IOU^ 

/DB_XREF=gi:1944129 
/UG=Hs.90535 syntaxin binding 
protein 2 /FL=gb:BC002869.1 
gb:U63533.1 gb:AB002559.1 
gb:NM_006949.1 


AB002559 




NP_008880 


209369_at 


1.26E-04 


gb:M63310.1 /DEF=Human 1,2- 
cyclic-inositol-phosphate 
phosphodiesterase (ANX3) 
mRNA, complete cds. 
/FEA=mRNA /GEN=ANX3 
/PROD=1 ,2-cyclic-inositol- 
DhosDhate DhosDhodiesterase 

ys\ I WW w 1 iuiu w I ■ ww yj 1 i ww 1 w w L w 1 

/DB_XREF=gi: 178696 
/UG=Hs.1378 annexin A3 
/FL=gb:BC000871.1 gb:M63310.1 
gb:M20560.1 gb:NM 005139.1 


M63310 




NP_005130 



458 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209375_at 


0.010205 


gb:D21089.1 /DEF=Human mRNA 
for XP-C repair complementing 
protein (p125), complete cds. 
/FEA=mRNA /GEN=XPCC 
/PROD=XP-C repair 

UUI I IfJICI llcl UK iy fJIUlcMll y\j]/LD) 

/DB_XREF=gi:475156 /UG=Hs.320 

AclUUcIllld |Jiy 1 1 ItMllUoUI 1 1, 

complementation group C 
/FL=gb:D21089.1 * 
gb:NM_004628.1 


D21089 




NP_004619 


209376_x_at 


6.68E-04 


splicing factor, arginine/serine-rich 
2, interacting protein 


AW084759 


Hs.51957 


NP_004710 


209380_s_at 


0.00161 


gb:AF146074.1 /DEF=Homo 
sapiens ABC protein mRNA, 
complete cds. /FEA=mRNA 
/PROD=ABC protein 
/DB_XREF=gi:5006890 

/UO-no. IUODOU MI r-UlllUlfiy 

cassette, sub-family C 
(CFTRMRP), member 5 
/FL=gb:AF104942.1 
gb:AB019002.1 gb:AF146074.1 
gb:NM 005688^1 gb:U83661.2 


AF146074 




NP_005679 


209382_at 


0.016934 


gb:U93867.1 /DEF=Human RNA 
polymerase III subunit (RPC62) 
mRNA, complete cds. 
/FEA=mRNA /GEN=RPC62 

/DDHH — DMA nril\/marocQ III 

tr r\\ju— rviNM polymerase in 
subunit /DB_XREF=gi:2228747 
/uo-ns.^ou/'fO polymerase 
(RNA) III (DNA directed) (62kD) 
/FL=gb:BC002586.1 
gb:NMJ)06468.2 gb:U93867.1 


U93867 




NP_006459 


209384_at 


5.03E-04 


proline synthetase co-transcribed 
homolog (bacterial) 


AA1 76833 


Hs.301959 


NP_009129 


209388_at 


0.004341 


gb:BC000927.1 /DEF=Homo 
sapiens, Similar to poly (A) 
polymerase, clone MGC:5378, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 

I* Immfy It 1 \ Vw/ \-J Will HIGH WJ 

poly (A) polymerase 
/DB_XREF=gi: 12654216 
/UG=Hs.49007 poly(A) 
polymerase alpha 
/FL=gb:BC000927.1 


BC000927 




NP_1 16021 



459 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209390_at 


0.016934 


gb:AF01 3168.1 /DEF=Homo 
sapiens hamartin (TSC1) mRNA, 
complete cds. /FEA=mRNA 
/GEN=TSC1 /PROD=hamartin 

/UG=Hs.79393 tuberous sclerosis 
1 (hamartin) /FL=gb:AF013168.1 
gb:NMJ)00368.1 


AF013168 




NP_000359 


209392_at 


0.008237 


gb:L35594.1 /DEF=Human 
autotaxin mRNA, complete cds. 

/DB_XREF=gi:537905 
/UG=Hs.174185 ectonucleotide 
pyrophosphatasephosphodiesteras 
e 2 (autotaxin) /FL=gb:L35594.1 


L35594 




NP_006200 


209393_s_at 


1.26E-04 


gb:AF047695.1 /DEF=Homo 
sapiens cap-binding protein 4EHP 
mRNA, complete cds. 
/FEA=mRNA /PROD=cap-binding 
protein 4EHP 

/L/D Ar\Cr- yi.O I 1 ZOOO r 

/UG=Hs.19122 eukaryotic 
translation initiation factor 4E-like 
3 /FL=gb:BC005392.1 
gb:AF047695.1 gb:AF068117.1 
gb:AF038957.1 gb:NM 004846.1 


AF047695 




NP_004837 


209397_at 


1.26E-04 


gb:BC000147.1 /DEF=Homo 
sapiens, Similar to malic enzyme 
2, NAD(+)-dependent, 
mitochondrial, clone MGC:5187, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
malic enzvme 2 NADf+^- 
dependent.mitochondrial 
/DB_XREF=gi: 12652790 
/UG=Hs.75342 malic enzyme 2, 
NAD(+)-dependent, mitochondrial 
/FL=gb:BC000147.1 


BC000147 




NP_002387 



460 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209403_at 


0.026891 


gb:AL1 36860.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434P2235 (from clone 
DKFZp434P2235); complete cds. 
/FEA=mRNA 
/GEN=DKFZp434P2235 
/PROD=hypothetical protein 

/UD_Ar\cr— gi. uusjii/'t 

/UG=Hs.105891 Homo sapiens 
mRNA; cDNA DKFZp434P2235 
(from clone DKFZp434P2235); 
complete cds /FL=gb:AL1 36860.1 


AL1 36860 




NP_1 15634 


209404_s_at 


2.05E-04 


gb:AF151867.1 /DEF=Homo 
sapiens v^oi-iuc? protein rnrxiNM, 
complete cds. /FEA=mRNA 
/PROD=CGI-109 protein 
/DB_XREF=gi:4929686 
/UG=Hs.278391 CGI-109 protein 
/FL=gb:AF1 51 867.1 


AF151867 






209409_at 


1.26E-04 


gb:D86962.1 /DEF=Human mRNA 
for KIAA0207 gene, complete 

He /PPA-mRMA 
COS. / r CM— III r\ IN /A 

/GEN=KIAA0207 <t 
/DB_XREF=gi: 1503997 
/Uo-ns.o lo/o growin Tacior 
receptor-bound protein 10 
/FL=gb:D86962.1 gb:AF000017.1 


D86962 




NP_005302 


20941 1_s_at 


0.002418 


golgi associated, gamma adaptin 
ear containing, ARF binding protein 
3 


AW008018 


Hs.87726 


NP_619525 


20941 8_s_at 


0.001116 


gb:BC003615.1 /DEF=Homo 
sapiens, gene from 
NF2meningioma region of 22q12, 
clone MGC:1540, mRNA, 
complete cds. /FEA=mRNA 
/PROD=gene from 

NF9rnpninninrna rpnion of 99n19 

/DB_XREF=gi: 131 77658 

/UG=Hs.75361 gene from 

NF2meningioma region of 22q12 

/FL=gb:BC003615.1 

gb:NM 003678.1 gb:AB023200.1 


BC003615 




NP_003669 



461 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209424_s_at 


0.003817 


Consensus includes gb:AI796120 
/FEA=EST /DB_XREF=gi:5361583 
/DB_XREF=est:wh42f03.x1 

/UG=Hs. 128749 alpha-methylacyl- 

CoA racemase 

/FL=gb:AF047020.1 

gb:AF1 58378.1 gb:NM_014324.1 


NM_014324 




NP_055139 


209426_s_at 


0.01159 


gb:AF047020.1 /DEF=Homo 

sapiens alpha-methylacyl-CoA 

racemase mRNA, complete cds. 

/FEA=mRNA /PROD=alpha- 

rneinyiacyi-oOM racemase 

/DB_XREF=gi:4204096 

/UG=Hs. 128749 alpha-methylacyl- 

CoA racemase 

/FL=gb:AF047020.1 

gb:AF1 58378.1 gb:NM 014324.1 


AF047020 




NP_055139 


209429_x_at 


0.016686 


gb:AF1 12207.1 /DEF=Homo 
sapiens translation initiation factor 
elF-2b delta subunit mRNA, 
complete cds. /FEA=mRNA 
/PROD=translation initiation factor 
eir-zu ueiiasuDuniL 
/DB_XREF=gi:6563201 
/UG=Hs. 169474 DKFZP586J0119 
protein /FL=gb:BC001 870.1 
gb:AF1 12207.1 


AF1 12207 




NP_056451 


209438_at 


0.004341 


Consensus includes gb:AL096700 
/DEF=Human DNA sequence 
from clone RP3-499B10 on 
chromosome Xp22.31-22.13. 
Contains the 3 end of the gene 
for serinethreonine protein 
phosphatase PPEF, the 3 end of 
the PHKA2 gene for liver 
phosphorylase kinase alpha 2, 
ESTs, STSs and GSSs 
/FEA=mRNA_2 
/DR XRFF=ni 7n77in4 

/UG=Hs.54941 phosphorylase 
kinase, alpha 2 (liver) 
/FL=gb:D38616.1 
gb:NM_000292.1 


AL096700 







462 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209439_s_at 


5.03E-04 


gb:D38616.1 /DEF=Human mRNA 
for phosphorylase kinase alpha 
subunit, complete cds. 
/FEA=mRNA 

/PROD=phosphorylase kinase 
alDha subunit 
/DB_XREF=gi: 13041 17 
/UG=Hs.54941 phosphorylase 
kinase, alpha 2 (liver) 
/FL=gb:D38616.1 
gb:NM_000292.1 


D38616 




NP_000283 


209447_at 


0.005852 


gb:AF043290.1 /DEF=Homo 
sapiens lymphocyte membrane 
associated protein (8B7) mRNA, 
complete cds. /FEA=mRNA 
/GEN=8B7 /PROD=lymphocyte 
membrane associated orotein 
/DB_XREF=gi:2895592 
/UG=Hs.8182 synaptic nuclei 
expressed gene 1b 
/FL=gb:AF043290.1 


AF043290 




NP_598411 


209448_at 


1.26E-04 


gb:BC002439.1 /DEF=Homo 
sapiens, Tat-interacting protein^ 
(30kD), clone MGC:1318, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Tat-interacting protein 
(30kD) /DB XREF=aM 2803250 
/UG=Hs.90753 Tat-interacting 
protein (30kD) 
/FL=gb:BC002439.1 
gb:AF039103.1 


BC002439 




NP_006401 


209451_at 


0.013223 


gb:U59863.1 /DEF=Human TRAF- 
interacting protein l-TRAF mRNA, 
complete cds. /FEA=mRNA 
/PROD=l-TRAF 
/DB XREF=gi:1518017 
/UG=Hs.146847 TRAF family 
member-associated NFKB 
activator /FL=gb:U59863.1 


U59863 




NP_597841 



463 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209452_s_at 


3.26E-04 


gb:AF035824.1 /DEF=Homo 
sapiens vesicle soluble NSF 
attachment protein receptor 
(VTI1) mRNA, complete cds. 
/FEA=mRNA /GEN=VTI1 
/PROD=vesicle soluble NSF 
attachment protein receptor 
/DB_XREF=gi:2687399 
/UG=Hs. 169206 vesicle-associated 
soluble NSF attachment protein 

ICUCJJLUI ^ V OINAAix L , llUIIIUlUy \J\ 

S. cerevisiae VTI1) 
/FL=gb:BC003142.1 
gb:AF035824.1 gb:AF060902.1 
gb:NM_006370.1 


AF035824 




NP_006361 


209453_at 


0.003166 


gb:M81 768.1 /DEF=Human NaH 
antiporter (APNH1) mRNA, 
complete cds. /FEA=mRNA 
/GEN=APNH /PROD=NaH 
antiporter /DB_XREF=gi: 178752 
/UG=Hs. 170222 solute carrier 
family 9 (sodiumhydrogen 
exchanger), isoform 1 (antiporter, 
Na+H+, amiloride sensitive) 
/FL=gb:M81 768.1 gb:AF141350.1 
gb:AF141351.1 gb:AF141352.1 
gb:AF141353.1 gb:AF141354.1 
gb:AF141355.1 gb:AF141356.1 
gb:AF141357.1 gb:AF141358.1 

nh-AF141^^Q 1 nh-AF14R4^n 1 
yu./Ar if I ouc7. I yu.nr l*tO*fOU. I 

gb:AF146431.1 gb:AF146432.1 

gb:AF146435.1 gb:AF146436.1 
gb:AF146437.1 gb:AF146438.1 
gb:AF146439.1 


M81768 


■ 


NP_003038 


209455_at 


1.26E-04 


F-box and WD-40 domain protein 
1B 


BE963245 


Hs.21229 


NP_387449 


209457_at 


0.033381 


gb:U16996.1 /DEF=Human 
protein tyrosine phosphatase 
mRNA, complete cds. 
/FEA=mRNA /PROD=protein 
tvrosine DhosDhatase 

fcj • WWII IV fcp' ■ IWWWI 1 1**4 kUWw 

/DB_XREF=gi:642012 
/UG=Hs.2128 dual specificity 
phosphatase 5 
/FL=gb:NM_004419.2 
gb:U16996.1 gb:U15932.2 


U 16996 




NP_004410 



464 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209458_x_at 


3.26E-04 


gb:AF105974.1 /DEF=Homo 
sapiens alpha one globin (HBA1) 
mRNA, complete cds. 

/FFA=mRI\IA /f5FN=HRA1 

/ 1 L./V — it 1 1 xi NrA / \J i— in — riDn I 

/PROD=alpha one globin 
/DB_XREF=gi:4038449 
/UG=Hs.272572 hemoglobin, 
alpha 2 /FL=gb:AF097635.1 
gb:AF105974.1 gb:NM 000517.2 


AF 105974 




NP_000549 


209459_s_at 


0.041055 


gb:AF237813.1 /DEF=Homo 
sapiens NPD009 mRNA, 

L/UllifJlClC UUo. / 1 L_/A — 1 1 1 ixINrA 

/PROD=NPD009 
/DB_XREF=gi:9963907 
/UG=Hs.283675 NPD009 protein 
/FL=gb:NM_020686.1 
gb:AF237813.1 


AF237813 




NP_065737 


209463_s_at 


0.001713 


gb:D50544.1 /DEF=Human TFIID 
subunit p22 mRNA, complete 
cds. /FEA=mRNA /PROD=TFIID 
subunit p22 

/DR XRFF=nin4 , S4m 
/UG=Hs.82037 TATA box binding 
protein (TBP)-associated factor, 
RNA polymerase II, J, 20kD 
/FL=gb:D50544.1 
gb:NM 005644.2 


D50544 




NP_005635 


209467_s_at 


5.03E-04 


gb:BC002755.1 /DEF=Homo 
sapiens, Similar to MAP kinase- 
interacting serinethreonine kinase 
1, clone MGC:3690, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to MAP kinase- 

II lid dUlli ly oci II leu II cui III 1c Ml ldoc 

1 /DB_XREF=gi: 12803828 
/UG=Hs.5591 MAP kinase- 
interacting serinethreonine kinase 
1 /FL=gb:BC002755.1 


BC002755 




NP_003675 


209471_s_at 


0.00228 


gb:L00634.1 /DEF=Human 
famesyl-protein transferase alpha- 
subunit mRNA, complete cds. 
/FEA=mRNA /PROD=farnesyl- 
protein transferase alpha-subunit 
/DB XREF=ar292030 
/UG=Hs. 138381 

farnesyltransferase, CAAX box, 
alpha /FL=gb:L00634.1 
gb:L10413.1 gb:NM_002027.1 


L00634 




NP_002018 



465 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209472_at 


0.007779 


gb:BC000819.1 /DEF=Homo 
sapiens, Similar to CG6950 gene 
product, clone MGC:5114, 
mRNA, complete cds. 
/FFA=mRNA /PROD=Similar to 

/ 1 1 1 II \ l ^tr\ /II \VU 1 III CI I WJ 

CG6950 gene product 
/DB XRFF=nM 2654030 

/UG=Hs. 180378 hypothetical 
protein 669 /FL=gb:BC000819.1 
gb:NM_019610.1 


BC000819 




NP_062556 


209473_at 


1.26E-04 


ectonucleoside triphosphate 
diphosphohydrolase 1 


AV7 17590 


Hs.205353 


NP_001767 


209475_at 


0.004341 


gb:AF106069.1 /DEF=Homo 
sapiens deubiquitinating enzyme 
(UNPH4) mRNA, complete cds. 
/FFA=mRNA /GEN=UNPH4 

/I v—t \ llll\IN/ \ / V_J I_ 1 N U INI 1 l*T 

/PROD=deubiquitinating enzyme 
/DB_XREF=gi:5814096 
/UG=Hs.23168 ubiquitin specific 
protease 15 /FL=gb:AF01 3990.1 
gb:AF 106069.1 


AF 106069 




NP_006304 


209476_at 


5.03E-04 


Consensus includes 
gb:AL080080.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564E1962 (from clone 
DKFZp564E1962); partial cds. 
/FEA=mRNA 

/PROD=hypothetical protein 
/DB_XREF=gi:5262491 
/UG=Hs.24766 thioredoxin-related 
transmembrane protein 
/FL=gb:AB048246.1 


AL080080 




NP_1 10382 


209479_at 


1.26E-04 


gb:BC000758.1 /DEF=Homo 
sapiens, clone MGC:2698, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC:2698) 
/DB_XREF=gi: 12653928 
/UG=Hs.44468 DKFZP586D0623 
protein /FL=gb:BC000758.1 


BC000758 




NP_056254 



466 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209480_at 


0.022752 


gb:M1 6276.1 /DEF=Human MHC 
class II HLA-DR2-DW12 mRNA 
DQw1-beta, complete cds. 
/FEA=mRNA /GEN=HLA-DRB2 
/DB_XREF=gi: 188397 

/I lf5=Hc 7^Q^1 mainr 

histocompatibility complex, class 
II, DQ beta 1 /FL=gb:M60028.1 
gb:M17564.1 gb:M81140.1 
gb:M81141.1 gb:M16276.1 
gb:NM_002123.1 


M16276 




NP_002114 


20948 1_at 


0.005852 


gb:AF226044.1 /DEF=Homo 
sapiens HSNFRK (HSNFRK) 
1 1 irxiNM, cornpieie cab. 
/FEA=mRNA /GEN=HSNFRK 
/PROD=HSNFRK 
/DB_XREF=gi:9295326 
/UG=Hs.79025 KIAA0096 protein 
/FL=gb:AF226044.1 


AF226044 




NP_060189 


209482_at 


0.005339 


gb:BC001430.1 /DEF=Homo 
sapiens, POP7 (processing of 
precursor, S. cerevisiae) 
homolog, clone MGC:1986, 
mRNA, complete cds. 
/FEA=mRNA /PROD=POP7 
(processing of precursor, S. 
cerevisiae)homolog 
/UD_Ar\cr- gi. \^ooo iou 
/UG=Hs. 18747 POP7 (processing 
of precursor, S. cerevisiae) 
homolog /FL=gb:BC001 430.1 
gb:U94316.1 gb:NMJD05837.1 


BC001430 




NP_005828 


209497_s_at 


0.02145 


gb:BC003503.1 /DEF=Homo 
sapiens, Similar to RIKEN cDNA 
4921506122 gene, clone 
MGC: 10380, mRNA, complete 
cds. /FEA=mRNA /PROD=Similar 
to RIKEN cDNA 4921506122 
gene /DB_XREF=gi: 13097557 
/UG=Hs 49994 Homo saoiens 
clone MGC:10871, mRNA, 
complete cds /FL=gb:BC003503.1 
gb:BC004951.1 


BC003503 




NP_1 13680 



467 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209498_at 


3.56E-04 


Consensus includes gb:X1 6354.1 
/DEF=Human mRNA for 
transmembrane carcinoembryonic 
antigen BGPa (formerly TM1- 
CEA). /FEA=mRNA /PROD=TM1- 

r*FA nrpnrntfain 

/DB_XREF=gi:37197 
/UG=Hs. 50964 carcinoembryonic 
antigen-related cell adhesion 
molecule 1 (biliary glycoprotein) 
/FL=gb:J03858.1 


X16354 




NP_001703 


209500_x_at 


0.00228 


gb:AF1 14012.1 /DEF=Homo 
sapiens tumor necrosis factor- 
related death ligand-1beta mRNA, 
complete cds. /FEA=mRNA 
/PROD=tumor necrosis factor- 

rolstorl HojathlinanH-1 Hots 

/DB_XREF=gi:7328555 
/UG=Hs.54673 tumor necrosis 
factor (ligand) superfamily, 
member 13 /FL=gb:AF1 1401 2.1 


AF1 14012 




NP_742086 


20951 0_at 


0.007779 


gb:AF064801.1 /DEF=Homo 
sapiens multiple membrane 
spanning receptor TRC8 (TRC8) 
mRNA, complete cds. 
/FEA=mRNA /GEN=TRC8 
/PROD=multiple membrane 
bpanning recepiur i r\v»/0 
/DB_XREF=gi:3395786 
/UG=Hs.28285 patched related 
protein translocated in renal 
cancer /FL=gb:AF064801.1 
gb:NM_007218.1 


AF064801 




NP_009149 


209512_at 


3.26E-04 


gb:BC004331.1 /DEF=Homo 
sapiens, Similar to RIKEN cDNA 
2610207116 gene, clone 
MGC: 10940, mRNA, complete 
cds. /FEA=mRNA /PROD=Similar 
to RIKEN cDNA 2610207116 
gene /DB_XREF=gi: 13279253 
AJG=Hs. 47986 Homo sapiens, 
Similar to RIKEN cDNA 
2610207116 gene, clone 
MGC: 10940, mRNA, complete 
cds /FL=gb:BC004331.1 


BC004331 




NP_1 15679 



468 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209513_s_at 


3.26E-04 


gb:BC004331.1 /DEF=Homo 
sapiens, Similar to RIKEN cDNA 
2610207116 gene, clone 
MGC: 10940, mRNA, complete 
cds. /FEA=mRNA /PROD=Similar 
to RIKEN cDNA 2610207116 
gene /DB_XREF=gi: 13279253 

/I if^=H^ 47QRR Hnmn QanipnQ 

Similar to RIKEN cDNA 

9fi109fi7l1fi npnp Hnnp 

Cm\J \ \JC-\J 1 1 I vJ yCl IC, L>IUi IC 

MGC: 10940, mRNA, complete 
cds /FL=gb:BC004331.1 


BC004331 




NP_1 15679 


20951 4_s_at 


0.00161 


RAB27A, member RAS oncogene 
family 


BE502030 


Hs. 50477 


NP_004571 


20951 5_s_at 


2.05E-04 


gb:U38654.3 /DEF=Homo sapiens 
Rab27a mRNA, complete cds. 
/FFA=mRNA /PROD=Rab27a 
/DB_XREF=gi:4887230 
/UG=Hs.50477 RAB27A, member 
RAS oncogene family 
/FL=gb:U38654.3 


U38654 




NP_004571 


20951 7_s_at 


3.26E-04 


gb:AB020982.1 /DEF=Homo 

sapiens ASH2L mRNA, complete 

cds, similar to Drosophila ash2 

sequence. /FEA=mRNA 

/GEN=ASH2L 

/DR XRFF=ni-4417?n<3 

/UG=Hs.6856 ash2 (absent, 
small, or homeotic, Drosophila, 
homolog)-like /FL=gb:AF056718.1 
gb:AB020982.1 gb:NM_004674.1 


AB020982 




NP_004665 


209520_s_at 


0.007779 


gb:BC001450.1 /DEF=Homo 
sapiens, nuclear cap binding 
protein subunit 1, 80kD, clone 
MGC:2087, mRNA, complete cds. 
/FEA=mRNA /PROD=nuclear cap 
binding protein subunit 1, 80kD 
/DB XREF=gi: 126551 86 
/UG=Hs.89563 nuclear cap 
binding protein subunit 1, 80kD 
/FL=gb:BC001450.1 gb:D32002.1 
gb:NM 002486.1 


BC001450 




NP_002477 



469 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209525_at 


0.012818 


Consensus includes 
gb:BG285017 /FEA=EST 
IDB XREF=aM 3036553 
/DB_XREF=est:602409285F1 
/CLONE=IMAGE:4538229 
/UG=Hs.127842 CGI-142 
/FL=gb:AF1 51 900.1 
gb:AB029156.1 gb:NM_016073.1 


NM_016073 




NP_057157 


209539_at 


0.013223 


Consensus includes gb:D25304.1 
/DEF=Human mRNA for 
KIAA0006 gene, partial cds. 

/FFA=mRNIA /RFN=KIAAnnnfi 

/DB_XREF=gi:435445 
/UG=Hs.79307 RacCdc42 
guanine exchange factor (GEF) 6 
/FL=gb:D1 3631.1 


D25304 




NP_004831 


209549_s_at 


7.58E-04 


gb:BC001 121.1 /DEF=Homo 
sapiens, Similar to 
deoxyguanosine kinase, clone 
MGC:2111, mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
deoxyguanosine kinase 
/DB_XREF=gi: 12654572 

Similar to deoxyguanosine 
kinase, clone MGC:2111, mRNA, 
complete cds /FL=gb:BC001 121.1 


BC001121 




NP_550440 


209551_at 


3.26E-04 


gb:BC004875.1 /DEF=Homo 
sapiens, Similar to RIKEN cDNA 
2310034L04 gene, clone 
MGC:11061, mRNA, complete 
cds. /FEA=mRNA /PROD=Similar 
to RIKEN cDNA 2310034L04 
gene /DB_XREF=gi: 134361 09 
/UG=Hs 66309 Homo saoiens 
Similar to RIKEN cDNA 
2310034L04 gene, clone 
MGC:11061, mRNA, complete 
cds /FL=gb:BC004875.1 


BC004875 




NP_1 15688 



470 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209553_at 


1.26E-04 


gb:BC001001.2 /DEF=Homo 
sapiens, Similar to hBKLF for 
basic kruppel like factor, clone 
MGC:5362, mRNA, complete cds. 

/PFA— mRNA /PRDn— Similar tr» 

hBKLF for basic kruppel like 
factor /DB_XREF=gi:12803042 
/UG=Hs.7316 KIAA0804 protein 
/FL=gb:BC001001.2 


BC001001 






209555_s_at 


0.00161 


gb:M98399.1 /DEF=Human 
antigen CD36 (clone 21) mRNA, 
complete cds. /FEA=mRNA 
/GEN=CD36 /PROD=antigen 

vL/OU / VJ D f\ 1\ Li — y I . lOv I i c. 

/UG=Hs.75613 CD36 antigen 
(collagen type I receptor, 
thrombospondin receptor) 
/FL=gb:M98399.1 


M98399 




NP_000063 


20956 1_at 


0.020456 


gb:L38969.1 /DEF=Homo sapiens 
thrombospondin 3 (THBS3) 
mRNA, complete cds. 

/r CM— 111 r\ IN/A /OCIM— 1 nDoo 

/PROD=thrombospondin 3 

/DB_XREF=gi:886298 

/UG=Hs. 169875 thrombospondin 

3 /FL=gb:NMJ)07112.1 

gb:L38969.1 


L38969 




NP_009043 


209566_at 


0.001116 


Consensus includes 
gb:AL080184.1 /DEF=Homo 

bdpicilb ITIrxlNM, CUINM 

DKFZp434O071 (from clone 
DKFZd434O071^ /FEA=mRNA 
/DB_XREF=gi:5262661 
/UG=Hs.7089 insulin induced 
protein 2 /FL=gb:AF1 25392.1 


AL080184 




NP_057217 


209574_s_at 


0.00161 


chromosome 18 open reading 
frame 1 


AI349506 


Hs. 153498 


NP_004329 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209575_at 


0.010205 


gb:BC001 903.1 /DEF=Homo 
sapiens, Similar to interleukin 10 
receptor, beta, clone MGC:2210, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
interleukin 10 receptor, beta 

/DB XREF=aM2804Q02 

/UG=Hs. 173936 interleukin 10 

rprpntor hpto 

/FL=gb:BC001903.1 
gb:NM_000628.1 


BC001903 




NP_000619 


209579_s_at 


0.00161 


methyl-CpG binding domain protein 
4 


AL556619 


Hs.35947 


NP_003916 


209580_s_at 


0.004341 


gb:AF1 14784.1 /DEF=Homo 
sapiens methyl-CpG binding 
endonuclease (MED1) mRNA, 
complete cds. /FEA=mRNA 
/GEN=MED1 /PROD=methyl-CpG 
bindina endonucleasp 
/DB_XREF=gi:4539758 
/UG=Hs.35947 methyl-CpG 
binding domain protein 4 
/FL=gb:AF072250.1 
gb:NM_003925.1 gb:AF1 14784.1 


AF1 14784 




NP_003916 


209593_s_at 


0.00228 


gb:AF317129.1 /DEF=Homo 
sapiens FKSG18 (FKSG18) 
mRNA, complete cds. 

/FFA=mRNA /(^FN=FK < 5fi1ft 

/PROD=FKSG18 
/DB_XREF=gi:12276123 
/UG=Hs.252682 torsin family 1, 
member B (torsin B) 
/FL=gb:AF317129.1 


AF317129 




NP_055321 


209595_at 


0.002313 


gb:BC001771.1 /DEF=Homo 
sapiens, general transcription 
factor I IF, polypeptide 2 (30kD 
subunit), clone MGC:1502, 
mRNA, complete cds. 
/FEA=mRNA /PROD=general 
transcription factor IIF, 
polypeptide 2(30kD subunit) 
/DR XRFF=nM 9804688 

/UG=Hs.58593 general 
transcription factor IIF, 
polypeptide 2 (30kD subunit) 
/FL=gb:BC001771.1 
gb:NM_004 128.1 


BC001771 




NP_004119 


209599 s at 


0.045257 


TcD37 homolog 


AI762105 


Hs.332683 


NP 067045 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209604_s_at 


0.00228 


gb:BC003070.1 /DEF=Homo 
sapiens, GATA-binding protein 3, 
clone MGC:2346, mRNA, 

mmnlptp rH^ /FFA=mRNA 

/PROD=GATA-binding protein 3 
/DB_XREF=gi:131 11765 
/UG=Hs. 169946 GATA-binding 
protein 3 /FL=gb:BC003070.1 
gb:M69106.1 gb:NM_002051.1 


BC003070 




NP_002042 


209605_at 


0.007943 


gb:D87292.1 /DEF=Homo sapiens 
mRNA for rhodanese, complete 

rric: /FFA=mRNA 

/PROD=rhodanese 
/DB_XREF=gi: 1877030 

sulfurtransferase (rhodanese) 
/FL=gb:D87292.1 


D87292 




NP_003303 


20961 0_s_at 


5.64E-04 


solute carrier family 1 
(glutamate/neutral amino acid 
transporter), member 4 


BF340083 


Hs.323878 


NP_003029 


20961 5_s_at 


0.004341 


gb:U51 120.1 /DEF=Human 
protein kinase PAK1 mRNA, 
complete cds. /FEA=mRNA 

/rr\UU — rnr\ I 

/DB_XREF=gi: 1256421 
/UG=Hs.62402 p21Cdc42Rad- 
activated kinase 1 (yeast Ste20- 
related) /FL=gb:U51 120.1 
gb:NMJ)02576.2 gb:U24152.1 


U51120 




NP_002567 


20961 9_at 


3.26E-04 


gb:K01 144.1 /DEF=Human major 
histocompatibility class II antigen 
gamma chain mRNA, complete 
cds. /FEA=mRNA /PROD=class II 
antigen gamma chain 
/DB_XREF=gi: 188469 
/UG=Hs 84298 CD74 antiaen 
(invariant polypeptide of major 
histocompatibility complex, class 
II antigen-associated) 
/FL=gb:NM_004355.1 gb:K01 144.1 


K01144 




NP_004346 



473 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209620_s_at '. 


0.022752 


gb:AB005289.1 /DEF=Homo 
sapiens mRNA for ABC 
transporter 7 protein, complete 
cds. /FEA=mRNA /GEN=hABC7 
/PROD=ABC transporter 7 protein 
/DB_XREF=gi: 3228278 

l\ ir^~ Mc 19^ft^fi ATP hinrlinn 

cassette, sub-family B 
(MDRTAP), member 7 
/FL=gb:AB005289.1 
gb:AF038950.1 gb:AF1 33659.1 
gb:NM_004299.2 


AB005289 




NP_004290 


209628_at 


0.007779 


Consensus includes 
gb:AK023289.1 /DEF=Homo 
sapiens cDNA FLJ 13227 fis, 
clone OVARC1000071, weakly 
similar to Homo sapiens NTF2- 
related export protein NXT1 

^INA 1 \) lTir\IMr\. / 1 L/A~-l [IrxINJM 

/DB_XREF=gi:10435160 
/UG=Hs.25010 hypothetical 

nrntoin &'\ c \ O /Fl — nh- APO/lfi-l 07 1 
piUlcIN r ;rL— gu.MrZHO I . I 

gb:NM_018698.1 gb:AF201942.1 


AK023289 




NP_061168 


209630_s_at 


1.26E-04 


ESTs, Weakly similar to 
hypothetical protein FLJ20489 
[Homo sapiens] [H. sapiens] 


AL043967 


Hs. 350947 








gD.ivuy4o^.i /utr- Human riviL- 
1 mRNA, complete CDS. 
/FEA=mRNA /GEN=PML 
/DB_XREF=gi:190116 
/UG=Hs. 89633 promyelocytic 
leukemia /FL=gb:M79462.1 






Nr I OVZOO 


209643_s_at 


0.002537 


gb:AF033850.1 /DEF=Homo 
sapiens phospholipase D2 
(PLD2) mRNA, complete cds. 
/FEA=mRNA /GEN=PLD2 

/DB_XREF=gi: 2645857 
/UG=Hs.104519 phospholipase 
D2 /FL=gb:AF033850.1 
gb:AF038440.1 gb:AF035483.1 
gb:NM 002663.1 


AF033850 




NPJ)02654 



474 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209649_at 


0.005339 


gb:AL1 33600.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564C047 (from clone 
DKFZp564C047); complete cds. 
/FEA=mRNA 
/GEN=DKFZp564C047 
/PROD=hypothetical protein 

/UG=Hs. 17200 STAM-like protein 
containing SH3 and ITAM \ 
domains 2 /FL=gb:AF042273.1 
gb:AL1 33600.1 


AL1 33600 




NP_005834 


209653_at 


6.93E-04 


gb:U93240.1 /DEF=Human 
importin alpha 3 mRNA, 
complete cds. /FEA=mRNA 

/r r\\JU— IliifJUl llll dlfJiid O 

/DB_XREF=gi: 1928974 
/UG=Hs.302499 karyopherin 
alpha 4 (importin alpha 3) 
/FL=gb:AB002533.2 
gb:NM_002268.2 gb:U93240.1 


U93240 




NP_002259 


209665_at 


0.041055 


gb:AF040704.1 /DEF=Homo 
sapiens putative tumor 
suppressor protein (101F6) 
mRNA, complete cds. 
/FEA=mRNA /GEN=101F6 
fr^wyju— puicuive lurnor suppressor 
protein /DB_XREF=gi:2935319 
/UG=Hs.149443 putative tumor 
suppressor /FL=gb:AF040704.1 
gb:NM_007022.1 


AF040704 




NP_008953 


209666_s_at 


2.05E-04 


gb:AF080157.1 /DEF=Homo 
sapiens IkB kinase-a (IKK-alpha) 
mRNA, complete cds. 
/FEA=mRNA /GEN=IKK-alpha 
/PROD=lkB kinase-a 

/DR YRFF=niA1ft^979 

/UG=Hs. 198998 conserved helix- 
looo-helix ubiauitous kinasp 
/FL=gb:U22512.1 gb:AF012890.1 
gb:AF009225.1 gb:AF080157.1 
gb:NM_001 278.1 


AF080157 




NP_001269 


209667_at 


1.32E-04 


carboxylesterase 2 (intestine, liver) 


BF033242 


Hs.282975 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209670_at 


0.005852 


gb:M1 2959.1 /DEF=Human T-cell 
receptor active alpha-chain 
mRNA from JM cell line, 
complete cds. /FEA=mRNA 
/GEN=TCRA 
/ L-*o_/\r\cr ~y i. ooo i oh 
/UG=Hs.74647 Human T-cell 
receptor active alpha-chain 
mRNA from JM cell line, 
complete cds /FL=gb:M 12959.1 
gb:M12423.1 


M12959 






209671_x_at 


0.001618 


gb:M12423.1 /DEF=Human T-cell 
receptor active alpha-chain 
mRNA, complete cds, from 
Jurkat T-cell line. /FEA=mRNA 
/GEN=TCRA 

/ lj D /\ r\ur — yi.ooo / oo 

/UG=Hs.74647 Human T-cell 
receptor active alpha-chain 
mRNA from JM cell line, 
complete cds /FL=gb:M12959.1 
gb:M12423.1 


M 12423 






209678_s_at 


2.05E-04 


gb:L1 8964.1 /DEF=Human protein 
kinase C iota isoform (PRKCI) 
mRNA, complete cds. 

/PROD=protein kinase C iota 
/DB_XREF=gi:432273 
/UG=Hs.1904 protein kinase C, 
iota /FL=gb:L1 8964.1 
gb:NM_002740.1 gb:L33881.1 


L18964 




NP_002731 


209681_at 


0.004733 


gb:AF153330.1 /DEF=Homo 
sapiens thiamine carrier 1 (TC1) 
mRNA, complete cds. 
/FEA=mRNA /GEN=TC1 
/"r\wL^--iniarnine earner i 
/DB_XREF=gi: 5453325 
/UG=Hs.30246 solute carrier 
family 19 (thiamine transporter), 
member 2 /FL=gb:AF153330.1 
gb:AF135488.1 gb:AF160812.1 


AF1 53330 




NP_008927 


209682_at 


5.03E-04 


gb:U26710.1 /DEF=Human cbl-b 
mRNA comolete cds 
/FEA=mRNA /PROD=cbl-b 
/DB_XREF=gi:862406 
/UG=Hs.3144 Cas-Br-M (murine) 
ectropic retroviral transforming 
sequence b /FL=gb:U26710.1 


U26710 




NP_733762 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209685_s_at 


0.00228 


gb:M13975.1 /DEF=Homo sapiens 
protein kinase C beta-ll type 
(PRKCB1) mRNA, complete cds. 

/FFA=mRNA /fiFN=PRKPR1 

/PROD=protein kinase C beta-ll 
type /DB_XREF=gi: 189968 
/UG=Hs.77202 protein kinase C, 
beta 1 /FL=gb:M13975.1 


M 13975 




NP_002729 


209688_s_at 


0.00228 


gb:BC005078.1 /DEF=Homo 
sapiens, clone MGC: 13033, 
mRNA, complete cds. 

/rLn-illtMNn /r r\UU - UIIM 1UWI 1 

(protein for MGC: 13033) 
/DB_XREF=gi: 13477224 
/UG=Hs.26118 Homo sapiens 
clone 24766 mRNA sequence 
/FL=gb:BC005078.1 


BC005078 




NP_1 13635 


209689_at 


0.011788 


gb:BC005078.1 /DEF=Homo 
sapiens, clone MGC: 13033, 
mRNA, complete cds. 

/FFA=mRNIA /PROn-l Inknnwn 

(protein for MGC: 1 3033) ~ 
/DB_XREF=gi: 13477224 >; 
/UG=Hs.26118 Homo sapiens 
clone 24766 mRNA sequence 
/FL=gb:BC005078.1 


BC005078 




NP_1 13635 


209694_at 


0.045608 


gb:M97655.1 /DEF=Human 6- 
pyruvoyltetrahydropterin synthase 
(PTS) mRNA, complete cds. 
/FEA=mRNA /GEN=PTS 
fr*r\\j\j— o-pyruvoyiieiranyaropienn 
synthase /DB XREF=gi:306438 
/UG=Hs.366 6- 

pyruvoyltetrahydropterin synthase 

/FL=gb:M97655.1 

gb:NM 000317.1 gb:D17400.1 


M97655 




NP_000308 


209707_at 


1.26E-04 


gb:AF022913.1 /DEF=Homo 
sapiens GPI transamidase 
mRNA, complete cds. 

/FFA=mRNIA /PROn=fiPI 

transamidase 

/DB_XREF=gi:2558890 

/UG=Hs 62187 nho<5nhatidvlino«;itol 

'uvj i lout, i u i yj 1 1 uo|j i ica u*~i y 1 1 1 iuoi iwi 

glycan, class K 
/FL=gb:AF022913.1 


AF022913 




NP_005473 


20971 1_at 


0.003171 


UDP-glucuronic acid/UDP-N- 
acetylgalactosamine dual 
transporter 


N80922 


Hs.82635 


NP_055954 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209732_at 


0.02145 


gb:BC005254.1 /DEF=Homo 
sapiens, Similar to C-type 
(calcium dependent, carbohydrate- 
recognition domain) lectin, 
superfamily member 2 (activation- 
induced), clone MGC: 12289, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to C- 
type (calcium 
dependent.carbohydrate- 
recognition domain) lectin, 
superfamilymember 2 (activation- 
induced) /DB_XREF=gi: 13528920 
/UG=Hs.85201 C-type (calcium 

rlpnpnHpnt r^arhoh\/Hrat^- 
ucfJci luciii, udi uuiiyui cue- 

recognition domain) lectin, 
superfamily member 2 (activation- 
induced) /FL=gb:BC005254.1 
gb:AB015628.1 gb:NM_005127.1 


BC005254 




NP_005118 


209734_at 


2.05E-04 


gb:BC001604.1 /DEF=Homo 
sapiens, hematopoietic protein 1, 
clone MGC:2204, mRNA, 

/PROD=hematopoietic protein 1 
/DB_XREF=gi: 12804404 
/UG=Hs. 132834 hematopoietic 
protein 1 /FL=gb:BC001604.1 
gb:M58285.1 gb:NM_005337.1 


BC001604 




NP_005328 


209738_x_at 


0.022758 


gb:M31 125.1 /DEF=Human 
pregnancy-specific-beta 1- 
glycoprotein (PS1) mRNA, 
uunipitJLt; uub, oiuiic nroi^. 
/FEA=mRNA 
/DB_XREF=gi:190619 
/UG=Hs.252097 pregnancy 
specific beta-1 -glycoprotein 6 
/FL=gb:M31 125.1 


M31125 




NP_002773 


209748_at 


0.026891 


gb:AB029006.1 /DEF=Homo 
sapiens mRNA for KIAA1083 
protein, complete cds. 
/FEA=mRNA /GEN=KIAA1083 

/DB XREF=ar5689502 
/UG=Hs.26334 spastic paraplegia 
4 (autosomal dominant; spastin) 
/FL=gb:AB029006.1 


AB029006 




NP_055761 


209753 s at 


0.001116 


thymopoietin 


BG391171 


Hs.11355 


NP 003267 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209754_s_at 


0.011626 


gb:AF1 13682.1 /DEF=Homo 
sapiens clone FLB3436 PRO0868 

/FEA=mRNA /PROD=PRO0868 
/DB_XREF=gi:6855608 
/UG=Hs.11355 thymopoietin 
/FL=gb:U09087.1 gb:AF1 13682.1 


AF1 13682 




NP_003267 


209760_at 


1.26E-04 


gb:AL1 36932.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp586H1322 (from clone 
DKFZp586H1322); complete cds. 

/FFA-mRNA 

/GEN=DKFZp586H1322 
/PROD=hypothetical protein 
/DB_XREF=gi:12053358 
/UG=Hs. 37892 KIAA0922 protein 
/FL=gb:AL1 36932.1 


AL1 36932 




NP_056011 


209761_s_at 


0.004341 


Consensus includes gb:AA969194 
/FEA=EST /DB_XREF=gi:31 44374 

/CLONE=IMAGE: 1 580354 

protein 75, 52kD 
/FL=gb:AF280094.1 


AF280094 




NP_536349 


209771_x_at 


1.26E-04 


CD24 antigen (small cell lung 
carcinoma cluster 4 antigen) 


AA761181 


Hs.381003 


NP_037362 


209772_s_at 


0.004659 


gb:X69397.1 /DEF=H.sapiens 
CD24 gene, complete CDS. 
/FEA=mRNA /GEN=CD24 
frT\KJu— ceil surface anngen 
/DB_XREF=gi:396167 
/UG=Hs.286124 CD24 antigen 
(small cell lung carcinoma cluster 
4 antigen) /FL=gb:X69397.1 


X69397 




NP_037362 


209773_s_at 


1.58E-04 


gb:BC001886.1 /DEF=Homo 
sapiens, ribonucleotide reductase 
M2 polypeptide, clone MGC:1551, 
mRNA, complete cds. 
/FEA=mRNA 

/PROD=rihnnuHpotidp rpriurta^p 
M2 polypeptide 
/DB_XREF=gi: 12804874 
/UG=Hs.75319 ribonucleotide 
reductase M2 polypeptide 
/FL=gb:BC001886.1 


BC001886 




NP_001025 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209788_s_at 


0.001618 


gb:AF183569.1 /DEF=Homo 
sapiens aminopeptidase PILS 
(APPILS) mRNA, complete cds. 
/FEA=mRNA /GEN=APPILS 
/PROD=aminopeptidase PILS 
/uD_Ar\tr- gi.DDHzaoD 
/UG=Hs.247043 type 1 tumor 
necrosis factor receptor shedding 
aminopeptidase regulator 
/FL=gb:AF1 83569.1 
gb:AF222340.1 gb:NM_0 16442.1 


AF1 83569 




NP_057526 


209799_at 


0.001109 


gb:AF100763.1 /DEF=Homo 
sapiens AMP-activated kinase 
alpha 1 subunit mRNA, complete 
cds. /FEA=mRNA /PROD=AMP- 
activated kinase alpha 1 subunit 
/DB_XREF=gi:5410311 

/I IC^— He QOA7 nrntoin Unaco 

AMP-activated, alpha 1 catalytic 
subunit /FL=gb:AB022017.1 
gb:AF100763.1 gb:NM_006251.1 


AF 100763 




NP_006242 


209806_at 


1.26E-04 


gb:BC000893.1 /DEF=Homo 
sapiens, H2B histone family, 
member A, clone MGC:5132, 
mRNA, complete cds. 
/rcn- mrxiNA /rr\UU- nZD nisione 
family, member A 
/DB_XREF=gi: 126541 50 
/UG=Hs.247817 H2B histone 
family, member A 
/FL=gb:BC000893.1 


BC000893 




NP_542160 


20981 9_at 


0.041795 


gb:AF241831.1 /DEF=Homo 
sapiens intracellular hyaluronan- 
binding protein mRNA, complete 
cds. /FEA=mRNA 
/PROD=intracellular hyaluronan- 
binding protein 
/DR XRFF=ai 7417371 
/UG=Hs.301839 intracellular 
antigen detected by monoclonal 
antibody Ki-1; intracellular 
hyaluronan-binding protein 
/FL=gb:AF241831.1 


AF241831 




NP_055097 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209829_at 


0.001116 


gb:AB002384.1 /DEF=Human 
mRNA for KIAA0386 gene, 
comDlete cds /FEA=mRNA 
/GEN=KIAA0386 
/DB_XREF=gi:2224712 
/UG=Hs.101359 chromosome 6 
open reading frame 32 
/FL=gb:AB002384.1 


AB002384 




NP_056948 


209831_x_at 


0.001198 


gb:AB004574.1 /DEF=Homo 
sapiens mRNA for 
deoxyribonuclease II, complete 
cds. /FEA=mRNA /GEN=DNASE2 
/PROD=deoxyribonuclease II 
/DB_XREF=gi:31 84394 
/UG=Hs 118243 

deoxyribonuclease II, lysosomal 
/FL=gb:AF045937.1 
gb:AF047016.1 gb:AB004574.1 
gb:AF060222.1 gb:NM_001 375.1 


AB004574 




NP_001366 


209833_at 


1.26E-04 


gb:U79115.1 /DEF=Human death 
adaptor molecule RAIDD 
(RAIDD) mRNA, complete cds. 
/FEA=mRNA /GEN=RAIDD 
/PROD=death adaptor molecule 
RAIDD /DB XREF=aM785556 
/UG=Hs. 155566 CASP2 and 
RIPK1 domain containing adaptor 
with death domain 
/FL=gb:U79115.1 gb:U84388.1 
gb:NM 003805.1 


U79115 




NP_003796 


209845_at 


0.00161 


gb:AF1 17233.1 /DEF=Homo 
sapiens znf-xp protein mRNA, 
complete cds. /FEA=mRNA 
/PROD=znf-xp protein 
/DB_XREF=gi:6563239 
/UG=Hs.7838 makorin, ring finger 
protein, 1 /FL=gb:AF1 17233.1 


AF1 17233 




NP_038474 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209846_s_at 


2.05E-04 


gb:BC002832.1 /DEF=Homo 
sapiens, Similar to butyrophilin, 
subfamily 3, member A2, clone 
MGC:3790, mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
butyrophilin, subfamily 3, member 

MZ /L/D_Ar\Cr — yi. !<£OUobJOO 

/UG=Hs.87497 butyrophilin, 
subfamily 3, member A2 
/FL=gb:BC002832.1 gb:U90144.1 
gb:U90546.1 gb:NM_007047.1 


BC002832 




NP_008978 


209852_x_at 


1.26E-04 


gb:BC001 423.1 /DEF=Homo 
sapiens, Similar to proteaseome 
(prosome, macropain) 28 subunit, 
3, clone MGC:1394, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to proteaseome 
(prosome, macropain) 28subunit, 
3 /DB_XREF=gi: 126551 38 
/uo-nb. i ozy/o proicasorne 
(prosome, macropain) activator 
subunit 3 (PA28 gamma; Ki) 
/FL=gb:BC001423.1 
gb:BC002684.1 


BC001423 




NP_789839 


209853_s_at 


0.003741 


gb:BC002684.1 /DEF=Homo 
sapiens, proteaseome (prosome, 
macropain) 28 subunit, 3, clone 
MGC:3572, mRNA, complete cds. 
/FEA=mRNA /PROD=proteaseome 
(prosome, macropain) 28 subunit, 
3 /DB_XREF=gi: 12803696 

l\J\J — HO. 1 yj£-<J 1 (J pi ULCOoUl 1 IC 

(prosome, macropain) activator 
subunit 3 (PA28 gamma; Ki) 
/FL=gb:BC001 423.1 
gb:BC002684.1 


BC002684 




NP_789839 



482 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209858_x_at 


0.003171 


gb:BC002877.1 /DEF=Homo 
sapiens, Similar to hypothetical 
protein FLJ11585, clone 
MGC: 11258, mRNA, complete 
cds. /FEA=mRNA /PROD=Similar 
to hypothetical protein FLJ11585 
/DB_XREF=gi: 12804048 

/Mf^=H<5 ^l^fi? Homo QanipnQ 

Similar to hypothetical protein 
FLJ 11585, clone MGC: 11258, 
mRNA, complete cds 
/FL=gb:BC002877.1 


BC002877 




NP_075563 


209860_s_at 


0.001116 


gb:J04543.1 /DEF=Human 

Qv/novin mRNA rnmnlpto f*Hc 

oyilCAlll lllixINrA, IAJI 1 IfJIClC? V/Uo. 

/FEA=mRNA 
/DB_XREF=gi:338243 
/UG=Hs.78637 annexin A7 ' 
/FL=gb:BC002632.1 gb:J04543.1 
gb:NM_001 156.2 


J04543 




NP_004025 


209864_at 


0.004341 


gb:AB045118.1 /DEF=Homo 
sapiens FRAT2 mRNA, complete 

rri«s /FFA=mRMA /RFN=FRAT? 

OLIO. /I LA 1 Ml MNH / \J 1 1 >l P 1 £- 

/PROD=FRAT2 

/DB XREF=gi: 13365650 

/UG=Hs. 140720 GSK-3 binding 

protein FRAT2 

/FL=gb:AB045118.1 


AB045118 




NP_036215 


209868_s_at 


1.26E-04 


gb:D28482.1 /DEF=Human scr2 
mRNA for RNA binding protein 
SCR2, complete cds. 
/FEA=mRNA /GEN=scr2 
/PROD=SCR2 
/DB_XREF=gi:520588 
/UG=Hs.241567 RNA binding 
motif sinale stranded interactina 
protein 1 /FL=gb:D28482.1 
gb:NM_01 6836.1 gb:NM_01 6838.1 
gb:NM 002897.2 


D28482 




NP_058523 



483 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209882_at 


3.26E-04 


gb:AF084462.1 /DEF=Homo 
sapiens GTP-binding protein 
ROC1 (ROC1) mRNA, complete 
cds. /FEA=mRNA /GEN=ROC1 
/PROD=GTP-binding protein 

ROni /DB XRFF=ni-49^4Ci17 
r\vv i iUD_ i Ar\cr~yi.*ti0 4 Tv3 I / 

/UG=Hs.96038 Ric (Drosophila)- 
like, expressed in many tissues 
/FL=gb:U71203.1 gb:U78165.1 
gb:AF084462.1 gb:NM_006912.1 


AF084462 




NP_008843 


209892_at 


1.72E-04 


Consensus includes 
gb:AF305083.1 /DEF=Homo 
sapiens alpha(1,3)- 
fucosyltransferase IV (FUTIV) 
gene, 3 UTR. /FEA=mRNA 
/DR XRFF=ni1 10Qfi94n 

/UG=Hs.2173 fucosyltransferase 4 
(alpha (1,3) fucosyltransferase, 
myeloid-specific) /FL=gb:M58596.1 
gb:M58597.1 gb:NM_002033.1 


AF305083 




NP_002024 


209894_at 


0.006698 


gb:U50748.1 /DEF=Homo sapiens 
leptin receptor short form (db) 

IllrvlM/A, UUIIipiClC UUo. 

/FEA=mRNA /GEN=db 
/PROD=leptin receptor 
/DB_XREF=gi:3236285 
/UG=Hs.226627 leptin receptor 
/FL=gb:U50748.1 


U50748 




NP_002294 


209896_s_at 


0.02145 


gb:AF1 19855.1 /DEF=Homo 
sapiens PR01847 mRNA, 

L/UI 1 IfJICLc LUo. ii Ln-| HixIN/A 

/PROD=PR01847 
/DB_XREF=gi:7770146 
/UG=Hs.285196 hypothetical 
protein PR01847 
/FL=gb:AF1 19855.1 


AF1 19855 






209901_x_at 


7.58E-04 


gb:U19713.1 /DEF=Human 
allograft-inflammatory factor-1 
mRNA, complete cds. 
/FEA=mRNA /PROD=allograft- 
inflammatorv factor-1 
/DB_XREF=gi: 1122908 
/UG=Hs.76364 allograft 
inflammatory factor 1 
/FL=gb:U 1971 3.1 gb:U49392.1 
gb:D86438.1 gb:NM_001623.2 


U19713 




NP_1 16573 



484 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209906_at 


2.05E-04 


gb:U62027.1 /DEF=Human 
anaphylatoxin C3a receptor 
(HNFAG09) mRNA, complete 
cds. /FEA=mRNA 
/GEN=HNFAG09 

/PROn=ananh\/latnvin P^a 
/i TW^/U— al \d\J\ lylcUUXH 1 OOci 

receptor /DB_XREF=gi: 151 1643 
/UG=Hs. 155935 complement 
component 3a receptor 1 
/FL=gb:U28488.1 gb:U62027.1 
gb:NM_004054.1 


U62027 




NP_004045 


209907_s_at 


0.00228 


gb:AF182198.1 /DEF=Homo 
sapiens intersectin 2 long 
isoform (ITSN2) mRNA, complete 

UUo. / 1 L_/A— 1 1 lr\IN/A /OCIN— 1 1 OINZ, 

/PROD=intersectin 2 long isoform 
/DB_XREF=gi:7329075 
/UG=Hs.166184 intersectin 2 
/FL=gb:AF182198.1 


AF182198 




NP_671494 


20991 1_x_at 


0.001116 


gb:BC002842.1 /DEF=Homo 
sapiens, H2B histone family, 
member B, clone MGC:3802, 
mRNA, complete cds. 
/FEA=mRNA /PROD=H2B histone 

IdHliiy, lliciilUci D 

/DB_XREF=gi: 12803984 
/UG=Hs.1 80779 H2B histone 
family, member B 
/FL=gb:NM_021063.1 
gb:BC002842.1 


BC002842 




NP_6 19790 


209916_at 


3.56E-04 


gb:BC002477.1 /DEF=Homo 
sapiens, clone MGC:3090, 
mRNA, complete cds. 

/FFA-mRMA /PROn-l \nlenr,\nn 

(protein for MGC:3090) 
/DB_XREF=gi:12803318 
/UG=Hs.271586 hypothetical 
protein DKFZp762M115 
/FL=gb:BC002477.1 


BC002477 




NP_061176 


20991 9_x_at 


2.05E-04 


gb:L20490.1 /DEF=Human 
gamma-glutamyl transpeptidase 
mRNA, complete cds. 
/FEA=mRNA /PROD=aamma- 
glutamyl transpeptidase 
/DB_XREF=gi:306748 
/UG=Hs.284380 gamma- 
glutamyltransferase 1 
/FL=gb:J05235.1 gb:L20490.1 


L20490 




NP_543029 



485 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209930_s_at 


0.026891 


gb:L1 3974.1 /DEF=Human leucine 
zipper mRNA, complete cds. 
/FEA=mRNA /PROD=leucine 

/DB_XREF=gi:506817 
/UG=Hs.75643 nuclear factor 
(erythroid-derived 2), 45kD 
/FL=gb:BC005044.1 gb:L24122.1 
gb:L1 3974.1 


L13974 




NP_006154 


209943_at 


0.00161 


gb:AF176699.1 /DEF=Homo 
sapiens F-box protein FBL4 
mRNA, complete cds. 
/FEA=mRNA /PROD=F-box 
protein rDLn 
/DB_XREF=gi:61 03636 
/UG=Hs.49526 f-box and leucine- 
rich repeat protein 4 
/FL=gb:AF1 76699.1 
gb:AF199355.1 gb:NM_012160.1 


AF 176699 




NP_036292 


209944_at 


3.26E-04 


gb:BC000330.1 /DEF=Homo 
sapiens, Similar to clones 23667 
and 23775 zinc finger protein, 
clone MGC:8520, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to clones 23667 
and 23775 zinc fingerprotein 

/UD_AKC:r— gi. IZDDolZu 

/UG=Hs.7137 clones 23667 and 
23775 zinc finger protein 
/FL=gb:BC000330.1 
gb:BC004357.1 


BC000330 




NP_067011 


209960_at 


0.001053 


Consensus includes gb:X16323.1 
/DEF=Human mRNA for 
hepatocyte growth factor (HGF). 
/FEA=mRNA /DB_XREF=gi:32081 

factor (hepapoietin A; scatter 
factor) /FL=gb:M60718.1 
gb:M29145.1 gb:M73239.1 
gb:M73240.1 


X16323 




NP_000592 



486 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209964_s_at 


0.007779 


gb:AF032105.1 /DEF=Homo 
sapiens ataxin-7 (SCA7) mRNA, 
complete cds. /FEA=mRNA 
/GEN=SCA7 /PROD=ataxin-7 
/DB_XREF=gi:31 92953 
/UG=Hs. 108447 spinocerebellar 
ataxia 7 (olivopontocerebellar 
atrophy with retinal degeneration) 
/FL=gb:AF032105.1 


AF032105 




NP_000324 


209984_at 


0.003171 


gb:AB037901.1 /DEF=Homo 
sapiens GASC-1 mRNA, 
complete cds. /FEA=mRNA 
/GEN=GASC-1 
/DB_XREF=gi: 105671 63 
/UG=Hs.149918 gene amplified in 
squamous cell carcinoma 1; 
KIAA0780 protein 
/FL=gb:AB037901.1 


AB037901 




NP_055876 


209992_at 


7.22E-04 


gb:AB044805.1 /DEF=Homo 
sapiens mRNA for 6- 
phosphofructo-2-kinase heart 
isoform, complete cds. 
/FEA=mRNA /PROD=6- 
phosphofructo-2-kinase heart 
isoform /DB_XREF=gi:1 1933148 
/UG=Hs.211585 6-phosphofructo-2 
kinasefructose-2,6-biphosphatase 
2 /FL=gb:AB044805.1 


AB044805 




NP_006203 


209993_at 


0.023827 


gb:AF016535.1 /DEF=Homo 
sapiens P-glycoprotein (mdM) 
mRNA, complete cds. 
/FEA=mRNA /GEN=mdr1 
/PROD=P-glycoprotein 
/DB_XREF=gi:2353263 
/UG=Hs.21330 ATP-binding 
cassette, sub-family B 
(MDRTAP), member 1 
/FL=gb:M 14758.1 gb:AF016535.1 
gb:NM 000927.2 


AF016535 




NP_000918 



487 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209997_x_at 


0.009652 


gb:BC000453.1 /DEF=Homo 
sapiens, Similar to pericentriolar 
material 1, clone MGC:8458, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
pericentriolar material 1 
/DB XREF=ai- 12653366 
/UG=Hs.315478 Homo sapiens, 
Similar to pericentriolar material 
1, clone MGC:8458, mRNA, 
complete cds /FL=gb:BC000453.1 


BC000453 i 




NP_006188 


210004_at 


1.28E-04 


gb:AF035776.1 /DEF=Homo 
sapiens oxidized low-density 
lipoprotein receptor mRNA, 
complete cds. /FEA=mRNA 
/PROD=oxidized low-density 
liooDrotein receDtor 
/DB_XREF=gi:3941299 
/UG=Hs.77729 oxidised low 
density lipoprotein (lectin-like) 
receptor 1 /FL=gb:AB010710.1 
gb:AF035776.1 gb:NM 002543.1 


AF035776 




NP_002534 


210009_s_at 


0.034317 


gb:AF229796.1 /DEF=Homo 
sapiens golgi SNARE isoform B 
(GOSR2) mRNA, complete cds, 
alternatively spliced. /FEA=mRNA 
/GEN=GOSR2 /PROD=golgi 

/DB_XREF=gi:12711466 
/UG=Hs. 100651 golgi SNAP 
receptor complex member 2 
/FL=gb:AF229796.1 
gb:AF007548.1 gb:NM 004287.1 


AF229796 




NP_473363 


210014_x_at 


0.033381 


gb:AF023266.1 /DEF=Homo 
sapiens NAD+-specific isocitrate 
dehydrogenase beta subunit 
isoform B mRNA, nuclear gene 
encoding mitochondrial product, 
complete cds. /FEA=mRNA 
/PROD=NAD+-specific isocitrate 
dehydrogenase betasubunit 
isoform B /DB_XREF=gi:41 03447 
/UG=Hs. 155410 isocitrate 
dehydrogenase 3 (NAD+) beta 
/FL=gb:AF023266.1 


AF023266 







488 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210018_x_at 


0.035611 


gb:AB026118.1 /DEF=Homo 
sapiens mRNA for MALT1, 
complete cds. /FEA=mRNA 
/GEN=MALT1 /PROD=MALT1 
/DB_XREF=gi:5706377 
/UG=Hs. 180566 mucosa 
associated lymphoid tissue 
lymphoma translocation gene 1 
/FL=gb:AB026118.1 


AB026118 




NP_776216 


210031_at 


0.001054 


gb:J04132.1 /DEF=Human T cell 
receptor zeta-chain mRNA, 
complete cds. /FEA=mRNA 

ft i\\JU — 1 "OCM IcUcfJLUI Z.tJLd Ulldlll 

/DB_XREF=gi:623041 
/UG=Hs.97087 CD3Z antigen, 
zeta polypeptide (TiT3 complex) 
/FL=gb:NM_000734.1 gb:J04132.1 


J04132 




NP_000725 


210044_s_at 


0.004026 


gb:BC002796.1 /DEF=Homo 
sapiens, lymphoblastic leukemia 
derived sequence 1, clone 
MGC:3943, mRNA, complete cds. 
/FEA=mRNA 

/PROD=lymphoblastic leukemia 

Horix/oH com lonro i 
Ucl IVcU oCljUci lUt? 1 

/DB_XREF=gi: 12803898 
/UG=Hs.46446 lymphoblastic 
leukemia derived sequence 1 
/FL=gb:BC002796.1 
gb:NM_005583.1 


BC002796 




NP_005574 


210057_at 


0.022708 


gb:tl32581.2 /DEF=Homo sapiens 
lambdaiota protein kinase C- 
interacting protein mRNA, 
complete cds. /FEA=mRNA 

/r rx^L/— IdillUUdlUld piUlclll Kindoc 

C-interactingprotein 

/DB XREF=gi:5542015 

/UG=Hs. 168052 KIAA0421 protein 

/FL=gb:U32581.2 


U32581 




NP_055907 


210075_at 


1.41E-04 


gb:AF1 51074.1 /DEF=Homo 
sapiens HSPC240 mRNA, 
complete cds. /FEA=mRNA 
/PROD=HSPC240 
/DB_XREF=gi:71 06869 
/UG=Hs. 132744 hypothetical 
protein /FL=gb:AF1 51 074.1 
gb:NM 016496.1 


AF151074 




NP_057580 



489 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210076_x_at 


0.02145 


gb:AF151813.1 /DEF=Homo 
sapiens CGI-55 protein mRNA, 
comDlete cds /FEA=mRNA 
/PROD=CGI-55 protein 
/DB_XREF=gi:4929578 
/UG=Hs.165998 PAI-1 mRNA- 
binding protein 
/FL=gb:AF151813.1 


AF151813 




NP_056455 


210077_s_at 


0.010061 


gb:U30884.1 /DEF=Human 
splicing factor SRp40-2 (SRp40) 
mRNA, complete cds. 
/FFA=mRNA /GEN=SRn40 
/PROD=SRp40-2 
/DB_XREF=gi: 1049089 
/UG=Hs. 166975 splicing factor, 
arginineserine-rich 5 
/FL=gb:U30884.1 


U30884 




NP_008856 


210088_x_at 


2.17E-04 


gb:M36172.1 /DEF=Human 
embryonic myosin alkali light 
chain (MLC1) mRNA, complete 
cds /FEA=mRNA 

vVJv • / I I — 1 \ 1 III \ 1 1 \ 

/DB_XREF=gi: 188580 
AJG=Hs.298161 myosin, light 
polypeptide 4, alkali; atrial, 
embryonic /FL=gb:M36172.1 
gb:M24121.1 gb:NM 002476.1 


M36172 




NP_002467 


210092_at 


0.02145 


gb:AF067173.1 /DEF=Homo 
sapiens Mago homolog mRNA, 
complete cds. /FEA=mRNA 
/PROD=Mago homolog 

/DR XRFF=ni 4RQ4T7Q 

/UG=Hs.57904 mago-nashi 
(Drosophila) homolog, proliferation 
associated /FL=gb:AF035940.1 
gb:AF067173.1 gb:NM_002370.2 


AF067173 




NP_002361 


210097_s_at 


0.033381 


Consensus includes 
gb:AF130102.1 /DEF=Homo 
sapiens clone FLB2205 PRO0522 
mRNA, complete cds. 
/FEA=mRNA /PROD=PRO0522 
/DB_XREF=gi: 11 493507 
/UG=Hs. 106346 retinoic acid 
repressible protein 
/FL=gb:AF1 30102.1 


AF130102 




NP_057251 



490 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210101_x_at 


1.26E-04 


gb:AF257318.1 /DEF=Homo 
sapiens SH3-containing protein 
SH3GLB1 mRNA, complete cds. 
/FEA=mRNA /PROD=SH3- 
containing protein SH3GLB1 

/DR XRFF-ni-RftQRDCJ1 

/UG=Hs. 136309 SH3-containing 
protein SH3GLB1 
/FL=gb:AF350371.1 
gb:AF151819.1 gb:NM 016009.1 
gb:AF257318.1 


AF257318 




NP_057093 


210102_at 


0.021045 


gb:BC001234.1 /DEF=Homo 
sapiens, Similar to loss of 
heterozygosity, 11, chromosomal 
region 2, gene A, clone 
MGC:4904, mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
loss of heterozygosity, 
11, chromosomal region 2, gene 

A /DR XRFF=nr 19654789 

/UG=Hs. 152944 loss of 
heterozygosity, 11, chromosomal 
region 2, gene A 
/FL=gb:BC001234 1 


BC001234 




NP_055437 


210113_s_at 


0.003539 


gb:AF310105.1 /DEF=Homo 
sapiens NALP1 mRNA, complete 
cds. /FEA=mRNA /PROD=NALP1 
/DB_XREF=gi: 11 096302 
/UG=Hs. 104305 death effector 
TMarneni-Torniing ocu-*Mii\6 
apoptosis protein 
/FL=gb:AF310105.1 
gb:AF229059.1 gb:AB023143.1 
gb:NM_014922.1 


AF310105 




NP_1 27500 


210117_at 


0.00161 


gb:AF311312.1 /DEF=Homo 
sapiens infertility-related sperm 
protein mRNA, complete cds. 
/FEA=mRNA /PROD=infertility- 
related snerm nrotpin 
/DB_XREF=gi: 10863767 
/UG=Hs. 153057 sperm associated 
antigen 1 /FL=gb:AF311312.1 
gb:NM 003114.1 


AF311312 




NP_757367 



491 



Gene Identifier 1 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210119_at 


3.26E-04 


gb:U73191.1 /DEF=Human inward 
rectifier potassium channel 
(Kir1.3), complete cds. 
/FEA=mRNA /GEN=Kir1.3 
/PROD=inward rectifier potassium 
channel /DB_XREF=gi: 1765984 
/UC5=H<; 17987 nnta^ium 

f \J\J — 1 ID. 1 t £m\j / pUlCioolUIII 

inwardly-rectifying channel, 
subfamily J, member 15 
/FL=gb:U73191.1 
gb:NMJD02243.1 


U73191 




NP_733933 


210128_s_at 


0.003862 


gb:U41070.1 /DEF=Human P2 
purinergic receptor mRNA, 
complete cds. /FEA=mRNA 

/PROP)=P9 niirinprnif* rpppntor 

llxWJLJ — \C JJUIIIICiyiL/ ICvCplUI 

/DB_XREF=gi:1469913 
/UG=Hs.28408 leukotriene b4 
receptor (chemokine receptor-like 
1) /FL=gb:U41070.1 gb:D89079.1 


U41070 




NP_000743 


210131_x_at 


3.26E-04 


gb:D49737.1 /DEF=Homo sapiens 
mRNA for cytochrome ;b large 
subunit of complex II, complete 
cds. /FEA=mRNA 
/PROD=cytochrome b large 

oUUuillL Ul UUilipitJA ll 

/DB_XREF=gi:2588778 
AJG=Hs.3577 succinate 
dehydrogenase complex, subunit 
C, integral membrane protein, 
15kD /FL=gb:D49737.1 


D49737 




NP_002992 


9101^R at 

L IU I OO a L 




I O, IvIUUCI CiLCiy olilllldl LU 

MBP_HUMAN Myelin basic protein 
(MBP) (Myelin A1 protein) (Myelin 
membrane encephalitogenic 
protein) [H.sapiens] 


nVVuj uto 1 


Hs.409352 


MP flD5^7R 


210140_at 


0.00161 


gb:AF031 824.1 /DEF=Homo 
sapiens leukocystatin mRNA, 
complete cds. /FEA=mRNA 
/PROD=leukocystatin 
/DB XREF=ai*3252857 
/UG=Hs.143212 cystatin F 
(leukocystatin) /FL=gb:AF031824.1 
gb:AF036342.1 gb:AB01 5225.1 
gb:NM_003650.1 


AF031824 




NP_003641 



492 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210142_x_at 


2.05E-04 


gb:AF1 17234.1 /DEF=Homo 
saoiens flotillin mRNA mmnlpfp 

wOUlu 1 Iv 1 IVUIM II 1 1 1 1 XI lf>| V/UI 1 1 UICIC 

cds. /FEA=mRNA /PROD=flotillin 
/DB_XREF=gi:6563241 
/UG=Hs. 179986 flotillin 1 
/FL=gb:AF1 17234.1 


AF1 17234 




NP_005794 


210144_at 


0.021165 


Consensus includes 
gb:AK000851.1 /DEF=Homo 

clone ADKA01904. /FEA=mRNA 
/DB_XREF=gi:7021173 
/UG=Hs.20017 chromosome 22 
open reading frame 4 
/FL=gb:BC002743.1 


AK000851 




NP_055161 


210145_at 


0.00161 


gb:M68874.1 /DEF=Homo sapiens 
phosphatidylcholine 2- 
acylhydrolase (cPLA2) mRNA, I 
complete cds. /FEA=mRNA 
/GEN=cPLA2 

/PROD=phosphatidylcholine 2- 

ar\/lh\/Hmlaep 

Gv»yu lyuiuiaoc 

/DB_XREF=gi: 190003. 
/UG=Hs.211587 phospholipase 
A2, group IVA (cytosolic, calcium- 
dependent) /FL=gb:M68874.1 
gb:M72393.1 


M68874 




NP_077734 


210146_x_at 


0.016934 


gb:AF004231.1 /DEF=Homo 
sapiens monocytemacrophage Ig- 
related receptor MIR-10 (MIR cl- 
10) mRNA, complete cds. 
/FEA=mRNA /GEN=MIR cl-10 
/PROD=MIR-10 
/DB_XREF=gi:2343110 

immunoglobulin-like receptor, 
subfamily B (with TM and ITIM 
domains), member 2 
/FL=gb:AF000574.1 
gb:AF004231.1 gb:AF01 1565.1 


AF004231 




NP_005865 


210149_s_at 


1.26E-04 


gb:AF061 735.1 /DEF=Homo 
sapiens clone 023e08 My032 
protein mRNA, complete cds. 
/FEA=mRNA /PROD=Mv032 
protein /DB_XREF=gi: 12002005 
/UG=Hs.307099 Homo sapiens 
clone 023e08 My032 protein 
mRNA, complete cds 
/FL=gb:AF061 735.1 


AF061735 




NP_006347 



493 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210153_s_at 


2.05E-04 


gb:M55905.1 /DEF=Human 
mitochondrial NAD(P)+ dependent 
malic enzyme mRNA, complete 
cds. /FEA=mRNA /GEN=NAD(P)+ 
-dependent malic enzyme 
/PROD=mitochondrial NAD(P)+ - 
dependent malic enzyme 

/UG=Hs.75342 malic enzyme 2, 
NAD(+)-dependent, mitochondrial 
/FL=gb:NM_002396.2 
gb:M55905.1 


M55905 




NP_002387 


210154_at 


5.64E-04 


gb:M55905.1 /DEF=Human 
mitochondrial NAD(P)+ dependent 
malic enzyme mRNA, complete 
cds. /FEA=mRNA /GEN=NAD(P)+ 
-dependent malic enzyme 
/PROD=mitochondrial NAD(P)+ - 
dependent malic enzyme 

/DR XRFF=nMfl7?QQ 

/UG=Hs75342 malic enzyme 2, 
NAD(+)-dependent, mitochondrial 
/FL=gb:NM_002396.2 
gb:M55905.1 


M55905 




NP_002387 


210156_s_at 


1.26E-04 


gb:D25547.1 /DEF=Homo sapiens 
mRNA for PIMT isozyme I, 
complete cds. /FEA=mRNA 
/PROD=PIMT isozyme I 

/UG=Hs.79137 protein-L- 
isoaspartate (D-aspartate) 0- 
methyltransferase 
/FL=gb:D25547.1 


D25547 




NP_005380 


210162_s_at 


0.041055 


gb:U08015.1 /DEF=Human NF- 
ATc mRNA, complete cds. 
/FEA=mRNA /PROD=NF-ATc 
/DB_XREF=gi:500631 
/UG=Hs.96149 nuclear factor of 
activated T-cells, cytoplasmic, 
calcineurin-dependent 1 
/FL=gb:U08015.1 


U08015 




NP_765978 



494 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210176_at 


0.003171 


gb:AL050262.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564l0682 (from clone 
DKFZp564l0682); complete cds. 
/FEA=mRNA 
/GEN=DKFZd564I0682 
/PROD=hypothetical protein 
/DB_XREF=gi:4886482 
/UG=Hs.2474 toll-like receptor 1 
/FL=gb:U88540.1 gb:D13637.1 
gb:NM_003263.1 gb:AL050262.1 


AL050262 




NP_003254 


210187_at 


0.02145 


gb:BC005147.1 /DEF=Homo 
sapiens, FK506-binding protein 
1A (12kD), clone MGC:2167, 
mRNA, complete cds. 
/FFA=mRNA /PROD=FK t i0fi- 
binding protein 1A (12kD) 
/DB XREF=gi: 13477342 
/UG=Hs.752 FK506-binding 
protein 1A (12kD) 
/FL=gb:BC005147.1 


BC005147 




NP_463460 


210191_s_at 


1.26E-04 


gb:BC002447.1 /DEF=Homo 
sapiens, Similar to putative 
homeodomain transcription factor, 
clone MGC:1307, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to putative 

1 l\Jl l ICUUUI 1 Idll 1 U dl loUl IjJLIUI HdULUI 

/DB_XREF=gi: 12803264 
/UG=Hs. 123637 putative 
homeodomain transcription factor 
/FL=gb:BC002447.1 


BC002447 




NP_006599 


210200_at 


7.58E-04 


gb:BC000108.1 /DEF=Homo 
sapiens, Similar to Nedd-4-like 
ubiquitin-protein ligase, clone 
MGC:2079, mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
Nedd-4-like ubiquitin-protein ligase 
/DB_XREF=gi: 12652716 
/UG=Hs 19301 Homo saDiens 
Similar to Nedd-4-like ubiquitin- 
protein ligase, clone MGC:2079, 
mRNA, complete cds 
/FL=gb:BC000108.1 


BC000108 




NP_008945 



495 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210205_at 


0.010205 


gb:AB026730.1 /DEF=Homo 
sapiens B3GALT4 mRNA for 
beta-1 ,3-galactosyltransferase-4, 
complete cds. /FEA=mRNA 
/GEN=B3GALT4 /PROD=beta-1,3- 
galactosyltransferase-4 
/DB_XREF=gi:6683013 

/I lf5=H«5 914Q*% linP- 

Gal:betaGlcNAc beta 1,3- 
galactosyltransferase, polypeptide 
4 /FL=gb:AF063595.1 
gb:NM_003782.1 gb:AB026730.1 


AB026730 




NP_003773 


210213_s_at 


5.03E-04 


gb:AF022229.1 /DEF=Homo 
sapiens translation initiation factor 
6 (elF6) mRNA, complete cds. 
/FEA=mRNA /GEN=elF6 

/PRO Outran Qlatirin initiatinn f£5j"*tnr 

6 /DB_XREF=gi:2809382 
/UG=Hs.5215 integrin beta 4 
binding protein 
/FL=gb:AF022229.1 


AF022229 




NP_002203 


210218_s_at 


0.012818 


gb:U36501.1 /DEF=Human SP100 

cds. /FEA=mRNA /GEN=SP100-B 
/PROD=SP100-B 
/DB_XREF=gi: 11 73655 
/UG=Hs.77617 nuclear antigen 
Sp100 /FL=gb:U36501.1 


U36501 




NP_003104 


210225_x_at 


0.013223 


gb:AF009635.1 /DEF=Homo 
sapiens clone 17.7 
immunoglobulin-like transcript 5 
protein mRNA, complete cds. 
/FEA=mRNA 

/PROD=immunoglobulin-like 
transcript 5 protein 
/DB_XREF=gi:2662429 
/UG=Hs. 105928 leukocyte 
immunoglobulin-like receptor, 
subfamily B (with TM and ITIM 
domains), member 3 
/FL=gb:AF000575.1 gb:U91928.1 
gb:AF025533.1 gb:AF009632.1 
gb:AF009633.1 gb:AF009635.1 
gb:AF009638.1 gb:AF009639.1 
gb:AF009641.1 gb:AF009642.1 
gb:AF031553.1 gb:AF031554.1 
gb:AF031 555.1 gb:AF031 556.1 
gb:NM_006864.1 


AF009635 




NP_006855 



496 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210231_x_at 


1.26E-04 


gb:D45198.1 /DEF=Human mRNA 
for template acyivating factor-l 
alpha, complete cds. 
/FEA=mRNA /GEN=set 
/PROD=temDlate acvivatina fartnr- 
1 alpha /DB_XREF=gi:971271 
/UG=Hs. 145279 SET translocation 
(myeloid leukemia-associated) 
/FL=gb:D45198.1 


D45198 




NP_003002 


210240_s_at 


0.003529 


gb:U20498.1 /DEF=Human p19 
protein mRNA, complete cds. 
/FEA=mRNA /PROD=p19 protein 
/DB XREF=aM 161Q21 
/UG=Hs.29656 cyclin-dependent 
kinase inhibitor 2D (p19, inhibits 
CDK4) /FL=gb:U40343.1 
gb:U20498.1 gb:BC001822.1 
gb:U49399.1 gb:NM_001 800.1 


U20498 




NP_524145 


210241_s_at 


0.027239 


gb:AB007458.1 /DEF=Homo 
sapiens mRNA for P53TG1-D, 
romnlptp rrte /FFA=mRNA 

/GEN=P53TG1 /PROD=P53TG1-D 
/DB_XREF=gi:5006272 
/UG=Hs.306301 Homo sapiens 
mRNA for P53TG1-D, complete 
cds /FL=gb:AB007458.1 


AB007458 




NPJD09164 


210244_at 


1.41E-04 


gb:U19970.1 /DEF=Human 
antimicrobial LPS-binding protein 
CAP18 precursor mRNA, 
complete cds. /FEA=mRNA 

/DB_XREF=gi:643476 
/UG=Hs.51120 cathelicidin 
antimicrobial peptide 
/FL=gb:NM_004345.1 
gb:U 19970.1 


U 19970 




NP_004336 


210249_s_at 


0.00228 


gb:U59302.1 /DEF=Human steroid 
receptor coactivator-1 F-SRC-1 
mRNA, complete cds. 
/FEA=mRNA /PROD=steroid 
receptor coactivator-1 F-SRC-1 
/DB_XREF=gi: 1480645 
/UG=Hs.74002 nuclear receptor 
coactivator 1 /FL=gb:U40396.1 
gb:U59302.1 gb:U90661.1 
gb:NM_003743.1 


U59302 




NP_671766 



497 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210254_at 


1.41 E-04 


gb:L35848.1 /DEF=Homo sapiens 
IgE receptor beta chain (HTm4) 
mRNA, complete cds. \ 
/FEA=mRNA /GEN=HTm4 
/PROD=lgE receptor beta subunit 
/DB_XREF=gi:561638 
/uo- ns.yyyou rnernur ane- 
spanning 4-domains, subfamily A, 
member 3 (hematopoietic cell- 
specific) /FL=gb:NMJ)06138.1 
gb:L35848.1 


L35848 




NP_006129 


210255_at 


0.019999 


gb:U84138.1 /DEF=Homo sapiens 
DNA repair protein RAD51B 
mRNA, complete cds. 
/FEA=mRNA /PROD=DNA repair 

piOlcin r\nUO 1 D 

/DB_XREF=gi:2801404 
/UG=Hs.100669 RAD51 (S. 
cerevisiae)-like 1 
/FL=gb:NM_002877.1 
gb:U92074.1 gb:U84138.1 


U84138 




NP_598194 


210260_s_at 


0.02145 


gb:BC005352.1 /DEF=Homo 
sapiens, TNF-induced protein, 
clone MGC: 12451, mRNA, 
complete cos. /rtA- mrviN/A 
/PROD=TNF-induced protein 
/DB_XREF=gi:13529163 
/UG=Hs. 17839 TNF-induced 
protein /FL=gb:BC005352.1 
gb:AF099935.1 


BC005352 




NP_055165 


210275_s_at 


2.05E-04 


gb:AF062347.1 /DEF=Homo 
sapiens zinc finger protein 216 
splice variant 2 (ZNF216) mRNA, 
complete cds. /FEA=mRNA 
/vjtiN— z.rMr^ id irt\Kju— zinc ringer 
protein 216 splice variant 2 
/DB_XREF=gi:3643810 
/UG=Hs.3776 zinc finger protein 
216 /FL=gb:AF062347.1 


AF062347 




NP_005998 


210279_at 


0.033381 


gb:AF261135.1 /DEF=Homo 
sapiens GPR18-iso mRNA, 
romnlpfp rds /FFA=mRNA 

/PROD=GPR18-iso 
/DB_XREF=gi: 1200591 9 
/UG=Hs.88269 Homo sapiens 
clone IMAGE:1837189, mRNA 
sequence /FL=gb:AF261 135.1 


AF261135 




NP_005283 



498 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210283_x_at 


7.58E-04 


gb:BC005295.1 /DEF=Homo 
sapiens, Similar to polyadenylate 
binding protein-interacting protein 
1, clone MGC:12360, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to polyadenylate 

hinHinnnrntpin-intpraotinn nrntpin 1 
un iuii lyjJi ulcii i ii iici aULii iy fjiuLtiii i 

/DB_XREF=gi: 13529010 
/UG=Hs. 109643 polyadenylate 
binding protein-interacting protein 
1 /FL=gb:BC005295.1 


BC005295 




NP_006442 


210284_s_at 


0.041055 


gb:AF241 230.1 /DEF=Homo 
sapiens TAK1 -binding protein 2 
mRNA, complete cds. 
/FEA=mRNA /PROD=TAK1- 
binding protein 2 
/DB_XREF=gi:7677465 
/UG=Hs. 109727 TAK1 -binding 
protein 2; KIAA0733 protein 
/FL=gb:AF241230.1 


AF241230 




NP_663317 


210285_x_at 


0.013223 


gb:BC000383.1 /DEF=Homo 
sapiens, Wilms tumour 1- 
associating protein, clone 
MGC:8419, mRNA, complete cds. 
/FEA=mRNA /PROD=Wilms 
tumour 1 -associating protein 

/DR XRFF=ni*1?RS^??R 
/UG=Hs.119 Wilms tumour 1- 
associating protein 
/FL=gb:BC000383.1 
gb:BC004432.1 


BC000383 




NP_690597 


210288_at 


0.00161 


gb:AF081675.1 /DEF=Homo 
sapiens ITIM-containing receptor 
MAFA-L mRNA, complete cds. 
/FEA=mRNA /PROD=ITIM- 
containing receptor MAFA-L 
/DB_XREF=gi:3421400 
/UG=Hs. 146322 killer cell lectin- 
like receptor subfamily G, 
member 1 /FL=gb:AF034952.1 
gb:AF081675.1 gb:AF097358.1 
gb:NM 005810.1 


AF081675 




NP_005801 



499 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210293_s_at 


1.26E-04 


gb:BC005032.1 /DEF=Homo 
sapiens, Sec23 (S. cerevisiae) 
homolog B, clone MGC: 12666, 
mRNA, complete cds. 

/FFA=mRNIA /PRnn=<;pr?T 

cerevisiae) homolog B 
/DB_XREF=gi:1 3477148 
/UG=Hs. 173497 Sec23 (S. 
cerevisiae) homolog B 
/FL=gb:BC005032.1 


BC005032 




NP_1 16781 


210296_s_at 


5.03E-04 


gb:BC005375.1 /DEF=Homo 
sapiens, peroxisomal membrane 
protein 3 (35kD, Zellweger 
syndrome), clone MGC: 12491, 
mRNA, complete cds. 
/FEA=mRNA /PROD=peroxisomal 
membrane protein 3 (35kD, 
Zellwegersyndrome) 

/DB XRFF=nM'WQ??fi 
/UG=Hs.180612 peroxisomal 
membrane protein 3 (35kD, 
Zellweger syndrome) 
/FL=gb:BC005375.1 


BC005375 




NP_000309 


210299_s_at 


7.57E-04 


gb:AF063002.1 /DEF=Homo 
sapiens LIM protein SLIMMER 
mRNA, complete cds. 
/FEA=mRNA /PROD=LIM protein 

IMMFR /nR VRFP-ni -^ft^QftilR 
Ol_l IVIiVlLrx iVJvj Ar\Lr-yl.00Ol7O40 

/UG=Hs.239069 four and a half 
LIM domains 1 
/FL=gb:AF098518.1 
gb:AF063002.1 


AF063002 




NP_001440 


210312_s_at 


1.26E-04 


gb:BC002640.1 /DEF=Homo 
sapiens, Similar to uterine 
protein, clone MGC:4279, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to uterine orotein 

/ 1 IX II I III 1 Lv U IV 1 1 1 1 w l^y 1 \*f K III 

/DB_XREF=gi: 12803610 
/UG=Hs.4187 hypothetical protein 
24636 /FL=gb:BC002640.1 


BC002640 




NP_777547 



500 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210314_x_at 


2.05E-04 


gb:AF114013.1 /DEF=Homo 
sapiens tumor necrosis factor- 
related death ligand-1 gamma 
mRNA, complete cds. 
/FEA=mRNA /PROD=tumor 
necrosis factor-related deathligand 
laamma /DB XREF=ar7328557 
/UG=Hs.54673 tumor necrosis 
factor (ligand) superfamily, 
member 13 /FL=gb:AF1 36294.1 
gb:AF1 14013.1 


AF114013 




NP_742086 


210340_s_at 


0.001116 


gb:BC002635.1 /DEF=Homo 
sapiens, colony stimulating factor 
2 receptor, alpha, low-affinity 
(granulocyte-macrophage), clone 
MGC:3848, mRNA, complete cds. 
/FEA=mRNA /PROD=colony 
stimulating factor 2 receptor, 
alpha, low-affinity (granulocyte- 
macrophage) 
/DB_XREF=gi: 12803600 
/UG=hk 182T7R rnlonv 
stimulating factor 2 receptor, 
alpha, low-affinity (granulocyte- 
macrophage) /FL=gb:BC002635.1 


BC002635 




NP_758452 


210356_x_at 


0.003539 


gb:BC002807.1 /DEF=Homo 
sapiens, membrane-spanning 4- 
domains, subfamily A, member 
2, clone MGC:3969, mRNA, 
complete cds. /FEA=mRNA 
/PROD=membrane-spanning 4- 
domains, subfamily A, member2 
/DB_XREF=gi: 12803920 
/UG=Hs.89751 membrane- 
spanning 4-domains, subfamily A, 
member 2 (Fc fragment of IgE, 
high affinity I, receptor for; beta 
polypeptide) /FL=gb:NM 021950.1 
gb:BC002807.1 


BC002807 




NP_690606 



501 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210360_s_at 


0.037567 


gb:AF1 16674.1 /DEF=Homo 

oapiCllo i r\w 1 57H 1 IMr\IN/"\, 

complete cds. /FEA=mRNA 
/PROD=PR01941 
IDB XREF=gi:7959846 
/UG=Hs.77694 KIAA0429 gene 
product /FL=gb:AF1 16674.1 


AF1 16674 




NP_055566 


210367_s_at 


0.02145 


gb:AF010316.1 /DEF=Homo 

complete cds. /FEA=mRNA 
/GEN=PIG12 /PROD=Pig12 
/DB_XREF=gi:2415307 
/UG=Hs. 146688 prostaglandin E 
synthase /FL=gb:AF010316.1 


AF010316 




NP_004869 


210386_s_at 


7.58E-04 


gb:BC001906.1 /DEF=Homo 
sapiens, Similar to metaxin 1, 

OIUI lc IVIOO.^J IO, lllrxIMM, 

complete cds. /FEA=mRNA 
/PROD=Similar to metaxin 1 
/DB_XREF=gi: 12804906 
/UG=Hs.247551 metaxin 1 
/FL=gb:BC001 906.1 


BC001906 




NP_002446 


210395_x_at 


3.26E-04 


gb:AF1 16676.1 /DEF=Homo 
sapiens PR01957 mRNA, 

r^r\rm rtloto prlc /PP A — mRMA 
UUiIipicLt; CUb. irCJ\— ITIrslNM 

/PROD=PR01957 
/DB_XREF=gi:7959850 
/UG=Hs.298161 myosin, light 
polypeptide 4, alkali; atrial, 
embryonic /FL=gb:AF1 16676.1 


AF1 16676 




NP_002467 


210401_at 


0.005852 


gb:U45448.1 /DEF=Human P2x1 
receptor mRNA, complete cds. 

receptor /DB_XREF=gi: 1314356 
/UG=Hs.41735 purinergic receptor 
P2X, ligand-gated ion channel, 1 
/FL=gb:U45448.1 gb:AF020498.1 
gb:NM_002558.1 


U45448 




NP_002549 


210406_s_at 


1.26E-04 


gb:AL1 36727.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp566K144 (from clone 
DKFZp566K144); complete cds. 
/FEA=mRNA 
/GEN=DKFZd566K144 
/PROD=hypothetical protein 
/DB_XREF=gi: 12052972 
/UG=Hs.5636 RAB6A, member 
RAS oncogene family 
/FL=gb:AL1 36727.1 


AL1 36727 




NP_1 15520 



502 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210407_at ! 


0.013088 


gb:AF070670.1 /DEF=Homo 
sapiens protein phosphatase 2C 
alpha 2 mRNA, complete cds. 
/FEA=mRNA /PROD=protein 

pi IUojJI IdLdoC C-Ks alfJIla 

/DB_XREF=gi:3372871 
/UG=Hs.57764 protein 
phosphatase 1A (formerly 2C), 
magnesium-dependent, alpha 
isoform /FL=gb:AF070670.1 


AF070670 




NP_808821 


210422_x_at 


0.02145 


gb:D50402.1 /DEF=Human mRNA 
for NRAMP1, complete cds. 
/FEA=mRNA /PROD=Nramp 
/DB_XREF=gi: 1000996 
/UG=Hs.182611 solute carrier 

IdllUly 1 1 ^piULUil UUUpitJU UlVcalcflll 

metal ion transporters), member 
1 /FL=gb:D50402.1 gb:D50403.1 
gb:NM_000578.1 gb:L32185.1 


D50402 




NP_000569 


210434_x_at 


0.010205 


gb:AF1 51 056.1 /DEF=Homo 
sapiens HSPC222 mRNA, 
complete cds. /FEA=mRNA 
/PROD=HSPC222 

/UG=Hs.323093 Homo sapiens, 
jumping translocation breakpoint, 
clone MGC:10274, mRNA, 
complete cds /FL=gb:AF151056.1 


AF 151 056 




NP_006685 


210438_x_at 


0.016934 


gb:M25077.1 /DEF=Human SS- 
ARo ribonucleoprotein autoantigen 
60 kd subunit mRNA, complete 
cds. /FEA=mRNA 
/DB XREF=ai 387656 /UG=Hs 554 
Sjogren syndrome antigen A2 
(60kD, ribonucleoprotein 
autoantigen SS-ARo) 
/FL=gb:M25077.1 


M25077 




NPJD04591 



503 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210453_x_at 


5.03E-04 


gb:AL050277.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp566G013 (from clone 
DKFZp566G013); complete cds. 
/FEA=mRNA 
/GEN=DKFZp566G013 
/rr\\ju— nypoinencai protein 
/DB_XREF=gi:4886454 
/UG=Hs. 107476 ATP synthase, 
H+ transporting, mitochondrial 
F1F0, subunit g 
/FL=gb:AL050277.1 


AL050277 




NP_006467 


210460_s_at 


1.26E-04 


gb:AB033605.1 /DEF=Homo 
sapiens mRNA for pUb-R5, 
complete cds. /FEA=mRNA 

/f^PM-hnl Ih R^ /PROn-rkl Ih R<^ 

/DB_XREF=gi:8918352 
/UG=Hs. 148495 proteasome 
(prosome, macropain) 26S 
subunit, non-ATPase, 4 
/FL=gb:AB033605.1 


AB033605 




NP_722544 


210479_s_at 


0.003539 


gb:L14611.1 /DEF=Human 
transcription factor RZR-alpha 
mRNA, complete cds. 
/FEA=mRNA /PROD=transcription 
fartor /DR XRFF=ni^4R?4n 

/UG=Hs.2156 RAR-related orphan 
receptor A /FL=gb:L14611.1 
gb:NM 002943.1 gb:U04899.1 


L14611 




NP_599024 



504 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210483_at 


0.04734 


gb:BC005043.1 /DEF=Homo 
sapiens, Similar to tumor 
necrosis factor receptor 
superfamily, member 10c, decoy 
without an intracellular domain, 
clone MGC: 12787, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to tumor necrosis 
factor receptorsuperfamily, 
member 10c, decoy without an 
intracellulardomain 
/DB_XREF=gi:13477162 
/UG=Hs.253829 Homo sapiens, 
Similar to tumor necrosis factor 
receptor superfamily, member 
10c, decoy without an 
intracellular domain, clone 
MGC:12787, mRNA, complete 
cds /FL=gb:BC005043.1 


BC005043 | 






210499_s_at 


0.026891 


gb:AB041 834.1 /DEF=Homo 
sapiens mRNA for PQBP-ibc, 
complete cds. /FEA=mRNA 
/PROD=PQBP-1bc 
/DB_XREF=gi: 10801 589 
/UG=Hs.30570 polyglutamine 
binding protein 1 
/FL=gb:AB04 1834.1 


AB041834 




NP_005701 


210504_at 


0.001477 


gb:U65404.1 /DEF=Human 
erythroid-specific transcription 
factor EKLF mRNA, complete 
cds. /FEA=mRNA 
/PROD=erythroid-specific 
transcription factor EKLF 
/DB_XREF=gi: 1552995 
/UG=Hs.37860 Kruppel-like factor 
1 (erythroid) /FL=gb:NM 006563.1 
gb:U65404.1 


U65404 




NP_006554 


210506_at 


0.003741 


gb:U1 1282.1 /DEF=Human 
alpha(1 ,3)fucosyltransferase 
mRNA, complete cds. 
/FEA=mRNA 

/PROD=alpha(1,3)fucosyltransferas 
e /DB_XREF=gi: 520524 
/UG=Hs.457 fucosyltransferase 7 
(alpha (1,3) fucosyltransferase) 
/FL=gb:NM_004479.1 
gb:U08112.1 gb:U1 1282.1 


U11282 




NP_004470 



505 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210512_s_at 


0.003862 


gb:AF022375.1 /DEF=Homo 
sapiens vascular endothelial 
growth factor mRNA, complete 
cds. /FEA=mRNA 
/PROD=vascular endothelial 
growth factor 
/DB_XREF=gi:3719220 
/UG=Hs.73793 vascular 
endothelial growth factor 
/FL=gb:M32977.1 gb:AF022375.1 
gb:NM_003376.1 gb:AB021221.1 
gb:AF091352.1 


AF022375 




NP_003367 


210532_s_at 


1.26E-04 


gb:AF1 16639.1 /DEF=Homo 
sapiens PR01574 mRNA, 
complete cds. /FEA=mRNA 
/PROD=PR01574 
/DB_XREF=gi:7959779 
/UG=Hs.109052 chromosome 14 
open reading frame 2 
/FL=gb:AF1 16639.1 


AF1 16639 






210542_s_at 


0.004341 


gb:BC000585.1 /DEF=Homo 
sapiens, Similar to solute carrier 
family 21 (organic anion 
transporter), member 11, clone 
MGC:659, mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
solute carrier family 21 
(organicanion transporter), 
member 1 1 

/DB_XREF=gi:12653614 
/UG=Hs.14805 solute carrier 
family 21 (organic anion 
transporter), member 11 
/FL=gb:BC000585.1 


BC000585 




NPJ)37404 


210556_at 


0.0174 


gb:U85430.1 /DEF=Human 
transcription factor NFATx4 
mRNA, complete cds. 
/FEA=mRNA /PROD=transcription 
factor NFATx4 
/DB_XREF=gi: 1835590 
/UG=Hs. 172674 nuclear factor of 
activated T-cells, cytoplasmic, 
calcineurin-dependent 3 
/FL=gb:U85430.1 


U85430 




NP_775188 



506 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein | 

Accession 

No. 


210573_s_at 


0.042536 


gb:BC004424.1 /DEF=Homo 
sapiens, clone MGC:3538, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC:3538) 
/DB_XREF=gi: 13325209 
/UG=Hs.250745 polymerase 
(RNA) III (DNA directed) (62kD) 
/FL=gb:BC004424.1 


BC004424 




NP_006459 


210582_s_at 


0.016934 


gb:AL1 17466.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp586K0922 (from clone 
DKFZp586K0922); complete cds. 
/FEA=mRNA 
/GEN=DKFZp586K0922 
/PROD=hypothetical protein 
/DB_XREF=gi:5911930 
/UG=Hs.278027 LIM domain 
kinase 2 /FL=gb:AL1 17466.1 
gb:NM_01 6733.1 


AL1 17466 




NP_057952 


210592_s_at 


0.033381 


gb:M55580.1 /DEF=Human 
spermidinespermine N1- 
acetyltransferase mRNA, 
complete cds. /FEA=mRNA 
/GEN=spermidinespermine N1- 
acetyltransferase 
/PROD=spermidinespermine N1- 
acetyltransferase 
/DB_XREF=gi:338335 
/UG=Hs.28491 
spermidinespermine N1- 
acetyltransferase 
/FL=gb:M55580.1 


M55580 






210598_at 


0.004341 


gb:AF1 30051.1 /DEF=Homo 
sapiens clone FLB3535 PRO0898 
mRNA, complete cds. 
/FEA=mRNA /PROD=PRO0898 
/DB_XREF=gi: 11493408 
/UG=Hs.306960 Homo sapiens 
clone FLB3535 PRO0898 mRNA, 
complete cds /FL=gb:AF1 30051.1 


AF1 30051 







507 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210608_s_at 


0.017832 


gb:BC001 899.1 /DEF=Homo 
sapiens, Similar to 
fucosyltransferase 2 (secretor 
status included), clone 
MGC:2062, mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
fucosyltransferase 2 (secretor 
statusincluded) 
/DB_XREF=gi: 12804894 
/UG=Hs.46328 fucosyltransferase 
2 (secretor status included) 
/FL=gb:BC001 899.1 


BC001899 




NP_000502 


210621_s_at 


0.003171 


gb:M23612.1 /DEF=Human 
GTPase-activating protein (GAP) 
mRNA, complete cds. 
/FEA=mRNA /GEN=GAP 
/PROD=GTPase-activating protein 
/DB_XREF=gi:182973 /UG=Hs.758 
RAS p21 protein activator 
(GTPase activating protein) 1 
/FL=gb:NM_022650.1 
gb:M23612.1 


M23612 




NP_072179 


210624_s_at 


0.010205 


gb:BC000109.1 /DEF=Homo 
sapiens, Similar to ilvB (bacterial 
acetolactate synthase)-like, clone 
MGC:1269, mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
ilvB Abacterial 
acetolactatesynthase)-like 
/DB_XREF=gi:12652718 
/UG=Hs.78880 ilvB (bacterial 
acetolactate synthase)-like 
/FL=gb:BC000109.1 


BC000109 




NP_789796 


210629_x_at 


0.004341 


gb:AF000425.1 /DEF=Homo 
sapiens LST1 mRNA, cLSTIA 
splice variant, complete cds. 
/FEA=mRNA /GEN=LST1 
/DB_XREF=gi:2145065 
/UG=Hs.88411 lymphocyte 
antigen 117 /FL=gb:AF000425.1 


AF000425 




NP_009092 


210638_s_at 


1.26E-04 


gb:AF1 76704.1 /DEF=Homo 
sapiens F-box protein FBX9 
mRNA, complete cds. 
/FEA=mRNA /PROD=F-box 
protein FBX9 
/DB_XREF=gi:61 03646 
/UG=Hs,11050 F-box only protein 
9 /FL=gb:AF176704.1 


AF1 76704 




NP_258442 



508 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210639_s_at 


2.05E-04 


gb:AF293841.1 /DEF=Homo 
sapiens apoptosis-related protein 
(APG5L) mRNA, complete cds, 
alternatively spliced. /FEA=mRNA 
/GEN=APG5L /PROD=apoptosis- 
related d rote in 
/DB_XREF=gi:12006863 
/UG=Hs.11171 APG5 (autophagy 
5, S. cerevisiae)-like 
/FL=gb:AF293841.1 


AF293841 




NP_004840 


210644_s_at 


7.58E-04 


gb:AF109683.1 /DEF=Homo 
sapiens leukocyte-associated Ig- 
like receptor 1b mRNA, complete 
cds. /FEA=mRNA 
/PROD=leukocyte-associated Ig- 
like recentor 1 h 
/DB_XREF=gi:6563041 
/UG=Hs. 1 1 5808 leukocyte- 
associated Ig-like receptor 1 
/FL=gb:AF251 509.2 
gb:NM_021 706.1 gb:AF1 09683.1 


AF1 09683 




NP_068354 


210646_x_at 


0.007779 


gb:BC001675.1 /DEF=Homo 
sapiens, ribosomal protein L13a, 
clone MGC:2546, mRNA, 
complete cds. /FEA=mRNA 

/PROn=rihfi^nmal nrntpin 1 
/DB_XREF=gi: 12804528 
/UG=Hs. 119122 ribosomal protein 
L13a /FL=gb:BC001675.1 
gb:BC001836.1 


BC001675 




NP_036555 


210647_x_at 


0.004341 


gb:AF102988.1 /DEF=Homo 
sapiens Ca2+-independent 
phospholipase A2 short isoform 
(iPLA2) mRNA, complete cds. 
/FEA=mRNA /GEN=iPLA2 
/PROD=Ca2+-independent 
phospholipase A2 short isoform 
/DB_XREF=gi:5305593 
/UG=Hs. 120360 phospholipase 
A2, group VI (cytosolic, calcium- 
independent) /FL=gb:AF102988.1 


AF1 02988 




NP_003551 



509 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210648_x_at 


1.26E-04 


gb:AB047360.1 /DEF=Homo 
sapiens SNX 3A mRNA for 
sortina nexin 3A rnmnlpfp rrta 
/FEA=mRNA /GEN=SNX 3A 
/PROD=sorting nexin 3A 
/DB_XREF=gi: 129571 59 
/UG=Hs.12102 sorting nexin 3 
/FL=gb:AB047360.1 


AB047360 




NP_690041 


210667_s_at 


6.93E-04 


gb:D86062.1 /DEF=Human mRNA 
for KNP-lb, complete cds. 
/FEA=mRNA /GEN=KNP-I 
/PROD=KNP-lb 
/DB_XREF=gi: 154581 4 
/UG=Hs. 182423 ES1 (zebrafish) 
protein, human homolog of 
/FL=gb:D86062.1 


D86062 




NP_004640 


210679_x_at 


0.003171 


gb:BC002629.1 /DEF=Homo 
sapiens, clone MGC:3878, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 

/ 1 1 f A 1 1 II \ l 1/ t it 1 W L«/ \m/ 1 1 IX 1 1 W ft 1 1 

(protein for MGC:3878) 
/DB_XREF=gi: 12803588 
/UG=Hs.211563 B-cell 
CLLIymphoma 7A 
/FL=gb:BC002629.1 


BC002629 






210685_s_at 


0.004026 


gb:AB028839.1 /DEF=Homo 
sapiens HDNB1(homzygously 
deleted in neuroblastoma-1)UFD2 
mRNA, complete cds. 
/FEA=mRNA /GEN=HDNB1 UFD2 
/PROD=homzygously deleted in 
neuroblastoma-1 UFD2 
/DB XRFF=aM^1fi4fifi 
/UG=Hs.24594 ubiquitination 
factor E4B (homologous to yeast 
UFD2) /FL=gb:AB028839.1 


AB028839 




NP_006039 


210686_x_at 


1.26E-04 


gb:BC001407.1 /DEF=Homo 
sapiens, Similar to cytochrome c- 
like antigen, clone MGC:2960, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
cytochrome c-like antigen 
/DB_XREF=gi:12655110 
/UG=Hs.253070 Homo sapiens, 
Similar to cytochrome c-like 
antigen, clone MGC:2960, 
mRNA, complete cds 
/FL=gb:BC001407.1 


BC001407 







510 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210691_s_at 


5.03E-04 


gb:AF275803.1 /DEF=Homo 
saDiens PNAS-107 mRNA 
complete cds. /FEA=mRNA 
/PROD=PNAS-107 
/DB_XREF=gi: 10834769 
/UG=Hs.27258 calcyclin binding 
protein /FL=gb:AF275803.1 


AF275803 




NP_055227 


210692_s_at 


0.001483 


gb:BC003163.1 /DEF=Homo 
sapiens, Similar to selectively 
expressed in embryonic epithelia 
protein-1, clone MGC:4220, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 

cplpptjwplw pynrp^Qpri in 

OCICUUVCly CAUI WwOCU III 

embryonicepithelia protein-1 
/DB_XREF=gi:131 11980 
/UG=Hs.274453 hypothetical 
protein DKFZp762A227 
/FL=gb:BC003163.1 


BC003163 






210706_s_at 


6.68E-04 


gb:BC000213.1 /DEF=Homb 
sapiens, ring finger protein 24, 
clone MGC1815 mRNA 
complete cds. /FEA=mRNA 
/PROD=ring finger protein 24 
/DB_XREF=gi: 12802985 
/UG=Hs.30524 ring finger protein 
24 /FL=gb:BC000213.1 


BC000213 




NP_009150 


210715_s_at 


0.016934 


gb:AF027205.1 /DEF=Homo 
sapiens Kunitz-type protease 
inhibitor (kop) mRNA, complete 
rri<; /FFA=mRNA /HFN=knn 

tUo. / 1 1 1 I IAIN /A /VjC-IN — r\U p 

/PROD=Kunitz-type protease 
inhibitor /DB_XREF=gi:2598967 
/UG=Hs.31439 serine protease 
inhibitor, Kunitz type, 2 
/FL=gb:AF027205.1 


AF027205 




NP_066925 


210716_s_at 


1.26E-04 


gb:M97501.1 /DEF=Human 
cytoplasmic linker protein-1 70 
alpha-2 (CLIP-170) mRNA, 
complete cds. /FEA=mRNA 
/PROD=cytoplasmic linker protein- 
170 alpha-2 
/DB_XREF=gi: 180621 
/UG=Hs.31638 restin (Reed- 
Steinberg cell-expressed 
intermediate filament-associated 
protein) /FL=gb:M97501.1 


M97501 




NP_002947 



511 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210718_s_at 


0.037567 


gb:AF1 19889.1 /DEF=Homo 
sapiens PR02667 mRNA, 

mmnlpfp rrlQ /FFA=mRMA 

/PROD=PR02667 
/DB_XREF=gi:7770214 
/UG=Hs.321170 Homo sapiens 
PR02667 mRNA, complete cds 
/FL=gb:AF1 19889.1 


AF1 19889 




NP_005812 


210756_s_at 


0.005768 


gb:AF308601.1 /DEF=Homo 

complete cds. /FEA=mRNA 
/GEN=N2 /PROD=NOTCH 2 
/DB_XREF=gi: 11 275977 
/UG=Hs.8121 Notch (Drosophila) 
homolog 2 /FL=gb:AF308601.1 


AF308601 






210759_s_at 


0.033381 


gb:M64992.1 /DEF=Human 
prosomal protein . P30-33K (pros- 
30) mRNA, complete cds. 

/FFA=mRMA /nFM=nroQ-?H 

/PROD=prosomal protein P30-33K 
/DB_XREF=gi: 190446 
/UG=Hs.82159 proteasome 
(prosome, macropain) subunit, 
alpha type, 1 /FL=gb:M64992.1 


M64992 




NP_683877 


210772_at 


0.013223 


gb:M88107.1 /DEF=Human formyl 
peptide receptor (FPR2) mRNA, 
complete cds. /FEA=mRNA 
/GEN=FPR2 /PROD=formyl 
peptide receptor 

/UD^AKtr-yl. loyoOZ 

/UG=Hs.99855 formyl peptide 
receptor-like 1 /FL=gb:M76672.1 
gb:M84562.1 gb:M88107.1 
gb:U81501.1 gb:AF054013.1 
gb:NM_001462.1 


M88107 




NP_001453 


210775_x_at 


6.79E-04 


gb:AB01 5653.1 /DEF=Homo 
sapiens mRNA for caspase-9 
beta, complete cds. /FEA=mRNA 
/PROD=caspase-9 beta 
/DB XREF=ai 5103139 
/UG=Hs. 100641 caspase 9, 
apoptosis-related cysteine 
protease /FL=gb:AF093130.1 
gb:AF1 10376.1 gb:AB01 5653.1 
gb:AB020979.1 


AB015653 




NP_1 27463 



512 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210788_s_at 


1.26E-04 


gb:AF126782.1 /DEF=Homo 
sapiens retinal short-chain 
dehydrogenasereductase retSDR4 
mRNA, complete cds. 

/FFA=mRNA /PROD=rptinal <shnrt- 

chain 

dehydrogenasereductaseretSDR4 
/DB_XREF=gi:6318547 
/UG=Hs. 109201 CGI-86 protein 
/FL=gb:AF126782.1 


AF1 26782 






210789_x_at 


0.042536 


gb:L00692.1 /DEF=Human 
carcinoembryonic antigen (CGM1) 
mRNA, complete cds. 

/FFA=mRNA /(^FN=PnM1 

/PROD=carcinoembryonic antigen 
/DB_XREF=gi: 180226 /UG=Hs.11 
carcinoembryonic antigen-related 
cell adhesion molecule 3 
/FL=gb:L00692.1 


L00692 




NP_001806 


210793_s_at 


5.03E-04 


gb:U41815.1 /DEF=Human 
nucleoporin 98 (NUP98) mRNA, 

/GEN=NUP98 /PROD=nucleoporin 
98 /DB_XREF=gi:1184172 
/UG=Hs.1 12255 nucleoporin 98kD 
/FL=gb:U41815.1 


U41815 




NP_624358 


210835_s_at 


0.016934 


gb:AF222711.1 /DEF=Homo 
sapiens ribeye mRNA, complete 
cds. /FEA=mRNA /PROD=ribeye 

/UD ArxCr— gi. i^uotooz 

/UG=Hs.171391 C-terminal 
binding protein 2 
/FL=gb:AF222711.1 
gb:NM_022802.1 


AF222711 




NP_073713 


210840_s_at 


0.007779 


gb:D29640.1 /DEF=Human mRNA 
for KIAA0051 gene, complete 
cds /FEA=mRNA 
/GEN=KIAA0051 
/DB_XREF=gi:473930 
/UG=Hs.1742 IQ motif containing 
GTPase activating protein 1 
/FL=gb:D29640.1 


D29640 




NP_003861 



513 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210844_x_at 


5.03E-04 


gb:D14705.1 /DEF=Human mRNA 
for alpha-catenin, complete cds. 
/FEA=mRNA /PROD=human 
alpha-catenin 

/[")R XRFF=ni-41*i^0*i 

/UG=Hs. 178452 catenin (cadherin- 
associated protein), alpha 1 
(102kD) /FL=gb:BC000385.1 
gb:D14705.1 gb:D13866.1 


D14705 




NP_001894 


210845_s_at 


0.00161 


gb:U08839.1 /DEF=Human 
urokinase-type plasminogen 
activator receptor mRNA, 
complete cds. /FEA=mRNA 

/rr\uu — ui UMi idoc ly pc 

plasminogen activator receptor 
/DB_XREF=gi:517197 
/UG=Hs. 179657 plasminogen 
activator, urokinase receptor 
/FL=gb:U08839.1 


U08839 




NP_002650 


210858_x_at 


0.013223 


gb:U26455.1 /DEF=Human 
phosphatidylinositol 3-kinase 
homolog (ATM) mRNA, complete 
cds. /FEA=mRNA /GEN=ATM 
/PROD=phosphatidylinositol 3- 
kinase homolog 

/nR YRPP-ni ft7n7Rc; 
/UD Ar\Cr — yi.Of Uf OO 

/UG=Hs. 194382 ataxia 
telangiectasia mutated (includes 
complementation groups A, C 
and D) /FL=gb:U26455.1 


U26455 




NP_612150 


210859_x_at 


0.001618 


gb:AF077973.1 /DEF=Homo 
sapiens clone 36 CLN3 protein 
(CLN3) mRNA, complete cds. 
/FEA=mRNA /GEN=CLN3 
/PROD=CLN3 protein 
/DB XREF=ar5801864 
/UG=Hs. 194660 ceroid- 
lipofuscinosis, neuronal 3, 
juvenile (Batten, Spielmeyer-Vogt 
disease) /FL=gb: AF077973. 1 


AF077973 




NP_000077 



514 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210872_x_at 


0.022752 


gb:BC001 152.1 /DEF=Homo 
sapiens, growth arrest-specific 7, 

uiumg iviow. lot/, iiir\i>ir\, 
complete cds. /FEA=mRNA 
/PROD=growth arrest-specific 7 
/DB_XREF=gi: 12654630 
/UG=Hs.226133 growth arrest- 
specific 7 /FL=gb:BC001 152.1 


BC001152 




NP_005881 


210875_s_at 


0.001848 


gb:U12170.1 /DEF=Human zinc 
finger homeodomain protein 
mRNA, complete cds. 

/CCA — mDMA /DDOr^ — 7\nr* f inn or 

/r ca- mrviNM /r r\L/U— zinc nnger 
homeodomain protein 
/DB_XREF=gi:529172 
/UG=Hs.232068 transcription 
factor 8 (represses interleukin 2 
expression) /FL=gb:U12170.1 


U12170 




NP_1 10378 


210878_s_at 


5.03E-04 


gb:BC001202.1 /DEF=Homo 
sapiens, clone MGC:3185, 
mRNA, complete cds. 

/FFA=mRNA /PROn=l Jnknnwn 

/ 1 L^./A — 1 1 1 r\ IN/A / r rxV^/L/ - ' UI1IM IUWI 1 

(protein for MGC:3185) 
/DB_XREF=gi: 12654720 
/UG=Hs.24125 putative zinc 
finger protein /FL=gb:BC001202.1 


BC001202 




NP_057688 


210879_s_at 


0.002418 


gb:AF334812.1 /DEF=Homo 
sapiens Rab11 interacting protein 
Rip11a mRNA, complete cds. 

/PPA-mPMA /DRfin- Roh1 1 
/r CM- mrxINA /rr\UU-r\aD I I 

interacting protein Rip11a 
/DB_XREF=gi:1 3377896 
/UG=Hs.24557 KIAA0857 protein 
/FL=gb:AF334812.1 


AF334812 




NP_056285 


210891_s_at 


3.26E-04 


gb:AF035737.1 /DEF=Homo 
sapiens general transcription 
factor 2-I (GTF2I) mRNA, 
complete cds. /FEA=mRNA 
/GEN=GTF2I /PROD=general 
transcriotion factor 2-I' 
alternativesplice product 
/DB_XREF=gi:2827179 
/UG=Hs.278589 general 
transcription factor II, i 
/FL=gb:AF035737.1 


AF035737 




NP_1 27496 



515 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210907_s_at 


1.26E-04 


gb:BC002506.1 /DEF=Homo 
sapiens, programmed cell death 

IU, dUIIC? IVIUO. llllAlNM, 

complete cds. /FEA=mRNA 
/PROD=programmed cell death 
10 /DB_XREF=gi: 12803370 
/UG=Hs.28866 programmed cell 
death 10 /FL=gb:BC002506.1 


BC002506 




NP_665859 


210915_x_at 


7.58E-04 


gb:M15564.1 /DEF=Human T-cell 
receptor rearranged beta-chain V- 
region ^v-u-jj rnrxiNM, cornpieie 
cds. /FEA=mRNA /GEN=TCRB 
/DB_XREF=gi:339011 
/UG=Hs.303157 T cell receptor 
beta locus /FL=gb:M1 5564.1 


M 15564 






210926_at 


0.00228 


gb:AY014272.1 /DEF=Homo 
sapiens FKSG30 (FKSG30) , 
mRNA, complete cds. 
/FEA=mRNA /GEN=FKSG30 

/ 1 r\ LJ l r\0O O U 

/DB_XREF=gi: 12408251 
/UG=Hs.315492 Homo sapiens 
FKSG30 (FKSG30) mRNA, 
complete cds /FL=gb:AY014272.1 


AY0 14272 






210927_x_at 


7.58E-04 


gb:BC004239.1 /DEF=Homo 
sapiens, jumping translocation 
breakpoint, clone MGC: 10274, 
mRNA, complete cds. 
/FEA=mRNA /PROD=jumping 
translocation breakpoint 
/UD_Ar\tr- gi. i oz / oyoo 
/UG=Hs.323093 Homo sapiens, 
jumping translocation breakpoint, 
clone MGC: 10274, mRNA, 
complete cds /FL=gb:BC004239.1 


BC004239 




NP_006685 


210942_s_at 


0.010205 


gb:AB022918.1 /DEF=Homo 
sapiens mRNA for alpha2,3- 
sialyltransferase ST3Gal VI, 
complete cds. /FEA=mRNA 
/GEN=ST3Gal VI 
/PROn=alnhfl9 'V^ialvltran^fpra^p 
ST3Gal VI /DB_XREF=gi:4827246 
/UG=Hs.34578 alpha2,3- 
sialyltransferase 
/FL=gb:AB022918.1 


AB022918 




NP_006091 



516 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210943_s_at 


1.26E-04 


gb:U84744.1 /DEF=Human 
Chediak-Higashi syndrome protein 
short isoform (LYST) mRNA, 
complete cds. /FEA=mRNA 
/GEN=LYST /PROD=Chediak- 
Higashi syndrome protein short 
isoform /DB_XREF=gi:2654473 
/UG=Hs.36508 Chediak-Higashi 
syndrome 1 /FL=gb:U84744.1 


U84744 




NP_000072 


210944_s_at 


0.005852 


gb:BC003169.1 /DEF=Homo 
sapiens, Similar to calpain 3, 
(d94} clone MGC'4403 mRNA 
complete cds. /FEA=mRNA 
/PROD=Similar to calpain 3, 
(p94) /DB_XREF=gi:13111992 
/UG=Hs.40300 calpain 3, (p94) 
/FL=gb:BC003169.1 


BC003169 




NP_775113 


210950_s_at 


1.26E-04 


gb:BC003573.1 /DEF=Homo 
sapiens, farnesyl-diphosphate 
farnesyltransferase 1, clone 
MGC:2200, mRNA, complete cds. 
/FEA=mRNA /PROD=farnesyl- 
diDhosohate farnesvltransferase 1 
/DB_XREF=gi:13097746 
/UG=Hs.48876 farnesyl- 
diphosphate farnesyltransferase 1 
/FL=gb:BC003573.1 


BC003573 




NP_004453 


210951_x_at 


3.26E-04 


gb:AF1 25393.1 /DEF=Homo 
sapiens Rab27 isoform mRNA, 
complete cds. /FEA=mRNA 
/PROD=Rab27 isoform 
/DB_XREF=gi:5410356 
/UG=Hs.50477 RAB27A, member 
RAS oncogene family 
/FL=gb:AF1 25393.1 


AF1 25393 




NP_004571 



517 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210965_x_at 


0.002418 


gb:BC001274.1 /DEF=Homo 
sapiens, Similar to cell division 
cycle 2-like 5 (cholinesterase- 
related cell division controller), 
clone MGC:5091. mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to cell division 
cycle 2-like 5(cholinesterase- 

rplfltpri rpll Hi\/i^inn mntrnllpr^ 
/DB_XREF=gi: 12654860 
/UG=Hs.59498 cell division cycle 
2-like 5 (cholinesterase-related 
cell division controller) 
/FL=gb:BC001274.1 


BC001274 




NP_1 12557 


210966_x_at 


0.00545 


gb:BC001460.1 /DEF=Homo 
sapiens, Similar to hypothetical 
protein FLJ 10378, clone 
MGC:2954, mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
hypothetical protein FLJ 10378 
/DB_XREF=gi: 12655204 
/UG=Hs.6214 KIAA0731 protein 
/FL=gb:BC001460.1 


BC001460- 




NP_056130 


210968_s_at 


0.02145 


gb:AF333336.1 /DEF=Homo 
sapiens testis specific reticulon 5 

nmtpin mRNA pnmnlptp ivte 

/FEA=mRNA /PROD=testis 
specific reticulon 5 protein 
/DB_XREF=gi:13377627 
/UG=Hs.65450 reticulon 4 
/FL=gb:AF333336.1 


AF333336 




NP_722550 


210969_at 


0.003529 


gb:AF1 18089.1 /DEF=Homo 
<?anipn«; PROS>fi49 mRNA 

complete cds. /FEA=mRNA 
/PROD=PRO2042 
/DB_XREF=gi:6650823 
/UG=Hs.69171 protein kinase C- 
like 2 /FL=gb:AF1 18089.1 


AF1 18089 




NP_006247 


210972_x_at 


2.05E-04 


gb:M 15565.1 /DEF=Human T-cell 
receptor rearranged alpha-chain 
V-region (V-D-J) mRNA, 
complete cds. /FEA=mRNA 
/GEN=TCRA 
/DB_XREF=gi:338765 
/UG=Hs.74647 Human T-cell 
receptor active alpha-chain 
mRNA from JM cell line, 
complete cds /FL=gb:M 15565.1 


M15565 







518 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210980_s_at 


1.26E-04 


gb:U47674.1 /DEF=Homo sapiens 
putative heart protein PHP 
mRNA, complete cds. 
/FEA=mRNA /PROD=PHP 
/DB_XREF=gi:3860239 
/UG=Hs.75811 N-acylsphingosine 
amidohydrolase (acid ceramidase) 
/FL=gb:U47674.1 


U47674 




NP_808592 


210981_s_at 


0.001618 


gb:AF040751.1 /DEF=Homo 
sapiens G protein-coupled 
receptor kinase 6, splice variant 
B (GRK6) mRNA, complete cds. 
/FEA=mRNA /GEN=GRK6 
/PROD=G protein-coupled 
recentor kina^p 6 snlirpvariant B 
/DB_XREF=gi:3005015 
/UG=Hs.76297 G protein-coupled 
receptor kinase 6 
/FL=gb:AF040751.1 


AF040751 




NP_002073 


210986_s_at 


0.00161 


gb:Z24727.1 /DEF=H.sapiens 
tronomvosin isoform mRNA 
complete CDS. /FEA=mRNA 
/PROD=tropomyosin isoform 
/DB_XREF=gi:854188 
/UG=Hs.77899 tropomyosin 1 
(alpha) /FL=gb:Z24727.1 


Z24727 




NP_000357 


210987 x at 

C~ 1 \J\J\J 1 A GIL 


1 ?RF-f)4 


nhM1Q?fi7 1 /DFF=Human 
yu. ivi i c;z.u / . 1 r — iiuHictii 

tropomyosin mRNA, complete 
cds. /FEA=mRNA 
/DB_XREF=gi:339943 
/UG=Hs.77899 tropomyosin 1 
(alpha) /FL=gb:M19267.1 


M1Q9R7 

IVI 1 C/^O / 






210996_s_at 


3.26E-04 


gb:U43430.1 /DEF=Human 
epsilon isoform 14-3-3 protein 
mRNA, complete cds. 
/FEA=mRNA /PROD=14-3-3 
protein /DB_XREF=gi:4096984 
/UG=Hs.79474 tyrosine 3- 
monooxygenasetryptophan 5- 
monooxygenase activation 
protein, epsilon polypeptide 
/FL=gb:U43399.1 gb:U43430.1 


U43430 




NP_006752 



519 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


211015_s_at 


2.05E-04 


gb:L1 2723.1 /DEF=Human heat 
shock protein 70 (hsp70) mRNA, 
complete cds. /FEA=mRNA 
/GEN=hsp70 /PROD=heat shock 
protein 70 /DB_XREF=gi:292159 
/UG=Hs.90093 heat shock 70kD 
protein 4 /FL=gb:L1 2723.1 


L12723 






211025_x_at 


1.26E-04 


gb:BC006229.1 /DEF=Homo 
sapiens, cytochrome c oxidase 
subunit Vb, clone MGC: 10622, 
mRNA comDlete cds 
/FEA=mRNA /PROD=cytochrome 
c oxidase subunit Vb 
/DB XREF=gi: 13623258 
/FL=gb:BC006229.1 


BC006229 : 




NP_001853 


211026_s_at 


0.004341 


gb:BC006230.1 /DEF=Homo 
sac-iens IvsoDhosDholiDase-like 
clone MGC: 10338, mRNA, 
complete cds. /FEA=mRNA 
/PROD=lysophospholipase-like 
/DB_XREF=gi: 13623260 
/FL=gb:BC006230.1 


BC006230 




NP_009214 


211034_s_at 


0.005339 


gb:BC006270.1 /DEF=Homo 
saDiens clonp MGCM1291 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC: 11291) 
/DB_XREF=gi: 13623331 
/FL=gb:BC006270.1 


BC006270 






211040_x_at 


0.004341 


gb:BC006325.1 /DEF=Homo 
sapiens, G-2 and S-phase 
expressed 1 clonp MGC' 12560 
mRNA, complete cds. 
/FEA=mRNA /PROD=G-2 and S- 
phase expressed 1 
/DB_XREF=gi: 13623450 
/FL=gb:BC006325.1 


BC006325 




NP_057510 


211043_s_at 


0.001116 


gb:BC006332.1 /DEF=Homo 
sapiens, clathrin, light polypeptide 
(Lcb), clone MGC: 12930, mRNA, 
complete cds. /FEA=mRNA 
/PROD=clathrin, light polypeptide 
(Lcb) /DB_XREF=gi: 13623458 
/FL=gb:BC006332.1 


BC006332 




NP_009028 



520 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


211047_x_at 


0.013223 


gb:BC006337.1 /DEF=Homo 
saDiens rlnnp MGC' 127QR 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC: 12798) 
/DB_XREF=gi: 13623468 
/FL=gb:BC006337.1 


BC006337 




NP_067586 


211058_x_at 


5.03E-04 


gb:BC006379.1 /DEF=Homo 

^3nipn^ tiihiilin alnha 1 flnn^ 

oapici lo, luUUlll I GlyJMa l, OIUI ic 

MGC: 12832, mRNA, complete 
cds. /FEA=mRNA /PROD=tubulin 
alpha 1 /DB XREF=gi: 13623540 
/FL=gb:BC006379.1 


BC006379 




NP_006073 


211060_x_at 


0.002418 


gb:BC006383.1 /DEF=Homo 
^anipn^ rlnnp MCifM ?fifi^ 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC: 12663) 
/DB_XREF=gi: 13623546 
/FL=gb:BC006383.1 


BC006383 




NP_003792 


211067_s_at 


0.016074 


gb:BC006454.1 /DEF=Homo 

^anipn^ nrnwth arrp^t-^nprifir 7 

clone MGC: 1348, mRNA, 
complete cds. /FEA=mRNA 
/PROD=growth arrest-specific 7 
/DB_XREF=gi: 13623656 
/FL=gb:BC006454.1 


BC006454 




NP_005881 


211068_x_at 


0.010205 


gb:BC006456.1 /DEF=Homo 

^anipriQ rlnnp hAC^C^'AAOft 

OajJICI 19, OIVJI 1CT IVIVJIV_/. IMZ-U, 

mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC: 1426) 
/DB_XREF=gi: 13623660 
/FL=gb:BC006456.1 


BC006456 






211072_x_at 


5.03E-04 


gb:BC006481.1 /DEF=Homo 

^anipn^ tuhulin ^Inha 1 Hnnp 

MGC:4387, mRNA, complete cds. 
/FEA=mRNA /PROD=tubulin 
alpha 1 /DB_XREF=gi: 13623706 
/FL=gb:BC006481.1 


BC006481 




NP_006073 


211073_x_at 


0.041055 


gb:BC006483.1 /DEF=Homo 
sapiens ribosomal Drotein L3 
clone MGC:4393, mRNA, 
complete cds. /FEA=mRNA 
/PROD=ribosomal protein L3 
/DB_XREF=gi: 13623708 
/FL=gb:BC006483.1 


BC006483 




NP_000958 



521 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein I 

Accession 

No. 


211074_at 


0.003171 


gb:AF000381.1 /DEF=Homo 
sapiens non-functional folate 

hinHinn nrotpin mRMA mmnlQto 

UIIIUIII^ UlCII I IIIIMNrV, UUllljJICLC 

cds. /FEA=mRNA /PROD=non- 
functional folate binding protein 
/DB XREF=gi:2565195 
/FL=gb:AF000381.1 


AF000381 






211075_s_at 


1.26E-04 


gb:Z25521.1 /DEF=H.sapiens 

II l Ley Mil dooUuldlcU Ul ULCII l 

mRNA, complete CDS,. 
/FEA=mRNA /PROD=integrin 
associated protein 
/DB_XREF=gi: 396704 
/FL=gb:Z25521.1 


Z25521 




NP_001768 


211085_s_at 


5.03E-04 


gb:Z25430.1 /DEF=H.sapiens 

nmtpin-QPrinpthrpnninA kin^QA 

JJI UlCII l OCI II ICLI II CUI III 1 C r\ll ICIOC 

gene, complete CDS. 
/FEA=mRNA /PROD=protein- 
serinethreonine kinase 
/DB_XREF=gi:405738 
/FL=gb:Z25430.1 


Z25430 




NP_006273 


211087_x_at 


0.011725 


gb:Z25432.1 /DEF=H.sapiens 

\Jl ULCII 1 OCI II ICLI II CUI III 1C Ml IdoC 

gene, complete CDS. 
/FEA=mRNA /PROD=protein- 
serinethreonine kinase 
/DB_XREF=gi:405742 
/FL=gb:Z25432.1 


Z25432 




NP_620583 


211097_s_at 


0.009689 


gb:BC003111.1 /DEF=Homo 
sapiens, Similar to pre-B-cell 
leukemia transcription factor 2, 
clone MGC:2174, mRNA, 
complete cds. /FEA=mRNA 

/PROn= Similar tn nrp-R-r^ll 

/ i r\ w L-» — Oil 1 Midi LU pi C D UCII 

leukemia transcriptionfactor 2 
/DB_XREF=gi:13111886 
/UG=Hs.93728 pre-B-cell 
leukemia transcription factor 2 
/FL=gb:BC003111.1 


BC003111 






211098_x_at 


6.68E-04 


gb:AF277194.1 /DEF=Homo 
sapiens PNAS-136 mRNA, 
comdete cds /FEA=mRNA 
/PROD=PNAS-136 
/DB_XREF=gi:12751112 
/UG=Hs.93832 putative 
membrane protein 
/FL=gb:AF277194.1 


AF277194 




NP_061899 



522 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


211100_x_at 


0.026891 


gb:U82278.1 /DEF=Human 
immunoglobulin-like transcript 1c 
mRNA, complete cds. 
/FEA=mRNA 

/PROD=immunoglobulin-like 
transcript 1c 
/DB XREF=ai- 1907322 
/UG=Hs.94498 leukocyte 
immunoglobulin-like receptor, 
subfamily A (with TM domain), 
member 2 /FL=gb:U82278.1 
gb:AF025531.1 


U82278 




NP_006857 


211121_s_at 


0.002989 


gb:AF180527.1 /DEF=Homo 
sapiens p22Dokdel (DOKDEL) 
mRNA, complete cds. 
/FEA=mRNA /GEN=DOKDEL 
/PROD=D22Dokdel 
/DB_XREF=gi:6606314 
/UG=Hs. 103854 docking protein 
1, 62kD (downstream of tyrosine 
kinase 1) /FL=gb:AF1 80527.1 


AF1 80527 




NP_001372 


211137_s_at 


0.0375 


gb:AF1 89723.2 /DEF=Homo « 
sapiens calcium transport ? 
ATPase ATP2C1 (ATP2C1A) 
mRNA, complete cds. 
/FEA=mRNA /GEN=ATP2C1A 

/PROn=r*alp'ii im tranQnnrt ATPacp 

/ 1 1 \V/U — VsCillslUI 1 1 U Cll IOJJvSI l r\ \ rcioc 

ATP2C1 /DB_XREF=gi:6826913 
/UG=Hs. 106778 ATPase, Ca++ 
transporting, type 2C, member 1 
/FL=gb:AF1 89723.2 


AF1 89723 




NPJ355197 


211144_x_at 


0.026891 


gb:M30894.1 /DEF=Human T-cell 
receptor Ti rearranged gamma- 

rhain mRNA \1- \~C\ r&n'mn 

complete cds. /FEA=mRNA 
/GEN=CD3G 
/DB_XREF=gi:339406 
/UG=Hs.1 12259 T cell receptor 
gamma locus /FL=gb:M30894.1 


M30894 






211160_x_at 


0.033491 


gb:M95178.1 /DEF=Human non- 
muscle alpha-actinin mRNA, 
complete cds. /FEA=mRNA 
/GEN=ACTN1 /PROD=alpha- 
actinin /DB_XREF=gi: 178051 
/UG=Hs.1 19000 actinin, alpha 1 
/FL=gb:M95178.1 


M95178 




NP_001093 



523 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


211202_s_at 


0.013223 


gb:AF087481.1 /DEF=Homo 
sapiens retinoblastoma binding 
protein 2 homolog 1 (RBBP2H1) 
mRNA, complete cds. 
/FEA=mRNA /GEN=RBBP2H1 
/PROD=retinoblastoma binding 

nrnfpin 0 hnmnlnn 1 

/DB_XREF=gi:4322487 
/UG=Hs.143323 putative 
DNAchromatin binding motif 
/FL=gb:AF087481.1 


AF087481 




NP_006609 


211220_s_at 


0.038535 


gb:BC005329.1 /DEF=Homo 
sapiens, Similar to heat shock 
transcription factor 2, clone 
MGC:12415, mRNA, complete 
cds. /FEA=mRNA /PROD=Similar 
to heat shock transcriotion factor 
2 /DB_XREF=gi:13529106 
/UG=Hs.158195 heat shock 
transcription factor 2 
/FL=gb:BC005329.1 


BC005329 




NP_004497 


211251_x_at 


0.007052 


gb:U78774.1 /DEF=Human NFY- 

C\ mRMA pnmnlpt^ rrlQ 

v_/ llirxlNrA, OUMl|JIClC Olio. 

/FEA=mRNA /PROD=NFY-C 
/DB_XREF=gi:2327008 
/UG=Hs.168157 nuclear 
transcription factor Y, gamma 
/FL=gb:U78774.1 


U78774 




NP_055038 


211252_x_at 


0.013575 


gb:U36759.1 /DEF=Human pre-T 
cell receptor alpha-type chain 
precursor, mRNA, complete cds. 

/FFA=mRNA /PROD=nrp-T ppII 

receptor alpha-type chain 
precursor /DB_XREF=gi: 11 27580 
/UG=Hs. 169002 Human pre TCR 
alpha mRNA, partial cds 
/FL=gb:U36759.1 


U36759 




NP_612153 


211255_x_at 


0.004541 


gb:AF064605.1 /DEF=Homo 
sapiens KE05 protein mRNA, 
complete cds. /FEA=mRNA 
/PROD=KE05 protein 
/DB_XREF=gi:31 52663 
/UG=Hs. 169681 death effector 
domain-containing 
/FL=gb:AF064605.1 


AF064605 




NP_1 27491 



524 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 
Accession 
No. ! 


Protein 

Accession 

No. 


211275_s_at 


1.26E-04 


gb:AF087942.1 /DEF=Homo 

canipno. nlw^nrtonin-1 1 mRMA 

complete cds. /FEA=mRNA 
/PROD=glycogenin-1L 
/DB_XREF=gi:5814084 
/UG=Hs. 174071 glycogenin 
/FL=gb:AF087942.1 


AF087942 




NP_004121 


211284_s_at 


0.041055 


gb:BC000324.1 /DEF=Homo 
sapiens, Similar to granulin, 

Hnno IV/lf^P-ft/lftn mRMA 
UlUllc IVIoO.O^OU, rn rxINM, 

complete cds. /FEA=mRNA 
/PROD=Similar to granulin 
/DB_XREF=gi:12653114 
/UG=Hs. 180577 granulin 
/FL=gb:BC000324.1 


BC000324 




NP_002078 


211285_s_at 


0.041055 


gb:U84404.1 /DEF=Human E6- 
associated protein E6-APubiquitin- 
protein ligase (UBE3A) mRNA, 
alternatively spliced, complete 
cds. /FEA=mRNA /GEN=UBE3A 
/PROD=E6-associated protein E6- 
APubiquitin-proteinligase 
/DB_XREF=gi:1872513 
/uo— ns. i oudod uDicfuiiin proiein 
ligase E3A (human papilloma 
virus E6-associated protein, 
Angelman syndrome) 
/FL=gb:AF273050.1 gb:U84404.1 


U84404 


f 


NP_570854 


211286_x_at 


0.009716 


gb:L29349.1 /DEF=Homo sapiens 
granulocyte-macrophage colony- 
stimulating factor receptor alpha- 
subunit 3 (GM-CSF-RA3) mRNA, 
complete cds. /FEA=mRNA 
/GEN=GM-CSF-RA3 
/PROD=granulocyte-macrophage 
colony-stimulating factorreceptor 
alDha-subunit 3 
/DB_XREF=gi:460284 
/UG=Hs. 182378 colony 
stimulating factor 2 receptor, 
alpha, low-affinity (granulocyte- 
macrophage) /FL=gb:L29349.1 


L29349 




NP_758452 



525 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


211287_x_at 


1.26E-04 


gb:M64445.1 /DEF=Human GM- 
CSF receptor mRNA, complete 
cds. /FEA=mRNA /GEN=GM-CSF 
rprpntnr /PROr)=f5M-f:SF 
receptor /DB XREF=gi: 183361 
/UG=Hs. 182378 colony 
stimulating factor 2 receptor, 
alpha, low-affinity (granulocyte- 
macrophage) /FL=gb:M64445.1 


M64445 




NP_758452 


211296_x_at 


0.026891 


gb:AB009010.1 /DEF=Homo 
sapiens mRNA for polyubiquitin 
UbC, complete cds. /FEA=mRNA 

/f5FN=UhP1 /PRnn=nnlviihiniiitin 

/VjlIN-UUO 1 / l l\ w L-/~" pUly U UIL| U Kill 

UbC /DB_XREF=gi:2647407 
/UG=Hs. 183704 ubiquitin C 
/FL=gb:BC000449.1 
gb:AB009010.1 


AB009010 




NP_066289 


211297_s_at 


1.28E-04 


gb:L20320.1 /DEF=Human protein 
serinethreonine kinase stkl 
mRNA, complete cds. 
/FEA=mRNA /PROD=protein 

Qprinpthrpnninp kinacio 

OCI II Idl II C?VJI I II IC r\ll IdoC 

/DB_XREF=gi:348242 
/UG=Hs. 184298 cyclin-dependent 
kinase 7 (homolog of Xenopus 
M015 cdk-activating kinase) 
/FL=gb:L20320.1 


L20320 




NP_001790 


211307_s_at 


0.005276 


gb:U43677.1 /DEF=Human Fc 
alpha receptor, splice variant 
FcalphaR a.3 (CD89) mRNA, 
complete cds. /FEA=mRNA 

receptor /DB XREF=gi: 1439557 
/UG=Hs.193122 Fc fragment of 
IgA, receptor for 
/FL=gb:U43677.1 gb:D87854.1 
gb:D87856.1 


U43677 




NP_579814 


211318_s_at 


2.05E-04 


gb:U85943.1 /DEF=Homo sapiens 
mRNA-associated protein mrnp41 
mRNA, complete cds. 
/FEA=mRNA /PROD=mRNA- 
associated orotein mrnD41 
/DB_XREF=gi:2231591 
/UG=Hs. 196209 RAE1 (RNA 
export 1, S.pombe) homolog 
/FL=gb:U85943.1 


U85943 







526 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein I 

Accession 

No. 


211325_x_at 


0.007779 


gb:U72518.1 /DEF=Human destrin 
2 pseudogene mRNA, complete 
cos. it cm— rTirxiNM irTwju— Qesirin- 
2 /DB_XREF=gi:1673523 
/UG=Hs.199299 Human destrin-2 
pseudogene mRNA, complete 
cds /FL=gb:U72518.1 


U72518 






211342_x_at 


0.02145 


gb:BC004354.1 /DEF=Homo 
sapiens, trinucleotide repeat 
containing 11 (THR-associated 
protein, 230 kDa subunit), clone 
MGC:3120, mRNA, complete cds. 
/FEA=mRNA /PROD=trinucleotide 
repeat containing 1 ^THR- 
associated protein, 230 kDa 
buuuniij /UD_Ar\cr- gi. i / i o 
/UG=Hs.211607 trinucleotide 
repeat containing 11 (THR- 
associated protein, 230 kDa 
subunit) /FL=gb:BC004354.1 


BC004354 






211355_x_at 


0.013274 


gb:U52914.1 /DEF=Human 
B2190B receptor isoform 
HuB219.3 precursor mRNA, 
compieie cos. /rtM- mr\rMM 
/PROD=B2190B receptor isoform 
HuB219.3 precursor 
/DB_XREF=gi: 1279904 
/UG=Hs.226627 leptin receptor 
/FL=gb:U52914.1 


U52914 




NP_002294 


211383_s_at 


2.05E-04 


gb:AL136827.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434F2427 (from clone 
DKFZp434F2427); complete cds. 

/FFA-mRMA 

/GEN=DKFZp434F2427 
/PROD=hypothetical protein 
/DB_XREF=gi:6807664 
/UG=Hs.27207 KIAA0982 protein 
/FL=gb:AL1 36827.1 


AL1 36827 




NP_054742 


211404_s_at 


1.26E-04 


gb:BC004371.1 /DEF=Homo 
sapiens, clone MGC: 10449, 
mRNA, complete cds. 
/FFA=mRNA /PROD=llnknnwn 

it 1 1 ii /rr\vu uiimiuwii 

(protein for MGC: 10449) 
/DB_XREF=gi: 133251 15 
/UG=Hs.279518 amyloid beta 
(A4) precursor-like protein 2 
/FL=gb:BC004371.1 


BC004371 




NP_001633 



527 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


211416_x_at 


0.033381 


gb:L20492.1 /DEF=Human 
gamma-glutamyl transpeptidase 
mRNA, complete cds. 

/FFA=mRMA /PROn=namma- 

glutamyl transpeptidase 
/DB_XREF=gi:306752 
/UG=Hs.284380 gamma- 
glutamyltransferase 1 
/FL=gb:L20492.1 


L20492 




NP_842564 


211417_x_at 


1.26E-04 


gb:L20493.1 /DEF=Human 
gamma-glutamyl transpeptidase 
mRNA, complete cds. 

/pCA-mRMA /PRHn-namma 
'rCn- iilrxINM /rr\UU-gamma- 

glutamyl transpeptidase 
/DB_XREF=gi:306754 
/UG=Hs.284380 gamma- 
glutamyltransferase 1 
/FL=gb:L20493.1 


L20493 






211426_x_at 


0.011725 


gb:U40038.1 /DEF=Human GTP- 
binding protein alpha q subunit 
(GNAQ) mRNA, complete cds. 
/FEA=mRNA /GEN=GNAQ 
/PROD=GTP-binding protein 

alnha n cnKiinit 
dipilcJ \J[ oUUUllll 

/DB_XREF=gi: 1181670 
/UG=Hs.296261 guanine 
nucleotide binding protein (G 
protein), q polypeptide 
/FL=gb:U40038.1 


U40038 




NP_002063 


21 1429_s_at 


0.041055 


gb:AF1 19873.1 /DEF=Homo 
sapiens PR02275 mRNA, 
complete cds. /FEA=mRNA 
/PROD=PR02275 

/nR YRcp- ni-777nift0 

/UG=Hs.297681 serine (or 
cysteine) proteinase inhibitor, 
clade A (alpha-1 antiproteinase, 
antitrypsin), member 1 
/FL=gb:AF1 19873.1 


AF1 19873 




NPJD00286 


21 1433_x_at 


0.00161 


gb:AL583909.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp761J197 (from clone 
DKFZp761J197); complete cds. 
/FEA=mRNA 
/GEN=DKFZd761J197 
/PROD=hypothetical protein 
/DB_XREF=gi: 13093772 
/UG=Hs.301696 hypothetical 
protein FLJ11560 
/FL=gb:AL583909.1 


AL583909 




NP_079458 



528 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


211454_x_at 


5.03E-04 


gb:AF336878.1 /DEF=Homo 
sapiens FKSG51 (FKSG51) 
mRNA, complete cds. 
/FEA=mRNA /GEN=FKSG51 ! 
/PROD=FKSG51 
/DB_XREF=gi: 133841 84 
/UG=Hs.326752 Homo sapiens 
FKSG51 (FKSG51) mRNA, 
complete cds /FL=gb:AF336878.1 


AF336878 






211471_s_at 


0.028067 


gb:AF1 33588.1 /DEF=Homo 
sapiens RAB36 (RAB36) mRNA, 
complete cds. /FEA=mRNA 
/GFN=RAR^R /PROD=RAR^6 
/DB_XREF=gi:6049163 
/UG=Hs.38772 RAB36, member 
RAS oncogene family 
/FL=gb:AF133588.1 


AF1 33588 




NP_004905 


211474_s_at 


0.005852 


gb:BC004948.1 /DEF=Homo 
sapiens, clone MGC: 10846, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 

/DB_XREF=gi: 1343631 3 
/UG=Hs.41072 serine (or 
cysteine) proteinase inhibitor, 
clade B (ovalbumin), member 6 
/FL=gb:BC004948.1 


BC004948 






211475_s_at 


1.26E-04 


gb:AF1 1 6273. 1 /DEF=Homo 
sapiens Bag1 protein variant 

mRNA rnmnlptp r*Hc 

1 1 1 1 \ 1 '/\, UUI 1 1 j^ldC uuo. 

/FEA=mRNA /PROD=Bag1 
protein variant 
/DB_XREF=gi:4583370 
/UG=Hs.41714 BCL2-associated 
athanogene /FL=gb:AF1 16273.1 


AF1 16273 




NP_004314 


211505_s_at 


1.26E-04 


gb:AL1 36601.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564J1516 (from clone 
DKFZp564J1516); complete cds. 
/FEA=mRNA 
/GEN=DKFZp564J1516 
/PROD=hypothetical protein 
/DB_XREF=gi: 13276702 
/UG=Hs.6113 staufen (Drosophila, 
RNA-binding protein) 
/FL=gb:AL1 36601.1 


AL1 36601 







529 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


211509 s at 


1 .26E-04 


ab AB015639 1 /DFF=Homo 
sapiens ASY mRNA, complete 
cds. /FEA=mRNA /GEN=ASY 
/DB_XREF=gi:5821139 
/UG=Hs.65450 reticulon 4 
/FL=gb:AB015639.1 j 


AROI^fi^Q 




NP 722550 


211529_x_at 


0.005852 


gb:M90684.1 /DEF=Human 
lymphocyte antigen (HLA-G2.1) 
mRNA, complete cds. 
/FEA=mRNA /GFN=HLA-G 
/PROD=b2 microglobulin 
/DB_XREF=gi: 188467 
/UG=Hs.73885 HLA-G 
histocompatibility antigen, class I, 
G /FL=gb:M90684.1 


M90684 




NP_002118 


211542_x_at 


0.041055 


gb:BC004334.1 /DEF=Homo 
sapiens, ribosomal protein S10, 
clone MGC' 10943 mRNA 
complete cds. /FEA=mRNA 
/PROD=ribosomal protein S10 
/DB_XREF=gi: 13279259 
/UG=Hs.76230 ribosomal protein 
S10 /FL=gb:BC004334.1 


BC004334 




NP_001005 


211546_x_at 


1.36E-04 


gb:L36674.1 /DEF=Human (clone 
2-5) synuclein (NACP) mRNA, 
complete cds. /FEA=mRNA 
/GFN=NACP /PROD=«;\/ni]rlpin 
/DB_XREF=gi:556211 
/UG=Hs.76930 synuclein, alpha 
(non A4 component of amyloid 
precursor) /FL=gb:L36674.1 


L36674 




NP_009292 


211548_s_at 


0.045541 


gb:J05594.1 /DEF=Homo sapiens 
NAD+-dependent 15- 
hy d roxy p rostag la n d i n 
dehydrogenase (PDGH) mRNA, 
complete cds. /FEA=mRNA 
/GEN=PGDH /PROD=NAD+- 
dependent 15- 

hydroxyprostaglandindehydrogenas 
e IDS XREF=gi:1203981 
/UG=Hs.77348 
hydroxyprostaglandin 
dehydrogenase 15-(NAD) 
/FL=gb:J05594.1 


J05594 




NP_000851 



530 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


211569_s_at 


0.011725 


gb:AF001 903.1 /DEF=Human 3- 
hydroxyacyl-CoA dehydrogenase, 
isoform 2 mRNA, complete cds. 
/FEA=mRNA /PROD=3- 
hydroxyacyl-CoA dehydrogenase, 

tenfnrm ? /DR XRFF=ni ?n7fi^9ft 
/UG=Hs.8110 L-3-hydroxyacyl- 
Coenzyme A dehydrogenase, 
short chain /FL=gb:AF001903.1 


AF001903 




NP_005318 


211571_s_at 


0.026891 


gb:D32039.1 /DEF=Human pgH3 
mRNA for proteoglycan PG- 
M(V3), complete cds. 
/FFA=mRNA /C5FN=nnhn 
/PROD=proteoglycan PG-M(V3) 
/DB_XREF=gi:1008912 ! 
/UG=Hs.81800 chondroitin sulfate 
proteoglycan 2 (versican) 
/FL=gb:D32039.1 


D32039 




NP_004376 


211574_s_at 


0.027418 


gb:D84105.1 /DEF=Human CD46 
mRNA, complete cds. 
/FEA=mRNA /PROD=CD46 
/DR XRFF=nM?5fi7nfi 
/UG=Hs.83532 membrane 
cofactor protein (CD46, 
trophoblast-lymphocyte cross- 
reactive antigen) 
/FL=gb:D84105.1 


D84105 




NP_758871 


211581_x_at 


0.007779 


gb:AF000426.1 /DEF=Homo 

Qanie»nc I mRNA H QT1F 
odfjlcllo LO I I IIIixIN/A, OLO I IE 

splice variant, complete cds. 
/FEA=mRNA /GEN=LST1 
/DB_XREF=gi:2145067 
/UG=Hs.88411 lymphocyte 
antigen 117 /FL=gb:AF000426.1 


AF000426 




NP_009092 


211582_x_at 


0.013223 


gb:AF000424.1 /DEF=Homo 

splice variant, complete cds. 
/FEA=mRNA /GEN=LST1 
/DB_XREF=gi:2145063 
/UG=Hs.88411 lymphocyte 
antigen 117 /FL=gb:AF000424.1 


AF000424 




NP_009092 


211609_x_at 


0.00161 


qb U51007 1 /DEF=Human 26S 
protease subunit S5a mRNA, 
complete cds. /FEA=mRNA 
/PROD=26S protease subunit 
S5a /DB_XREF=gi: 1256400 
/FL=gb:U51007.1 


U51007 







531 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


211623 s at 


0 005852 


ab'M3044fl 1 /DFF=Hum3n ra<;pin 

UU,IVIw*t"U. 1 / 1— / 1 1 1 I U III CI 1 I vaOCII 1 

kinase II beta subunit mRNA, 
complete cds. /FEA=mRNA 
/GEN=CSNK2B 
/DB_XREF=gi:181154 
/FL=gb:M30448.1 


M30448 






211654_x_at 


0.041055 


gb:M17565.1 /DEF=Human MHC 

oiaoo ii uw ucia doouuidicu Willi 

DRw6, DQw1 protein, complete 
cds. /FEA=mRNA /GEN=HI_A- 
DQB1 /DB_XREF=gi:188188 
/FL=gb:M17565.1 


M 17565 




NP_002114 


211657_at 


2.05E-04 


gb:M1 8728.1 /DEF=Human 
nonspecific crossreacting antigen 

mRNA pnmnlpfp pHc 

/FEA=mRNA /GEN=NCA; NCA; 
NCA /PROD=non-specific cross 
reacting antigen 
/DB_XREF=gi: 189084 
/FL=gb:M18728.1 


M 18728 




NP_002474 


211666_x_at 


0.005852 


gb:L22453.1 /DEF=Homo sapiens 
HIV-1 TAR RNA hindinn nrntpin 

(TARBP-b) mRNA, complete cds. 
/FEA=mRNA /GEN=TARBP-b 
/DB_XREF=gi:347963 
/FL=gb:L22453.1 


L22453 




NP_000958 


211671_s_at 


0.005852 


gb:U01351.1 /DEF=Human 

mRNA, complete cds. 
/FEA=mRNA 

/PROD=glucocorticoid receptor 
alpha-2 /DB XREF=gi:458656 
/FL=gb:U01351.1 


U01351 




NP_000167 


211676_s_at 


1.26E-04 


gb:AF056979.1 /DEF=Homo 

QpnipnQ Hnnp VAN1 intprfpmn- 
ocipici io ic iniN i ii uei i ei ui i - 

gamma receptor mRNA, 
complete cds. /FEA=mRNA 
/PROD=interferon-gamma receptor 
/DB XREF=gi: 13562048 
/FL=gb:AF056979.1 


AF056979 




NP_000407 


211684_s_at 


3.26E-04 


gb:AF250307.1 /DEF=Homo 
sapiens cytoplasmic dynein 
intermediate chain 2C mRNA 
complete cds. /FEA=mRNA 
/PROD=cytoplasmic dynein 
intermediate chain 2C 
/DB XREF=gi:13649464 
/FL=gb:AF250307.1 


AF250307 




NP_001369 



532 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


211685 s at 


0 007052 


abAF251061 1 /DEF=Homo 
sapiens neurocalcin mRNA, 
complete cds. /FEA=mRNA 
/PROD=neurocalcin 
/DB_XREF=gi: 136251 83 
/FL=gb:AF251061.1 


AF251061 




NP 114430 

INI 1 1 *T"TW V 


211693_at 


0.009689 


gb:AF343666.1 /DEF=Homo ; 
sapiens translocation associated 
fusion protein IRTA1IGA1 
(IRTA1IGHA1) mRNA, complete 

/GEN=IRTA1 IGHA1 
/PROD=translocation associated 
fusion proteinlRTA1IGA1 
/DB_XREF=gi:13591717 
/FL=gb:AF343666.1 


AF343666 






211696_x_at 


0.00228 


gb:AF349114.1 /DEF=Homo 
^anipn^ hpta nlnhin rhain variant 

oca io icj y i w Ly 1 1 1 oiiaiii vciiigiiii 

(HBB) mRNA, complete cds. 
/FEA=mRNA /GEN=HBB 
/PROD=beta globin chain variant 
/DB_XREF=gi: 135491 11 
/FL=gb:AF349114.1 


AF349114 




NP_000509 


211699_x_at 


1.28E-04 


gb:AF349571.1 /DEF=Homo 
sapiens hemoglobin alpha-1 

nlnhin rhain fHRA1^ mRNA 

complete cds. /FEA=mRNA 
/GEN=HBA1 /PROD=hemoglobin 
alpha-1 globin chain 
/DB_XREF=gi: 13650073 
/FL=gb:AF349571.1 


AF349571 




NP_000549 


211702_s_at 


1.26E-04 


gb:AF350251.1 /DEF=Homo 

Qsnipnc iihiniiitin cnp^ifip 

odpiCllo UUII4UIUM ofJCV^IIlLr 

protease mRNA, complete cds. 
/FEA=mRNA /PROD=ubiquitin 
specific protease 
/DB_XREF=gi: 13560796 
/FL=gb:AF350251.1 


AF350251 




NP_1 15971 


211703_s_at 


5.03E-04 


gb:AF353990.1 /DEF=Homo 
sapiens beta-amyloid binding 
protein precursor (BBP) mRNA, 
complete cds. /FEA=mRNA 
/GEN=BBP /PROD=beta-amyloid 
binding protein precursor 
/DB_XREF=gi: 13625458 
/FL=gb:AF353990.1 


AF353990 




NP_1 14416 



533 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


211710_x_at 


0.010205 


gb:BC005817.1 /DEF=Homo 

clone MGC: 11073, mRNA, 
complete cds. /FEA=mRNA 
/PROD=ribosomal protein L4 
/DB XREF=gi: 13543303 
/FL=gb:BC005817.1 


BC005817 




NPJ300959 


211711_s_at 


0.013223 


gb:BC005821.1 /DEF=Homo 
sapiens, phosphatase and tensin 
homolog (mutated in multiple 
advanced cancers 1), clone 
MGC:11227, mRNA, complete 

rrlc /PPA-mRNA 

/PROD=phosphatase and tensin 
homolog (mutated inmultiple 
advanced cancers 1) 
/DB_XREF=gi: 13543309 
/FL=gb:BC005821.1 


BC005821 




NP_000305 


211725_s_at 


1.26E-04 


gb:BC005884.1 /DEF=Homo 

Qani^nQ rlnnp Mf^f^'^T^fi 

mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC:4736) 
/DB_XREF=gi: 13543452 
/FL=gb:BC005884.1 


BC005884 






211727_s_at 


0.02145 


gb:BC005895.1 /DEF=Homo 
sapiens, COX11 (yeast) homolog, 
cytochrome c oxidase assembly 
protein, clone MGC: 14469, 
riirxiNM, compieie cus. 
/FEA=mRNA /PROD=COX11 
(yeast) homolog, cytochrome c 
oxidaseassembly protein 
/DB XREF=gi: 13543474 
/FL=gb:BC005895.1 


BC005895 




NP_004366 


211729_x_at 


0.003171 


gb:BC005902.1 /DEF=Homo 
sapiens, Similar to biliverdin 
reductase A clone MGC' 14491 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
biliverdin reductase A 
/DB_XREF=gi: 13543488 
/FL=gb:BC005902.1 


BC005902 




NP_000703 



534 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


211730_s_at 


0.001116 


gb:BC005903.1 /DEF=Homo 
sapiens, polymerase (RNA) II 
(DNA directed) polypeptide L 
(7.6kD), clone MGC:14494, 
mRNA comolete cds 
/FEA=mRNA /PROD=polymerase 
(RNA) II (DNA directed) 
polypeptide L(7.6kD) 
/DB_XREF=gi: 13543491 
/FL=gb:BC005903.1 


BC005903 




NP_066951 


211733_x_at 


0.010205 


gb: BC00591 1 . 1 /DEF=Homo 
^aniens sterol carrier nrotein 2 
clone MGC:14505, mRNA, 
complete cds. /FEA=mRNA 
/PROD=sterol carrier protein 2 
/DB_XREF=gi: 13543502 
/FL=gb:BC005911.1 


BC005911 




NP_002970 


211741_x_at 


0.041795 


gb:BC005924.1 /DEF=Homo 
sapiens, pregnancy specific beta- 
1 -glycoprotein 3, clone 
MGC* 14526 mRNA comolete 
cds. /FEA=mRNA 
/PROD=,pregnancy specific beta-1- 
glycoprdtein 3 
/DB_XREF=gi: 13543532 
/FL=gb:BC005924.1 


BC005924 




NP_066296 


211742_s_at 


0.001116 


gb:BC005926.1 /DEF=Homo 
sapiens, ecotropic viral integration 
site 2B, clone MGC: 14529, 

mRNA rnmnlptp pHq 

/FEA=mRNA /PROD=ecotropic 
viral integration site 2B 
/DB_XREF=gi: 13543535 
/FL=gb:BC005926.1 


BC005926 




NP_006486 


211744_s_at 


1.26E-04 


gb:BC005930.1 /DEF=Homo 
sapiens, Similar to CD58 antigen, 
(lymphocyte function-associated 
antigen 3), clone MGC: 14538, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
CD58 antigen, 

(lymphocytefunction-associated 
antigen 3) 

/DB_XREF=gi: 13543544 
/FL=gb:BC005930.1 


BC005930 




NP_001770 



535 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


211745_x_at 


7.58E-04 


gb:BC005931.1 /DEF=Homo 
saniens hpmonlnhin aloha 2 
clone MGC:14541 f mRNA, 
complete cds. /FEA=mRNA 
/PROD=hemoglobin, alpha 2 
/DB_XREF=gi: 13543547 
/FL=gb:BC005931.1 


BC005931 




NP_000508 


211746_x_at 


0.004341 


gb:BC005932.1 /DEF=Homo 
sapiens, proteasome (prosome, 
macropain) subunit, alpha type, 

1, OIUI1C IVIOO. ItvJH^, IMrxINAA, 

complete cds. /FEA=mRNA 
/PROD=proteasome (prosome, 
macropain) subunit, alphatype, 1 
/DB_XREF=gi: 13543550 
/FL=gb:BC005932.1 


BC005932 




NP_683877 


211749_s_at 


0.026891 


gb:BC005941.1 /DEF=Homo 
sapiens, Similar to vesicle- 
associated membrane protein 3, 
clone MGC'14563 mRNA 
complete cds. /FEA=mRNA 
/PROD=Similar to vesicle- 
associated membrane protein3 
/DB_XREF=gi: 13543573 
/FL=gb:BC005941.1 


BC005941 




NP_004772 


211755_s_at 


0.001116 


gb:BC005960.1 /DEF=Homo 
sapiens, Similar to ATP 
synthase, H+ transporting, 
mitochondrial F0 complex, 
subunit b, isoform 1, clone 
MGC:14609, mRNA, complete 
cds. /FEA=mRNA /PROD=Similar 

tn ATP QX/nthaQ^ H+ 

transporting.mitochondrial F0 
complex, subunit b, isoform 1 
/DB_XREF=gi: 1354361 7 
/FL=gb:BC005960.1 


BC005960 




NP_001679 


211758_x_at 


0.007779 


gb:BC005968.1 /DEF=Homo 
sapiens, ATP binding protein 
associated with cell 
differentiation, clone MGC: 14620, 
mRNA comolete cds 

fill \i if *j \+\+ 1 l ih/lvlw VMWi 

/FEA=mRNA /PROD=ATP binding 
protein associated with 
celldifferentiation 
/DB_XREF=gi: 13543638 
/FL=gb:BC005968.1 


BC005968 




NP_005774 



536 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 
Accession I 
No. 


Protein 

Accession 

No. 


211760_s_at 


1.26E-04 


gb:BC005974.1 /DEF=Homo 
sapiens, vesicle-associated 
membrane protein 4, clone 
MGC 14658 mRNA complete 
cds. /FEA=mRNA /PROD=vesicle- 
associated membrane protein 4 
/DB_XREF=gi: 13543647 
/FL=gb:BC005974.1 


BC005974 




NP_003753 


211763_s_at 


7.58E-04 


gb:BC005979.1 /DEF=Homo 
sapiens, ubiquitin-conjugating 
enzyme E2B (RAD6 homolog), 
clonp MGCM4670 mRNA 
complete cds. /FEA=mRNA 
/PROD=ubiquitin-conjugating 
enzyme E2B (RAD6 homolog) 
/DB_XREF=gi: 13543659 
/FL=gb:BC005979.1 


BC005979 




NP_003328 


211764_s_at 


0.003171 


gb:BC005980.1 /DEF=Homo 
sapiens, ubiquitin-conjugating 
enzyme E2D 1 (homologous to 
yeast UBC45), clone MGC:14673, 
mRNA, complete c6sa 
/FEA=mRNA /PROD=VJhinuitin- 
conjugating enzyme E2D 1 
(homologousto yeast UBC45) 
/DB XREF=gi: 13543662 
/FL=gb:BC005980.1 


BC005980 




NP_003329 


211776_s_at 


0.00161 


gb:BC006141.1 /DEF=Homo 
sapiens, Similar to erythrocyte 
protein band 4.1 -like 3, clone 
MGC- 1^087 mRNA rnmnlptp 
cds. /FEA=mRNA /PROD=Similar 
to erythrocyte protein band 4.1- 
like 3 /DB_XREF=gi:13544008 
/FL=gb:BC006141.1 


BC006141 




NP_036439 


211779_x_at 


1.26E-04 


gb:BC006155.1 /DEF=Homo 
sapiens, clone MGC:13188, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC:13188) 
/DB XREF=gi: 13544040 
/FL=gb:BC006155.1 


BC006155 




NP_036437 



537 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


211782_at 


0.031213 


gb:BC006170.1 /DEF=Homo 
sapiens, Similar to iduronate 2- 
sulfatase (Hunter syndrome), 
clone MGC - 13238 mRNA 
complete cds. /FEA=mRNA \ 
/PROD=Similar to iduronate 2- 
sulfatase (Huntersyndrome) 
/DB_XREF=gi: 13544076 
/FL=gb:BC006170.1 


BC006170 




NP_006114 


211783_s_at 


0.001116 


gb:BC006177.1 /DEF=Homo 
sapiens, Similar to metastasis 
associated 1, clone MGC: 13258, 

mRNA mmnlptp pri^ 

/FEA=mRNA /PROD=Similar to 
metastasis associated 1 
/DB XREF=gi:1 3544097 
/FL=gb:BC006177.1 


BC006177 




NP_004680 


211796_s_at 


0.00161 


gb:AF043179.1 /DEF=Homo 
sapiens T cell receptor beta 
chain (TCRBV1 3S1 -TCRBJ2S1 ) 
mRNA, complete cds. /FEA=CDS 
/GEN=TCRBV13S1-TCRBJ2S1 
/PROD=T cell receptor beta^ 
chain /DB_XREF=gi:3002924 
/UG=Hs.303157 T cell receptor 
beta locus /FL=gb:AF043179.1 


AF043179 






211801_x_at 


0.044231 


gb:AF329637.1 /DEF=Homo 
sapiens mitofusin 1 mRNA, 
nuclear gene for mitochondrial 
protein, complete cds. /FEA=CDS 

/PROn=mitrvfi iQin 1 nrpriirQnr 
/ri\wu-*iiiiiuiuoiii i [jicuuiovji 

/DB_XREF=gi: 12744895 
/UG=Hs. 197877 hypothetical 
protein FLJ20693 
/FL=gb:AF329637.1 


AF329637 




NP_284941 


211814_s_at 


0.012993 


gb:AF1 12857.1 /DEF=Homo 
sapiens cyclin E2 splice variant 
1 mRNA, complete cds. 
/FEA=CDS /PROD=cyclin E2 
splice variant 1 
/DB_XREF=gi:4092787 
/UG=Hs.30464 cyclin E2 
/FL=gb:AF1 12857.1 


AF1 12857 




NP_477097 



538 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


211816_x_at 


0.004075 


gb:D87858.1 /DEF=Homo sapiens 
mRNA for CD89_U04, complete 
cds /FEA=CDS 
/PROD=CD89_U04 
/DB_XREF=gi: 1561 545 
/UG=Hs.193122 Fc fragment of 
IgA, receptor for 
/FL=gb:D87858.1 gb:D87860.1 


D87858 




NP_579814 


211822_s_at 


0.008036 


gb:AF229061.1 /DEF=Homo 
sapiens NAC-gamma splice 
variant (NAC) mRNA, complete 
cds, alternatively spliced. 
/FEA=CDS /GEN=NAC 
/PROD=NAC-oamma solirp 
variant /DB_XREF=gi: 126561 08 
/UG=Hs. 104305 death effector 
filament-forming Ced-4-like 
apoptosis protein 
/FL=gb:AF229061.1 


AF229061 




NP_1 27500 


211825_s_at 


0.04734 


gb:AF327066.1 /DEF=Homo 
sapiens Ewings sarcoma EWS- 
FH1 (type 1) oncogene mRNA, 
complete cds. /FEA=CDS 
/PROD=Fwinnq «;arroma FWS- 
Fli1 (type 1) oncogene 
/DB_XREF=gi: 12963354 
AJG=Hs. 129953 Ewing sarcoma 
breakpoint region 1 
/FL=gb:AF327066.1 


AF327066 






211858_x_at 


1.26E-04 


gb:AF088184.1 /DEF=Homo 
sapiens guanine nucleotide- 
binding protein Gs alpha subunit 
isoform L2 mRNA, complete cds. 
/FEA=CDS /PROD=guanine 
nucleotide-binding protein Gs 
alphasubunit isoform L2 
/DB_XREF=gi:3552031 
/UG=Hs.273385 guanine 
nucleotide binding protein (G 
protein), alpha stimulating activity 
polypeptide 1 /FL=gb:AF088184.1 


AF088184 




NP_536351 



539 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


211883_x_at 


0.041055 


gb:M76742.1 /DEF=Homo sapiens 
alternatively spliced biliary 
glycoprotein (BGPa) mRNA, 
complete cds. /FEA=CDS 
/GEN=BGPa /PROD=biliary 
y iyL/upi uLtJiri /uD_Ai\cr- gi. i / y*+ou 
/UG=Hs. 50964 carcinoembryonic 
antigen-related cell adhesion 
molecule 1 (biliary glycoprotein) 
/FL=gb:M76742.1 


M76742 




NP_001703 


211889_x_at 


0.026891 


gb:D12502.1 /DEF=Human mRNA 
for biliary glycoprotein, complete 
cds. /FEA=CDS /GEN=BGP 
/PROD=biliary glycoprotein 

/UG=Hs. 50964 carcinoembryonic 
antigen-related cell adhesion 
molecule 1 (biliary glycoprotein) 
/FL=gb:D12502.1 


D12502 




NP_001703 


211902_x_at 


0.004341 


gb:L34703.1 /DEF=Homo sapiens 
T-cell receptor alpha chain 
(TCRA) mRNA (HLA-A1, 24; B7, 
8; DR 1, 3), complete cds. 
/FEA=CDS /GEN=TCRA 
/rr\uu- 1 -ceil receptor aipna 
/DB_XREF=gi: 1100165 
/UG=Hs.74647 Human T-cell 
receptor active alpha-chain 
mRNA from JM cell line, 
complete cds /FL=gb:L34703.1 


L34703 






211909_x_at 


0.046651 


gb:L32662.1 /DEF=Human 
prosiagianain recepior tro 
subtype isoform IV mRNA, 
complete cds. /FEA=CDS 
/PROD=prostaglandin E2 receptor 
/DB_XREF=gi:484163 
/FL=gb:L32662.1 


L32662 






211913 s at 


0 008391 


abl_08961 1 /DEF=Homo saoiens 
transmembrane tyrosine kinase 
mRNA, complete cds. /FEA=CDS 
/PROD=tyrosine kinase 
/DB_XREF=gi:897614 
/FL=gb:L08961.1 


1 08961 







540 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


211921_x_at 


0.033381 


gb:AF348514.1 /DEF=Homo 
sapiens fetal thymus prothymosin 
alpha mRNA, complete cds. 
/FEA=CDS /PROD=Drothvmosin 
alpha /DB_XREF=gi: 13560658 
/FL=gb:AF348514.1 


AF348514 




NP_002814 


211926 s at 


0 041055 


mvosin heaw DolvneDtide 9 non- 
muscle 


AI827941 


Hs. 146550 


IMP 009464 


211927_x_at 


0.02145 


ESTs, Highly similar to S22655 
translation elongation factor eEF-1 
gamma chain - human [H. sapiens] 


BE963164 


Hs.381229 




211928_at 


0.004341 


Consensus includes 
gb:AB002323.1 /DEF=Human 
mRNA for KIAA0325 gene, 
Dartial cds /FEA=mRNA 
/GEN=KIAA0325 
/DB XREF=ai 2224590 
/UG=Hs.7720 dynein, cytoplasmic, 
heavy polypeptide 1 


AB002323 




NP_001367 


211930_at 


0.004341 


Homo sapiens BX1 mRNA, partial 
cds 


BE867771 


Hs.249247 




211936_at 


7.58E-04 


Consensus includes 
gb:AF216292.1 /DEF=Homo 
sapiens endoplasmic reticulum 
lumenal Ca2+ binding protein 
grp78 mRNA, complete cds. 
/FEA=CDS /PROD=endoplasmic 
reticulum lumenal Ca2+ 
bindinnnrotpin nrn7R 
/DB_XREF=gi:7229461 
/UG=Hs.75410 heat shock 70kD 
protein 5 (glucose-regulated 
protein, 78kD) 
/FL=gb:AF21 6292.1 


AF2 16292 




NP_005338 


211937_at 


0.003171 


Consensus includes 
gb:NM_001417.1 /DEF=Homo 
sapiens eukaryotic translation 
initiation factor 4B (EIF4B), 
mRNA. /FEA=CDS /GEN=EIF4B 
/PROD=pnkarvotir translation 
initiation factor 4B 
/DB_XREF=gi:4503532 
/UG=Hs.93379 eukaryotic 
translation initiation factor 4B 
/FL=gb:NM 001417.1 


NM_001417 




NP_001408 


211941 s at 


0.033381 


prostatic binding protein 


BF686267 


Hs.80423 


NP 002558 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein j 

Accession 

No. 


211944_at 


0.003539 


Consensus includes gb:BE729523 
/FEA=EST 

/DB_XREF=gi:10143515 
/DB_XREF=est:601 564896F1 
/CLONE=IMAGE:3926279 
/UG=Hs.69559 KIAA1096 protein 


AL096857 




NP_055987 


211946_s_at 


0.026891 


Consensus includes 
gb:AL096857.1 /DEF=Novel 
human mRNA from chromosome 
1, which has similarities to BAT2 

ycnco. / 1 L/A — 1 1 1 fx IN/A 

/PROD=hypothetical protein 
/DB_XREF=gi:5541862 
/UG=Hs.69559 KIAA1096 protein 


AL096857 




NP_055987 


211948_x_at 


6.68E-04 


Consensus includes 
abBG261071 /FFA=FST 
/DB_XREF=gi: 12770887 
/DB_XREF=est:602372693F1 
/CLONE=IMAGE:4480631 
/UG=Hs.69559 KIAA1096 protein 


AL096857 




NP_055987 


211950_at 


0.041055 


Consensus includes 
gb:AB007931.1 /DEF=Homo 
sapiens mRNA for KIAA0462 

piULCin, yjal Lldl tUo. / 1 l^r\~ 1 1 1 r\ IN/A 

/GEN=KIAA0462 
/PROD=KIAA0462 protein 
/DB XREF=gi:3413885 
/UG=Hs.297641 KIAA0462 protein 


AB007931 




NP_065816 


211960_s_at 


1.26E-04 


Consensus includes 
ahR(5?fi141fi /FFA=F^T 
/DB_XREF=gi: 12771 232 
/DB_XREF=est:6023731 92F1 
/CLONE=IMAGE:4484422 
/UG=Hs.237955 hypothetical 
protein PRO2706 


AK000826 




NP_004628 


211961_s_at 


1.26E-04 


Consensus includes 

y u.r\r\yuuuc.u. i /utr nuiiiu 

sapiens cDNA FLJ20819 fis, 
clone ADSE00511 /FEA=mRNA 
/DB_XREF=gi:7021139 
/UG=Hs.237955 hypothetical 
protein PRO2706 


AK000826 




NP_004628 


211963_s_at 


5.03E-04 


actin related protein 2/3 complex, 
subunit 5, 16kDa 


AL5 16350 


Hs.82425 


NP_005708 



542 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 
Accession 

Kin 
NO. 


211967_at 


0.026891 


pro-oncosis receptor inducing 
membrane injury gene 


BG538627 


Hs.393431 


NP_443164 


211974_x_at 


0.026891 


recombining binding protein 
suppressor of hairless (Drosophila) 


AL513759 


Hs.356806 




211976_at 


5.03E-04 


Consensus includes 
gb:AK026168.1 /DEF=Homo 
sapiens cDNA: FLJ22515 fis, 
clone HRC12122, highly similar 
to AF052101 Homo sapiens 
clone 23872 mRNA sequence. 
/FEA=mRNA 
IDE XREF=aM 0438931 
/UG=Hs. 188882 Homo sapiens 
cDNA: FLJ21862 fis, clone 
HEP02321, highly similar to 
AF052101 Homo sapiens clone 
23872 mRNA sequence 


AK026168 






211984 at 


0 00161 


ESTs Moderatplv similar to 

I— v-J I O, IVIUUvl Glibly Ol 1 1 1 II CI 1 WJ 

apolipoprotein B mRNA editing 
enzyme, catalytic polypeptide-like 2; 
apolipoprotein B mRNA editing 
enzyme, catalytic polypeptide 2 
[Homo sapiens] [H. sapiens] 




Hs.374441 




211985 s at 


5 03E-04 


F^T^ Moripratplx/ Qimilar tn 

I — O 1 o, IVIwVJd aLCly ol 1 1 1 1 ICl 1 WJ 

annlinnnrntpin R mRNA pHitinn 

Ctyj\J\ 1 ^JVJjJI UICI 1 1 D 1 1 1 lAINAA CUIlll ly 

ci idyllic, oaiaiyuu puiy pcfJLiuc~nr\t; ^, 

apolipoprotein B mRNA editing 
enzyme, catalytic polypeptide 2 
[Homo sapiens] [H. sapiens] 




Hs.374441 




211993 at 


0.027792 


protein kinase, lysine deficient 1 


AI742553 


Hs. 184592 


NP 061852 


211994 at 


1.26E-04 


protein kinase, lysine deficient 1 


AI742553 


Hs. 184592 


NP 061852 


211997_x_at 


0.033381 


Consensus includes 
gb:NM_005324.1 /DEF=Homo 
sapiens H3 histone, family 3B 
(H3.3B) (H3F3B), mRNA. 
/FEA=CDS /GFN=H^F^R 

/PROD=H3 histone, family 3B 
(H3.3B) /DB_XREF=gi:4885384 
/UG=Hs. 180877 H3 histone, 
family 3B (H3.3B) 
/FL=gb:NM_005324.1 


NM_005324 




NP_005315 


212006_at 


0.033381 


Consensus includes gb:AU149908 
/FEA=EST 

/DB_XREF=gi:1 101 1429 
/DB_XREF=est:AU149908 
/CLONE=NT2RP2000896 
/UG=Hs.77495 UBX domain- 
containing 1 


D87684 




NP_055422 



543 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212007_at 


0.011626 


Consensus includes gb:AI927512 
/FEA=EST /DB XREF=gi:5663476 
/DB_XREF=est:wo90g1 1 .x1 
/CLONE=IMAGE:2462660 
/UG=Hs. 77495 UBX domain- 
containing 1 


D87684 




NP_055422 


212010_s_at 


0.001116 


Consensus includes 
gb:AK025647.1 /DEF=Homo 
sapiens cDNA: FLJ21994 fis, 
clone HEP06577, highly similar 
to AF1 03803 Homo saoiens 
clone H41 unknown mRNA. 
/FEA=mRNA 
/DB_XREF=gi: 10438231 
/UG=Hs.283690 hypothetical 
protein /FL=ab NM 017548 1 


AK025647 




NP_060018 


21201 6_s_at 


0.020793 


polypyrimidine tract binding protein 
1 


AA679988 


Hs. 172550 


NP_787041 


212017_at 


0.026891 


ESTs, Weakly similar to S57447 
HPBRII-7 protein - human 
[H. sapiens] 


BF677404 


Hs.409180 




212020_s_at 


0.002537 


antigen identified by monoclonal 
antibody Ki-67 


BF001806 


Hs.80976 


NP_002408 


212024_x_at 


2.17E-04 


see GenBank Accession Number 
U01 1 84 for cDNA; similar to 
Drosophila melanogaster flil in 
GenBank Arre^inn Number 
U01182 and Caenorhabditis 
elegans flil homolog in GenBank 
Accession Number U01183; Homo 
sapiens FLII gene, complete cds. 


NM_002018 




NP_002009 


212025_s_at 


0.001054 


see GenBank Accession Number 
U01 1 84 for cDNA; similar to 
Drosophila melanogaster flil in 
GenBank Accession Number 
U01182 and Caenorhabditis 
eleoans flil homoloa in GenBank 

v 1 w y wi 1 1 w 1 1 1 1 II V_/ III \J 1 \^ V-4 III Vh^ Vp^ 1 1 L^S C4 1 1 IN 

Accession Number U01183; Homo 
sapiens FLII gene, complete cds. 


NM_002018 




NP_002009 


212027_at 


1.26E-04 


Homo sapiens cDNA: FLJ22454 fis, 
clone HRC09703 


BE466128 


Hs 409075 




212034_s_at 


0.004341 


likely ortholog of mouse exocyst 
component protein 70 kDa homolog 
(S. cerevisiae) Exo70: exocyst 
component protein 70 kDa homolog 
(S. cerevisiae) 


BE646386 


Hs. 325530 


NP_056034 


212039 x at 


0.033381 


ribosomal protein L3 


BG339228 


Hs. 11 9598 


NP 000958 



544 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212040_at 


0.033381 


Consensus includes 
gb:BG249599 /FEA=EST 
/DB XREF=ar 12759426 
/DB~XREF=est:602319692F1 
/CLONE=IMAGE:4414895 
/UG=Hs.1 10771 Homo sapiens 
cDNA: FLJ21904 fis, clone 
HEP03585 


AK025557 






212043_at 


3.26E-04 


Consensus includes gb:W72053 
/FEA=EST /DB_XREF=gi: 1382323 
/DB XREF=p<5tzriB6p04 <?1 

/UG=Hs.1 10771 Homo sapiens 
cDNA: FLJ21904 fis, clone 
HEP03585 


AK025557 






212044 s at 


0.001116 


ribosomal protein L27a 


BE737027 


Hs.76064 


NP 000981 


212046_x_at 

A, 


0.041055 


Consensus includes gb:X60188.1 
/DEF=Human ERK1 mRNA for 
protein serinethreonine kinase. 
/FEA=mRNA /GEN=ERK1 
/PROD=protein serinethreonine 
kinase /DB_XREF=gi:31220 
/UG=Hs.861 mitogen-activated 
protein kinase 3 


X60188 






212051_at 


2.05E-04 


Consensus includes gb:AA676803 
/FEA=EST /DB_XREF=gi:2657325 
/DB_XREF=est:zj65b04.s1 
/CLONE=IMAGE:455119 

cDNA: FLJ23260 fis, clone 
COL05804, highly similar to 
HSU90911 Human clone 23652 
mRNA sequence 


AK026913 




NP_573571 


212052_s_at 


0.026891 


Consensus includes 
gb:AB014576.1 /DEF=Homo 
sapiens mRNA for KIAA0676 
nrotpin nartial rrte /FFA=mRNA 
/GEN=KIAA0676 
/PROD=KIAA0676 protein 
/DB_XREF=gi:3327165 
/UG=Hs. 155829 KIAA0676 protein 


AB014576 




NP_055858 


212055 at 


1.26E-04 


DKFZP586M1523 protein 


BF689173 


Hs.22981 


NP 056291 



545 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212057_at 


1.26E-04 


Consensus includes gb:AA206161 
/FEA=EST /DB XREF=aM801720 
/DB_XREF=est:zq55f01 .s1 
/CLONE=IMAGE:645529 
/UG=Hs.75909 KIAA0182 protein 


D80004 






212060 at 


0 041055 


Con^pn^u^ inrlurlp^ nhAI J1 ^9088 
/FEA=EST 

/DB_XREF=gi:1 1013609 
/DB XRFF=pstAU15?0Rft 
/CLONE=NT2RP3000162 
/UG=Hs.7976 KIAA0332 protein 








212063_at 


5.03E-04 


ESTs, Weakly similar to 
TRHYJHUMAN Trichohyalin 
[H. sapiens] 


BE903880 


Hs.408878 


NP_000601 


212065_s_at 


0.003395 


Consensus includes 
gb:AW502434 /FEA=EST 
/DB XREF=ar71 16911 

/ LJ Ul, 1 1 1 \J C 1 1 

/DB_XREF=est:UI-HF-BROp-ajs-g- 
03-0-Ul.r1 

/CLONE=IMAGE:3075652 
/UG=Hs.180948 KIAA0729 protein 


AB018272 






212066_s_at 


0.013223 


Consensus includes 
gb:AB018272.1 /DEF=Homo 
sapiens mRNA for KIAA0729 

nrntpin nArtial rrte /FFA=mRNA 

/PROD=KIAA0729 protein 

/DR XRFF=ni^88?17R 
/UG=Hs.180948 KIAA0729 protein 


AB018272 






212071 s at 


7.58E-04 


spectrin, beta, non-erythrocytic 1 


BE968833 


Hs. 107 164 


NP 842565 


212072_s_at 


0.001116 


casein kinase 2, alpha 1 
polypeptide pseudogene 


AM 61 31 8 


Hs. 375587 




212076_at 


0.011626 


Consensus includes gb:AI701430 
/FEA=EST /DB_XREF=gi:4989330 
/DB_XREF=est:we29h08.x1 
/CLONE=IMAGE:2342559 
/UG=Hs.199160 myeloidlymphoid 
or mixed-lineage leukemia 
(trithorax (Drosophila) homolog) 
/FL=gb:L04284.1 gb:NM 005933.1 


NM_005933 




NP_005924 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212080_at 


0.022795 


Consensus includes gb:AV714029 
/FEA=EST 

/DB_XREF=gi:10795546 
/DB_XREF=est:AV714029 
/CLONE=DCBCDA03 
/UG=Hs.199160 myeloidlymphoid 
or mixed-lineage leukemia 
(trithorax (Drosophila) homolog) 
/FL=gb:L04284.1 gb:NM_005933.1 


NM_005933 




NP_005924 


212082_s_at 


0.00228 


myosin, light polypeptide 6, alkali, 
smooth muscle and non-muscle 


BE734356 


Hs.77385 


NP_524149 


212086_x_at 


0.016686 


Consensus includes 
gb:AK026584.1 /DEF=Homo 
sapiens cDNA: FLJ22931 fis, 
clone KAT07501, highly similar to 
HSLAMAR Human mRNA for 
nuclear envelope protein lamin A 
precursor. /FEA=mRNA 
/DB_XREF=gi: 10439468 
/UG=Hs.77886 lamin AC 


M 13452 




NP_733822 


212098 at 


0.00228 


ESTs 


AL1 34724 


Hs.408961 




212099_at 


0.041055 


ras homolog gene family, member 
B 


AI263909 


Hs.204354 




212101_at 


0.013575 


Consensus includes gb:AU154321 
/FEA=EST 

/DB_XREF=gi:1 1015842 
/DB XREF=est:AU154321 
/CLONE=NT2RP4000774 
/UG=Hs.301553 karyopherin 
alpha 6 (importin alpha 7) 
/FL=gb:AF060543.1 
gb:NM_012316.1 


NM_012316 




NP_036448 


212102_s_at 


0.013223 


Consensus includes 
gb:AK002111.1 /DEF=Homo 
sapiens cDNA FLJ11249 fis, 
clone PLACE1 008790, highly 
similar to Homo sapiens importin 
alpha 7 subunit mRNA. 
/FEA=mRNA 
/DB_XREF=gi:7023792 
/UG=Hs.301553 karyopherin 
alpha 6 (importin alpha 7) 
/FL=gb:AF060543.1 
gb:NM_012316.1 


NM_012316 




NP_036448 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212112_s_at j 


0.003171 


Consensus includes gb:AI816243 
/FEA=EST /DB_XREF=gi:5431789 
/DB_XREF=est:au46a1 1 .x1 
/CLONE=IMAGE:251 7788 
/UG=Hs.106823 H.sapiens gene 
from PAC 426I6, similar to 
syntaxin 7 


AL035306 




NP_803173 


212120 at 


1.26E-04 


ras-like protein TC10 


BF348067 


Hs.250697 


NP 036381 


212124_at 


5.03E-04 


Consensus includes 
gb:AF070622.1 /DEF=Homo 
sapiens clone 24800 mRNA 
sequence. /FEA=mRNA 
IDS XREF=gi:3283888 
/UG=Hs.7252 KIAA1224 protein 


AF070622 






212132_at 


0.016934 


Consensus includes 
gb:AL1 17499.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434D1335 (from clone 
DKFZp434D1335); partial cds. 
/FEA=mRNA 
/GEN=DKFZp434D1335 
/PROD=hypothetical protein 
/DB_XREF=gi:5912003 
/UG=Hs.8258 DKFZP434D1335 
protein 


AL1 17499 




NPJD56393 


212135_s_at 


7.58E-04 


ribosomal protein L35a 


AW5 17686 


Hs.287361 


NP 001675 


212136 at 


0.005852 


ribosomal protein L35a 


AW5 17686 


Hs.287361 


NP 001675 


212137 at 


5.03E-04 


hypothetical protein MGC 19556 


AV746402 


Hs. 356357 


NP 291029 


212150 at 


0.033381 


KIAA0143 protein 


AA805651 


Hs. 84087 




212153_at 


0.038535 


Consensus includes 
gb:AB007930.1 /DEF=Homo 
sapiens mRNA for KIAA0461 
perotein, partial cds. /FEA=mRNA 
/GEN=KIAA0461 
/PROD=KIAA0461 perotein 
/DB_XREF=gi:3413883 
/UG=Hs.107088 KIAA0461 protein 


AB007930 




NP_665739 


212159_x_at 


1 .26E-04 


Consensus includes gb:A1 125280 
/FEA=EST /DB_XREF=gi:3593794 
/DB_XREF=est:qd92c05.x1 
/CLONE=IMAGE:1736936 
/UG=Hs. 19121 adaptor-related 
protein complex 2, alpha 2 
subunit 


AB020706 




NP_036437 



548 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212162_at 


0.026891 


Consensus includes 
gb:AK022873.1 /DEF=Homo 
sapiens cDNA FLJ12811 fis, 
clone NT2RP2002475. 
/FEA=mRNA 
/DB_XREF=gi: 1043451 8 
/UG=Hs.9873 likely homolog of 
rat kinase D-interacting 
substance of 220 kDa; KIAA1250 
protein 


AB033076 






212163_at 


0.004341 


Consensus includes 
gb:AB033076.1 /DEF=Homo 
sapiens mRNA for KIAA1250 
protein, partial cds. /FEA=mRNA 
/GEN=KIAA1250 
/PROD=KIAA1250 protein 
/DB_XREF=gi:6330860 
/UG=Hs.9873 likely homolog of 
rat kinase D-interacting 
substance of 220 kDa; KIAA1250 
protein 


AB033076 






212165_at 


0.003171 


Consensus includes 
gb:AF070537.1 /DEF=Homo 
sapiens clone 24606 mRNA 
sequence. /FEA=mRNA 
/DB_XREF=gi:3387894 
/UG=Hs. 17481 Homo sapiens 
clone 24606 mRNA sequence 


AL1 33052 




NP_612400 


212166 at 


2.76E-04 


RAN binding protein 16 


H38643 


Hs. 172685 


NP 055839 


212168_at 


1.26E-04 


Consensus includes gb:AL514547 
/FEA=EST 

/DB_XREF=gi:12778041 
/DB XREF=est:AL514547 
/CLONE=CL0BB004ZC07 (3 
prime) /UG=Hs.1 80895 putative 
brain nuclearly-targeted protein 


AB018308 




NP_690051 


212171 x at 


0.016426 


vascular endothelial growth factor 


H95344 


Hs.73793 


NP 003367 


212175_s_at 


0.007779 


Consensus includes gb:AL513611 
/FEA=EST 

/DB_XREF=gi: 127771 05 
/DB XREF=est:AL513611 
/CLONE=XCL0BB001ZB07 (3 
prime) /UG=Hs.171811 adenylate 
kinase 2 


AK023758 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212177_at 


0.003171 


Consensus includes 

gb:AW081113 /FEA=EST 

/DB_XREF=gi:6036265 

/DB_XREF=est:xc29c08.x1 

/CLONE=IMAGE:2585678 

/UG=Hs. 18368 DKFZP564B0769 

protein 


AL080186 




NP_1 16259 


212180_at 


1.26E-04 


Consensus includes 
gb:AK000311.1 /DEF=Homo 
sapiens cDNA FLJ20304 fis, 
clone HEP06749. /FEA=mRNA 
/DB_XREF=gi:7020310 
/UG=Hs.5613 Homo sapiens 
mRNA; cDNA DKFZp564E2222 
(from clone DKFZp564E2222) 


AK000311 




NP_005198 


212184_s_at 


0.001116 


Consensus includes 
gb:AL1 17407.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434D2050 (from clone 
DKFZp434D2050); partial cds. 
/FEA=mRNA 
/GEN=DKFZp434D2050 
/PROD=hypothetical protein 
/DB_XREF=gi:591'1992 
/UG=Hs.1 09727 TAK1-binding 
protein 2; KIAA0733 protein 


AL1 17407 




NP_663317 


212191 x at 


0.026891 


ribosomal protein L13 


AW574664 


Hs. 180842 


NP 150254 


212192_at 


0.004341 


Consensus includes gb:AI718937 
/FEA=EST /DB_XREF=gi:5036193 
/DB_XREF=est:as50b04.x1 
/CLONE=IMAGE:2320591 
/UG=Hs. 109438 Homo sapiens 
clone 24775 mRNA sequence 


AF052169 




NP_6 12453 


212193_s_at 


0.004644 


likely ortholog of mouse la related 
protein 


BE881529 


Hs.6214 


NP_056130 


212198_s_at 


5.03E-04 


Consensus includes gb:AL515964 
/FEA=EST 

/DB_XREF=gi: 12779457 
/DB_XREF=est: AL51 5964 
/CLONE=CS0DA001YL22 (3 
prime) /UG=Hs.79305 KIAA0255 
gene product 


AL049539 






212200_at 


0.016934 


Consensus includes 
gb:AK025933.1 /DEF=Homo 
sapiens cDNA: FLJ22280 fis, 
clone HRC03841. /FEA=mRNA 
/DB_XREF=gi: 1 0438600 
/UG=Hs. 100729 KIAA0692 protein 


AB014592 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212202_s_at 


0.00228 


Consensus includes 
gb:BG493972 /FEA=EST 
/DB_XREF=gi: 13455486 
/DB_XREF=est:602542252F1 
/CLONE=IMAGE:467331 6 
/UG=Hs. 16492 DKFZP564G2022 
protein 


AF1 32733 




NPJ356312 


212204_at 


2.05E-04 


Consensus includes 
gb:AL049944.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564G2022 (from clone 
DKFZp564G2022); partial cds. 
/FEA=mRNA 
/GEN=DKFZp564G2022 
/PROD=hypothetical protein 
/DB_XREF=gi:4884189 
/UG=Hs. 16492 DKFZP564G2022 
protein 


AF1 32733 


• 


NP_056312 


212208_at 


7.58E-04 


Consensus includes 
gb:AK023837.1 /DEF=Homo | 
sapiens cDNA FLJ 13775 fis, 
clone PLACE4000369, moderately 
similar to Homo sapiens, thyroid 
hormone receptor-associated 
protein complex component 
TRAP240 mRNA. /FEA=mRNA 
/DB_XREF=gi: 10435894 
/UG=Hs.4084 KIAA1025 protein 


AK023837 






212211 at 


1.26E-04 


gene trap ankyrin repeat 


AI986295 


Hs. 12329 


NP 115593 


212219_at 


0.003171 


Consensus includes gb:D38521.1 
/DEF=Human mRNA for 
KIAA0077 aene Dartial cds 
/FEA=mRNA /GEN=KIAA0077 
/DB_XREF=gi:559329 
/UG=Hs.1 12396 KIAA0077 protein 


D38521 






212223_at 


0.016934 


Consensus includes gb:AI926544 
/FEA=EST /DB_XREF=gi:5662508 
/DB_XREF=est:wo46c12.x1 
/CLONE=IMAGE:2458390 
/UG=Hs.303154 popeye protein 3 


AL1 17536 




f 


212225 at 


0.035763 


putative translation initiation factor 


AL516854 


Hs. 150580 


NP 005792 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212228_s_at 


0.012555 


Consensus includes gb:AC004382 
/DEF=Homo sapiens 
Chromosome 16 BAC clone 
CIT987SK-A-152E5 
/FEA=mRNA_8 
/DB_XREF=gi:3252819 
/UG=Hs.4288 hypothetical protein 
DKFZp434K046 


AC004382 






212229_s_at 


6.68E-04 


Consensus includes | 
gb:AK001 699.1 /DEF=Homo 
sapiens cDNA FLJ 10837 fis, 
clone NT2RP4001260, highly 
similar to Homo sapiens mRNA 
for KIAA0875 protein. 
/FEA=mRNA 
/DB_XREF=gi:7023121 
/UG=Hs.1 84227 F-box only 
protein 21 /FL=gb:AF1 74601.1 


AK001699 




NP_296373 


212230_at 


0.014233 


ribosomal protein S20 


AL576654 


Hs.8102 


NP 001014 


212239_at 


0.033381 


Consensus includes gb:AI680192 
/FEA=EST /DB_XREF=gi:4890374 
/DB_XREF=est:tw66a1 0.x1 
/CLONE=IMAGE:2264634 
/UG=Hs.6241 phosphoinositide-3- 
kinase, regulatory subunit, 
polypeptide 1 (p85 alpha) 


M61906 




NP_852556 


212240_s_at 


2.05E-04 


Consensus includes gb:AI679268 
/FEA=EST /DB_XREF=gi:4889450 
/DB_XREF=est:tu62e04.x1 
/CLONE=IMAGE:2255646 
/UG=Hs.6241 phosphoinositide-3- 
kinase, regulatory subunit, 
polypeptide 1 (p85 alpha) 


M61906 




NP_852556 


212242 at 


3.26E-04 


tubulin, alpha 1 (testis specific) 


AL565074 


Hs.75318 


NP 005991 


212248_at 


0.00228 


Homo sapiens LYRIC mRNA, 
complete cds 


AI972475 


Hs.395896 




212249_at 


0.008036 


Consensus includes gb:AI934473 
/FEA=EST /DB_XREF=gi:5673433 
/DB XREF=est:wp58d05.x1 
/CLONE=IMAGE:2465961 
/UG=Hs.6241 phosphoinositide-3- 
kinase, regulatory subunit, 
polypeptide 1 (p85 alpha) 


M61906 




NP_852556 


212250_at 


1.26E-04 


Homo sapiens LYRIC mRNA, 
complete cds 


AI972475 


Hs.395896 




212252_at 


0.02145 


calcium/calmodulin-dependent 
protein kinase kinase 2, beta 


AA181179 


Hs. 108708 


NP_757380 
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Gene Identifier 


p-value 


Description 


Gene 

Mccession 

No. 


Unigene 
Accession I 
No. 


Protein 

Arroccinn 

No. 


212256 at 


5 03E-04 


Dutative UDP-GalNAcDolvDeDtidp 
N-acetvlnalarto^aminvltran^fpra^p 

i 't auciy iuu ici^ivoci ii iii lyiii qi ioiui aoc 

T9 


BE906572 


Hs. 394578 


NP 060010 


212259_s_at 


0.001618 


hematopoietic PBX-interacting 
protein 


BF344265 


Hs.8068 


NP_065385 


212261 at 


0.001116 


trinucleotide repeat containing 15 


AL045800 


Hs.323317 




212262_at 


1.26E-04 


Consensus includes gb:AA1 49639 
/FEA=EST /DB_XREF=gi: 1720440 
/DB_XREF=est:zl39c06.s1 
/CLONE=IMAGE:504298 

/uvj — no. \ iiui i ivjHjy sji 

mouse quaking QKI (KH domain 
RNA binding protein) 
/FL=gb:AF142419.1 
gb:AF142422.1 


AF142419 






212264_s_at 


3.26E-04 


Consensus includes gb:BE645850 
/FEA=EST /DB XREF=ai"9970161 
/DB_XREF=est:7e77c03.x1 
/CLONE=IMAGE:3288484 
/UG=Hs. 154978 KIAA0261 protein 

.V 

r •; 


D87450 






212265_at 


5.03E-04 


Consensus includes gb:AL031781 
/DEF=Human DNA sequence 
from clone 51J12 on 
chromosome 6q26-27. Contains 
the 3 part of the alternatively 
spliced gene for the human 
orthologs of mouse QKI-7 and 
QKI-7B (KH Domain RNA 
Binding proteins) and zebrafish 
ZKQ-1 (Quaking protein 
homolog). Con... /FEA=mRNA_1 
/DB XREF=ai*4038570 
/UG=Hs. 15020 homolog of 
mouse quaking QKI (KH domain 
RNA binding protein) 
/FL=gb:AF1 4241 9.1 
gb:AF142422.1 


AF142419 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212268_at 


1.26E-04 


Consensus includes 
gb:NM_030666.1 /DEF=Homo 
sapiens serine (or cysteine) 
proteinase inhibitor, clade B 
(ovalbumin), member 1 
(SERPINB1), mRNA. /FEA=CDS 
/GEN=SERPINB1 /PROD=serine 
(or cysteine) proteinase inhibitor, 
cladeB (ovalbumin), member 1 
/DB XRFF=aM34RQ0Rfi 
/[jri = Uc Ift^^ft^ <;prinp (nr 
rv^tpinp^ nrnfpina^P inhihitnr 

oyoicii icy fJl UlCII laOC II II MUIIUI , 

clade B (ovalbumin), member 1 
/FL=gb:NM_030666.1 


NM_030666 




NP_1 09591 


212271 at 


1.26E-04 


mitogen-activated protein kinase 1 


AA1 95999 


Hs. 324473 


NP 620407 


212273 x at 


3.26E-04 


GNAS complex locus 


AI591100 


Hs.374523 


NP 536351 


212277_at 


0.003171 


Consensus includes 
gb:AB014547.1 /DEF=Homo 
sapiens mRNA for KIAA0647 
protein, partial cds. /FEA=mRNA 
/GEN=KIAA0647 

/PROD=KIAA0647 nrotpin a 
/DB_XREF=gi:3327107 
/UG=Hs.141727 myotubularin 
related protein 4 
/FL=gb:NM_004687.1 
gb:AF264717.1 


AB014547 




NP_004678 


212293_at 


0.010205 


Consensus includes 

nh RRI 11960 /FFA^F^T 
/DR XRFF=ni'19fin47fifi 

/DB_XREF=est:602281 701 F1 
/CLONE=IMAGE:4369057 
/UG=Hs. 12259 KIAA0630 protein 


AB014530 




NP_689909 


212297 at 


1.26E-04 


hypothetical protein FLJ20986 


BF218804 


Hs. 324507 


NP 078800 


212301_at 


1.26E-04 


Consensus includes gb:D87440.1 
/DEF=Human mRNA for 
KIAA0252 gene, partial cds. 
/FEA=mRNA /GEN=KIAA0252 
/DB_XREF=gi: 1665770 
/UG=Hs.83419 KIAA0252 protein 


D87440 




NPJD55953 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212306_at 


0.041055 


Consensus includes gb:AI741784 
/FEA=EST /DB_XREF=gi:51 10072 
/DB XREF=estwa22h09 x1 
/CLONE=IMAGE:2365889 
AJG=Hs.108614 KIAA0627 
protein; Drosophila multiple 
asters (Mast)-like homolog 2 


AB014527 






212312_at 


1.32E-04 


Consensus includes gb:AL1 17381 
/DEF=Human DNA sequence 
from clone RP5-857M17 on 
chromosome 20 Contains ESTs, 
STSs, GSSs and CpG islands. ; 
Contains the 3 part of the ID1 
gene for inhibitor of DNA binding 
1 (dominant negative helix-loop- 
hslix nrotein^ a npnp for a novpl 
protein simil... /FEA=mRNA_1 
/DB_XREF=gi: 11493211 
/UG=Hs.305890 BCL2-like 1 


AL1 17381 






212314_at 


0.041055 


Consensus includes 
gb:AB01 8289.1 /DEF=Homo 
sapiens mRNA for KIAA0746 
nrotein nartial rds /FFA=mRNA 

I^iuicim, k^cii ii a i uuOi /i i f \ iiii\i>i/\ 

/GEN=KIAA0746 
/PROD=KIAA0746 protein 
/DB_XREF=gi: 38822 12 
/UG=Hs.49500 KIAA0746 protein 


AB018289 






212315_s_at 


0.023856 


Consensus includes gb:AA502912 
/FEA=EST /DB XREF=ai 2237879 
/DB_XREF=est:ne42d10.s1 
/CLONE=IMAGE:900019 
/UG=Hs.56966 KIAA0906 protein 


AB020713 




NP_079199 


212317_at 


0.005852 


Consensus includes 
gb:AK022910.1 /DEF=Homo 
sapiens cDNA FLJ 12848 fis, 
clone NT2RP2003391, highly 
similar to Homo sapiens mRNA 
for nuclear transport receptor. 
/FEA=mRNA 
/DB_XREF=gi: 10434575 
/UG=Hs.69235 transportin-SR 
/FL=gb:NM_012470.1 


NM_012470 




NP 036602 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212320_at 


0.02145 


Consensus includes 
gb:BC001002.1 /DEF=Homo 
sapiens, clone IMAGE:3447696, 

mRMA nartial rH«i /FFA=mRNA 

/PROD=Unknown (protein for 
IMAGE:3447696) 
/DB_XREF=gi: 12654358 
/UG=Hs.1 79661 tubulin, beta 
polypeptide 


BC001002 




NP_821133 


212322_at 


0.00161 


Consensus includes gb:BE999972 
/FEA=EST 

/DR XRFF=ni* 10700948 

/DB XREF=est:7h15b02.x1 
/CLONE=IMAGE:3316011 
/UG=Hs.186613 sphingosine-1- 
phosphate lyase 1 
/FL=gb:AF1 44638.1 


AF1 44638 




NP_003892 


212323_s_at 


3.26E-04 


Consensus includes gb:AA524553 
/FFA=FST /DB XRFF=ar2265481 
/DB XRFF=p<;t na4 l Sh19 <*1 
/CLONE=IMAGE:937799 
/UG=Hs.194737 KIAA0453 protein 


AB007922 






212330 at 


1.26E-04 


transcription factor Dp-1 


R60866 


Hs.79353 


NP 009042 


212332_at 


0.020793 


Consensus includes gb:BF1 10947 
/FEA=EST 

/nR XRFF=ni-inQ4nR^7 
/UD_Ar\Lr — yi. I Uc/HUUO / 

/DB_XREF=est:7n30f02.x1 
/CLONE=IMAGE:3566330 

/ uo _ rlo. / 90u^ I t?Ui lUUlabLUl iid-iiKc 

2 (p130) /FL=gb:NM_005611.1 


NM_005611 




NP_005602 


C- 1 tJJt C3l 




1 o, VveetMy olllllleU IV 

hypothetical protein FLJ20489 

[riuiilU odLJIdloj [n.oaLJldloJ 


A\A/1R77Q^ 
nvv I o / / C70 




mp nn9nR7 

IN r UUiUD / 


212335_at 


1.26E-04 


ESTs, Weakly similar to 
[Homo sapiens] [H. sapiens] 


AW1 67793 


Hs.409152 


NP_002067 


212340_at 


2.05E-04 


aeneral transcriotion factor HA 2 
12kDa 


AA1 95936 


Hs.76362 




212341_at 


0.005852 


general transcription factor HA, 2, 
12kDa 


AA1 95936 


Hs.76362 




212342_at 


0.011725 


general transcription factor HA, 2, 
12kDa 


AA1 95936 


Hs.76362 





556 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212350_at 


0.016934 


Consensus includes 
gb:AB029031.1 /DEF=Homo 
sapiens mRNA for KIAA1108 

/ULIM — r\lrA/A I I \JO 

/PROH=KIAA1 10ft nrntpin 
/r r\vL/~Nnn l I uo yJ\ Ult?i 1 1 

/DB_XREF=gi:5689552 
/UG=Hs.278586 KIAA1108 protein 


AB029031 




NP_055988 


212355 at 


1.26E-04 


HCDI protein 


AI075450 


Hs.7911 




212356_at 


0.00945 


HCDI protein 


AI075450 


Hs.7911 




212367_at 


0.016934 


Consensus includes gb:AI799061 
/FEA=EST /DB_XREF=gi:5364533 
/DB_XREF=est:we98a1 0.x1 

/PI OMP- IMAfSF^^CM 1/1 
hnmnlnn h /Fl -nh AF17ftfi^9 1 

gb:NM_015322.1 gb:AF204883.1 


NM_0 15322 




NP_056137 


212368_at 


0.013223 


hypothetical protein FLJ13564 


AA972711 


Hs. 173081 




212369 at 


3.26E-04 


zinc finger protein 384 


AI264312 


Hs. 10331 5 


NP 597733 


212370_x_at 


0.041055 


Consensus includes 
gb:AL080183.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZD4340171 (from clone 
DKFZp4340171); partial cds. 

/FFA— mPMA 
/ r cm- m t\ inm 

/GEN=DKFZp4340171 

/PROD=hypothetical protein 

/DB_XREF=gi:5262659 

/UG=Hs. 13273 KIAA0592 protein 


AL080183 






212371_at 


0.041055 


Consensus includes 
gb:AL049397.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZd586C1019 ffrom clone 
DKFZp586C1019). /FEA=mRNA 
/DB_XREF=gi:4500188 
/UG=Hs.12314 Homo sapiens 
mRNA; cDNA DKFZp586C1019 
(from clone DKFZp586C1019) 


AL049397 







557 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212373_at 


0.001116 


Consensus includes 
gb:AW139179 /FEA=EST 
/DB_XREF=gi:6143497 
/DB XREF=est:UI-H-BI1-aet-f-06-0- 
Ul s1 /CLONE=IMAGE 2720411 
/UG=Hs.6048 FEM-1 (C.elegans) 
homolog b /FL=gb:AF1 78632.1 
gb:NM_015322.1 gb:AF204883.1 


NM_015322 




NP_056137 


212377_s_at 


5.03E-04 


Notch homolog 2 (Drosophila) 


AU 158495 


Hs. 131 286 


NP 077719 


212382_at 


0.029453 


Consensus includes gb:BF433429 
/FEA=EST 

/DB XREF=ar 11445592 
/DB_XREF=est:7q53a12.x1 
/CLONE=IMAGE:3702046 
/UG=Hs.289068 Homo sapiens 
cDNA FLJ11918 fis, clone 
HEMBB1 000272 


AK021980 






212383_at 


0.005852 


Consensus includes 
gb:AL096733.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434E071 (from clone 
DKFZp434E071). /FEA=mRNA 
/DB XREF=ai5419866 
/UG=Hs.267871 ATPase, H+ 
transporting, lysosomal (vacuolar 
proton pump) non-catalytic 
accessory protein 1A (110116kD) 


AL096733 




NP_005168 


212388_at 


0.003862 


Consensus includes 
gb:AB028980.1 /DEF=Homo 
sapiens mRNA for KIAA1057 

nrritpin nartial pHq /FFAzmRNA 

|JI ULCH 1, pal Hal lAJd. / 1 — llirxINAA 
/ \J L— 1 >l fxl /AAA 1 \J\J 1 

/PROD=KIAA1057 protein 
/DB_XREF=gi:5689450 
/UG=Hs.7243 ubiquitin specific 
protease 24 


AB028980 






212402 at 


0.004341 


KIAA0853 protein 


BE895685 


Hs. 1361 02 


NP 055885 


212403_at 


0.005852 


Consensus includes gb:AI749193 
/FEA=EST /DB_XREF=gi:51 27457 
/DB_XREF=est:at40e04.x1 
/CLONE=IMAGE:2374494 
/UG=Hs. 17639 Homo sapiens 
ubiquitin protein ligase (UBE3B) 
mRNA, partial cds 


AL096740 




NP_569733 



558 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212408_at 


1.26E-04 


Consensus includes 
gb:AK023204.1 /DEF=Homo 
sapiens cDNA FLJ 13142 fis, 
clone NT2RP3003212, moderately 
similar to Rattus norvegicus 
lamina associated DolvoeDtide 1C 
(LAP1C) mRNA. /FEA=mRNA 
/DB_XREF=gi: 1 0435025 
/UG=Hs.234265 DKFZP586G011 
protein 


AK023204 




NP_056417 


212412_at 


0.003171 


amyloid beta (A4) precursor protein 
(protease nexin-ll, Alzheimer 
disease) 


AV715767 


Hs. 177486 




212421_at 


0.00161 


Consensus includes 
gb:AB023147.1 /DEF=Homo 
sapiens mRNA for KIAA0930 
protein, partial cds. /FEA=mRNA 
/GEN=KIAA0930 
/PROD=KIAA0930 protein 
IDE XREF=gi:4589503 
/UG=Hs. 13255 KIAA0930 protein 


AB023147 






212428_at 


3.26E-04 


Consensus includes 
gb:AW001101 /FEA=EST 
IDE XREF=gi:5848017 
/DB_XREF=est:wu24c05.x1 
/CLONE=IMAGE:2520968 
/UG=Hs 3852 KIAA0368 orotein 


AB002366 


✓ • 




212429 s at 


0 016686 


aeneral transcriotion factor IMC 
polypeptide 2, beta 110kDa 


AW1 94657 


Hs.75782 


MP 001512 


212433_x_at 


0.005852 


cadherin 1, type 1, E-cadherin 
(epithelial) 


AA630314 


Hs. 356360 


NP_002943 


212434 at 


0.016686 


GrpE-like protein cochaperone 


AL542571 


Hs. 151 903 


NP 079472 


212436 at 


7.44E-04 


tripartite motif-containing 33 


AI967961 


Hs.287414 


NP 148980 


212437_at 


0.033381 


Consensus includes gb:AL1 09804 
/DEF=Human DNA sequence 
from clone RP5-1009E24 on 
chromosome 20 Contains a 
novel gene encoding two 
isoforms similar to mouse 
sialoadhesin (a macrophage sialic 
acid binding receptor), a novel 
gene similar to KIAA0417, the 
CENPB gene (centromere protein 
... /FEA=mRNA 8 
/DB_XREF=gi:11121192 
/UG=Hs.85004 centromere protein 
B (80kD) 


AL1 09804 







559 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 
No. 


212438_at 


0.02145 


putative nucleic acid binding protein 
RY-1 


BG252325 


Hs.54649 


NP_006848 


212440_at 


0.013223 


putative nucleic acid binding protein 
RY-1 


BG252325 


Hs.54649 


NP_006848 


212441_at 


0.003171 


Consensus includes gb:D86985.2 
/DEF=Homo sapiens mRNA for 
KIAA0232 protein, partial cds. 
/FEA=mRNA /GEN=KIAA0232 
/PROD=KIAA0232 Drotein 
/DB_XREF=gi:6634002 
/UG=Hs.79276 KIAA0232 gene 
product 


D86985 






212449 s at 


2.05E-04 


lysophospholipase 1 


BG288007 


Hs.409096 


NP 006321 


212451_at 


0.018693 


Consensus includes gb:N52532 
/FEA=EST /DB_XREF=gi: 11 93698 
/DB XREF=est:yv35b11.s1 
/CLONE=IMAGE:244701 
/UG=Hs.118978 KIAA0256 gene 
product 


D87445 






212452_x_at 


8.68E-04 


Consensus includes 
gb:AF113514.1 /DEF=Homo 
sapiens histone acetyltransferase 
MORF mRNA, complete cds. 
/FEA=CDS /PROD=histone 

f 1 w 1 X^ X^ #| 1 \ \mf III w s\Jf 1 1 V# 

acetyltransferase MORF 
/DB_XREF=gi:6002685 
/UG=Hs 27590 histone 
acetvltran^fprasp 
/FL=abAF1 13514 1 


AF1 13514 




NP_036462 


212458_at 


1.92E-04 


ESTs, Weakly similar to 
SPY3JHUMAN Sprouty homolog 3 
(Spry-3) [H. sapiens] 


AW1 38902 


Hs.392741 




212460 at 


1.26E-04 


hypothetical protein MGC24447 


BE738425 


Hs.353161 


NP 612145 


212461 at 


1.26E-04 


protease, serine, 15 


BF793951 


Hs.350265 


NP 680479 


212462_at 


0.001618 


Consensus includes gb:AU 144267 
/FEA=EST 

/DB XREF=ar 11 005788 
/DB_XREF=est:AU 144267 
/CLONE=HEMBA1 001 396 
/UG=Hs.27590 histone 
acetvltransferase 

Www It 1 Kl 1 Iwl 1 Uww 

/FL=gb:AF1 13514.1 


AF1 13514 




NP_036462 


212463_at 


0.004341 


CD59 antigen p18-20 (antigen 
identified by monoclonal antibodies 
16.3A5, EJ16, EJ30, EL32 and 
G344) 


BE379006 


Hs.42346 




212465 at 


0.010205 


hypothetical protein FLJ23027 


AA524500 


Hs.321766 


NP 115609 



560 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212467_at 


1.26E-04 


Consensus includes i 
gb:AB014578.1 /DEF=Homo 
sapiens mRNA for KIAA0678 
Drotein nartial cds /FEA=mRNA 

ysi vivii i| i/ai lien vvw. / i Lpi v i i \i « i 

/GEN=KIAA0678 
/PROD=KIAA0678 protein 
/DB_XREF=gi:3327169 
/UG=Hs. 12707 KIAA0678 protein 


AB014578 






212468_at 


2.05E-04 


Consensus includes 
gb:AK023512.1 /DEF=Homo 
sapiens cDNA FLJ13450 fis, 
clone PLACE1 003027, highly 
similar to Homo saoiens mRNA 
for KIAA0516 orotein 
/FEA=mRNA 
/DB XREF=aM 0435467 
/UG=Hs. 129872 sperm associated 
antigen 9 


AB011088 




NP_758853 


212472_at 


0.001116 


KIAA0750 gene product 


BE965029 


Hs.314434 




212473 s at 


0.013223 


KIAA0750 gene product 


BE965029 


Hs.314434 




212474 at 


0.004341 


KIAA0241 protein 


BE503381 


Hs. 150275 




212476_at 


0.00228 


Consensus includes gb:D26069.1 
/DEF=Human mRNA for 

/ 1— ' 1— ■ 1 lull lUl I 1 1 1 1 \ 1 1 \Jl 

KIAA0041 gene, partial cds. 
/FEA=mRNA /GEN=KIAA0041 
/DB_XREF=gi:436227 
/UG=Hs.24340 centaurin beta2 


D26069 




NP_036419 


212477_at 


0.001303 


Consensus includes gb:D26069.1 
/DFF=Human mRNA for 
KIAA0041 gene, partial cds. 
/FEA=mRNA /GEN=KIAA0041 
/DB_XREF=gi:436227 
/UG=Hs.24340 centaurin beta2 


D26069 




NP_036419 


212479_s_at 


0.007779 


Consensus includes 
gb:AK022815.1 /DEF=Homo 
saoiens cDNA FLJ12753 fis 
clone NT2RP2001226. 
/FEA=mRNA 
/DB_XREF=gi: 10434432 
/UG=Hs.75277 hypothetical 
protein FLJ 13910 


AL050139 




NP_073617 


212481 s at 


5.03E-04 


tropomyosin 4 


AI2 14061 


Hs.250641 


NP 003281 



561 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212483_at 


0.026891 


Consensus includes 
gb:AW339587 /FEA=EST 
/DB_XREF=gi:6836213 
/DB_XREF=est: he 1 4g08.x1 
/CLONE=IMAGE:291 9038 
/UG=Hs.225767 IDN3 protein 


ABO 19494 




NP 597677 


212491_s_at 


0.027243 


DnaJ (Hsd40) homoloa subfamilv 
C, member 8 


AA843895 


Hs.74711 


NP 055095 


212492 s at 


0.003171 


KIAA0876 protein 


AW237172 


Hs.301011 




212496 s at 


0.00228 


KIAA0876 protein 


AW237172 


Hs.301011 




212503 s at 


0.026891 


KIAA0934 protein 


N31807 


Hs.227716 




212506_at 


2.05E-04 


ubiquitin specific protease 2 


AL1 35735 


Hs.199160 


NP 009097 


212507_at 


1.26E-04 


Consensus includes gb:D87446.1 
/DEF=Human mRNA for 
KIAA0257 aene oartial cds 
/FEA=mRNA /GEN=KIAA0257 
/DB_XREF=gi: 1665780 
/UG=Hs.75912 KIAA0257 protein 


D87446 






212511 at 


0.003171 


ubiquitin specific protease 2 


AL1 35735 


Hs.199160 


NP 009097 


212513_s_at 


0.026891 


Consensus includes 
gb:AB029020.1 /DEF=Homo 
sapiens mRNA for KIAA1097 
Drotein nartial cds /FEA=mRNA 
/GEN=KIAA1097 
/PROD=KIAA1097 protein 
/DB_XREF=gi:5689530 
/UG=Hs. 173694 KIAA1097 protein 


AB029020 




NP_055832 


212517_at 


0.026891 


Consensus includes gb:AL1 32773 
/DEF=Human DNA sequence 
from clone RP4-741H3 on 
chromosome 20 Contains parts 
of isoform 1 and isoform 2 
(KIAA0548) of the ATRN 
(attractin (with dioeDtidvlDentidase 
IV activity)) gene, ESTs, STSs 
and GSSs /FEA=mRNA 1 
/DB_XREF=gi:71 59777 
/UG=Hs.194019 attractin 


AL1 32773 






212519_at 


0.00161 


ubiquitin-conjugating enzyme E2E 1 
(UBC4/5 homolog, yeast) 


AL518159 


Hs.7766 


NP_003332 



562 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212527_at 


3.26E-04 


Consensus includes gb:BF057059 
/FEA=EST 

/DB XREF=gi: 1081 0955 
/DB_XREF=est:7k15c07.x1 
/CLONE=IMAGE:3444468 
/UG=Hs. 12421 hypothetical 
protein 


AL023553 






212531_at 


3.55E-04 


Consensus includes 
gb:NM_005564.1 /DEF=Homo 
sapiens lipocalin 2 (oncogene 
24p3) (LCN2), mRNA. /FEA=CDS 
/RFN=I CNI9 /PROD=linnralin 0 

(oncogene 24p3) 
/DB_XREF=gi:5031852 
/UG=Hs 204238 linocalin 2 
(oncogene 24p3) 
/FL=gb:NMJ)05564.1 


NM_005564 




NP_005555 


212535_at 


3.26E-04 


MADS box transcription enhancer 
factor 2, polypeptide A (myocyte 
enhancer factor 2A) 


AA1 42929 


Hs.277806 


NP_005578 


212536_at 


1.26E-04 


Consensus includes 
gb:AB023173.1 /DEF=Homo 
sapiens mRNA for KIAA0956 

piuidii, pal ileal uuo. / i U.AA — 1 1 1 rxINAA 

/GEN=KIAA0956 
/PROn=KIAAf)Q'ifi nrntpin 
/DB XREF=gi:4589555 
/UG=Hs.75478 ATPase, Class VI, 
type 11B 


AB023173 






212542_s_at 


0.041055 


pleckstrin homology domain 
interacting protein 


BF224151 


Hs.367694 


NP_060404 


212543_at 


1.26E-04 


Consensus includes gb:U83115.1 
/DEF=Human non-lens beta 
gamma-crystallin like protein 
(AIM1) mRNA, partial cds. 
/FFA=mRNA /GFN=AIM1 
/PROD=non-lens beta gamma- 
crystallin like protein 
/DB_XREF=gi:2072424 
/UG=Hs.161002 absent in 
melanoma 1 


U83115 






212549_at 


7.58E-04 


Consensus includes gb:BE645861 
/FEA=EST /DB_XREF=gi:9970172 
/DB XRFF=p<5t-7p77dn'S x1 
/CLONE=IMAGE:3288489 
/UG=Hs.24064 Homo sapiens 
mRNA; cDNA DKFZp586N1323 
(from clone DKFZp586N1323) 


AL080218 






212552_at 


0.001116 


hippocalcin-like 1 


BE6 17588 


Hs.3618 


NP 602293 



563 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212553_at 


0.033381 


Consensus includes 
ab AK026120 1 /DEF=Homo 
saoiens cDNA* FLJ22467 fis 
clone HRC10345 /FEA=mRNA 
/DB XREF=ai* 10438867 
/UG=Hs.29956 KIAA0460 protein 


AK026120 






212560 at 


0.016934 


cytochrome c oxidase subunit VI b 


AV728268 


Hs. 174031 




212561_at 


0.003171 


RAB6 interacting protein 1 


AA349595 


Hs.26797 




212570_at 


0.009652 


KIAA0830 protein 


AL573201 


Hs.167115 




212572_at 


3.26E-04 


Consensus includes 

ab AW779556 /FFA=FST ' 

/DB_XREF=gi:7794159 

/DB_XREF=est:hn81f05.x1 

/CLONE=IMAGE:3034305 

/UG=Hs. 184523 KIAA0965 protein 


AB023182 




NP_055815 


212583_at 


0.011788 


Consensus includes 
gb:AB01 1132.2 /DEF=Homo 
sapiens mRNA for KIAA0560 
Drotein Dartial ccte /FEA=mRNA 
/GEN=KIAA0560 
/PROD=KIAA0560 protein 
/DB_XREF=gi:6635202 
/UG=Hs. 129952 KIAA0560 gene 
product 


AB011132 






212584_at 


0.010205 


Consensus includes 

nh RC5?R051Q /FFA=F C 5T 

/DR XRFF=ni'1S>77n^^ c i 

/DB_XREF=est:602372065F1 

/UG=Hs. 129952 KIAA0560 gene 
product 


AB011132 






212586 at 


0 02145 


pa I r>a statin 


UVJ 1 1 1 \J\J\J 


Hs 9347 


NP 77508*5 


212590_at 


7.58E-04 


related RAS viral (r-ras) oncogene 
homolog 2 


BG 168858 


Hs.206097 


NP_036382 


212594_at 


0.033381 


programmed cell death 4 
(neoplastic transformation inhibitor) 


N92498 


Hs.326248 


NP_663314 


212597_s_at 


1.26E-04 


Consensus includes 
gb:AL079310.1 /DEF=Novel 
human gene mapping to 
chomosome 22. /FEA=mRNA 
/PROD=hypothetical protein 
/DB_XREF=gi:51 02629 
/UG=Hs.92260 high-mobility group 
protein 2-like 1 


AL079310 







564 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212599_at 


0.00161 


Consensus includes 
abAK025298 1 /DEF=Homo 
sapiens cDNA: FLJ21645 fis, 
clone COL08436. /FEA=mRNA 
/DB XREF=gi: 10437785 
/UG=Hs.32168 KIAA0442 protein 


AK025298 




NP_056385 


212601_at 


0.004341 


Consensus includes 
gb:AB007859.2 /DEF=Homo 
sapiens mRNA for KIAA0399 

piwLCIII, pal Udl LAJO. / 1 L/A — 1 1 1 Fx 1 N /A 

/PROD=KIAA0399 protein 

/DB_XREF=gi:6634028 

/UG=Hs. 100955 KIAA0399 protein 


AB007859 




NP_055928 


212602 at 


2.05E-04 


ALFY 


AI806395 


Hs. 1981 35 


NP 848700 


212604_at 


1.26E-04 


Consensus includes gb:AI937794 
/FEA=EST /DB XREF=ar5676664 
/DB XRFF=e<?t wD82a10 y1 
/CLONE=IMAGE:2468322 
/UG=Hs. 154655 imogen 38 
/FL=gb:NM_005830.1 

- i 


NM_005830 




NP_005821 


212606 at 


1.26E-04 


ALFY 


AI806395 


Hs. 1981 35 


NP 848700 


212607_at 


0.033381 


Consensus includes gb:N32526 
/FFA=FST /DR XRFF=nM 1 
/DB_XREF=est:yy1 1f04.s1 
/CLONE=IMAGE:270943 
/UG=Hs.300642 serologically 
defined colon cancer antigen 8 


U79271 




NP_006633 


91960R «s at 


0 004 "341 


F^Tq IV/lnHpratpIv/ Qimilsr tn 
t_o i o, iviuud ciiciy oiiiiiicii lvj 

Z254JHUMAN Zinc finger protein 
254 (Bone marrow zinc finger 5) 
(BMZF-5) (Hematopoietic cell 
derived zinc finger protein 1) (HD- 
ZNF1)[H.sapiens] 


V VOJ9 I c. 


Hs.409038 




21261 0_at 


3.26E-04 


Consensus includes gb:U79291.1 
/DEF=Human clone 23721 mRNA 
sequence. /FEA=mRNA 
/DB_XREF=gi:1710271 
AJG=Hs.83572 Human clone 
23721 mRNA sequence 


U79291 




NP_1 16293 



565 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212612_at 


1.26E-04 


Consensus includes gb:D31 888.1 
/DEF=Human mRNA for 
KIAA0071 gene, partial cds. 
/FEA=mRNA /GEN=KIAA0071 
/DB_XREF=gi:506340 
/UG=Hs 78398 KIAA0071 Drotein 
/FL=gb:AF155595.1 
gb:NM_015156.1 


D31888 




NP_055971 


212613_at 


0.002418 


butyrophilin, subfamily 3, member 
A2 


AI991252 


Hs. 167741 


NP_008978 


212623_at 


0.001116 


Consensus includes gb:AU153138 
/FEA=EST 

/DB_XREF=gi: 11014659 
/DB_XREF=est: AU1 531 38 
/CLONE=NT2RP3002507 
/UG=Hs. 174905 KIAA0033 protein 


D26067 






212629_s_at 


0.001054 


Consensus includes gb:AI633689 
/FEA=EST IDE XREF=ai 4685019 
/DB_XREF=est:th71d03.x1 
/CLONE=IMAGE:2124101 
/UG=Hs.69171 protein kinase C- 
like 2 


AK023692 






212631_at 


0.010205 


Consensus includes gb:AI566082 
/FFA=FST /DR XRFF=ni 4^94^^4 
/DB_XREF=est:tn53b1 2.x1 
/CLONE=IMAGE:2172095 
/UG=Hs.8906 Homo sapiens 
clone 24889 mRNA sequence 


AF131808 




NP_003560 


212632_at 


0.016934 


Consensus includes gb:N32035 

/FFA=EST /DB XRFF=nM 1 S?4^4 
/DR XRFF=p<5t \AA/Qfip0ft «i1 

/ VJ VJ A 1 \ 1_ 1 — COl.y VVC7UCUU. O 1 

/CLONE=IMAGE*260102 
/UG=Hs 8906 Homo <?anipn<; 

clone 24889 mRNA sequence 


AF 131 808 




NP_003560 


212634 at 


0.001618 


KIAA0776 protein 


AW298092 


Hs.5460 


NP 056138 


212635 at 


0.010205 


ESTs 


AW161626 


Hs.409034 




212638_s_at 


2.05E-04 


WW domain-containing protein 1 


BF131791 


Hs.409154 


NP 008944 


212639 x at 


5.03E-04 


tubulin, alpha, ubiquitous 


AL581768 


Hs. 334842 


NP 006073 



566 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212642_s_at 


0.041055 


Consensus includes gb:AL023584 
/DEF=Human DNA sequence 
from clone 67K17 on 
chromosome 6q24. 1-24.3. 
Contains the HIVEP2 (Schnurri-2) 
gene for HIV type 1 Enhancer- 
binding Protein 2, and a possible 
pseudogene in an intron of this 
gene. Contains STSs and GSSs 
and an AAAT repeat polymorp... 
/FEA=mRNA 
/DB_XREF=gi:3790154 
/UG=Hs.75063 human 
immunodeficiencv virus tvne I 

ii i ii i iu i iuvjci ivici loy vii uo lv^c i 

enhancer-binding protein 2 
/FL=gb:NM_006734.1 


AL023584 






212644_s_at 


7.58E-04 


likely ortholog of mouse MAPK- 
interacting and spindle-stabilizing 
protein 


AI671747 


Hs.388281 


NP_653179 


212649_at 


0.004341 


Consensus includes 
gb:AL079292.1 /DEF=Homo 
sapiens mRNA full length insert 
cDNA clone EUROIMAGE 48814. 
/FEA=mRNA /PROD=hypothetical 
nrntpin similar to 

pi VJH3II 1, Oil 1 IIICII WJ 

fAC007017 1 lni]tati\/p RNA hplirasp 

A Arabidopsis thaliana 
/DB XRFF=ai'51 02732 
/UG=Hs QSfifiS hvnnthptiral 

protein 


AL079292 




NP_061903 


212657 s at 


0.00161 


interleukin 1 receptor antagonist 


AW083357 


Hs.81134 


NP 776215 


212658_at 


0.00945 


lipoma HMGIC fusion partner-like 2 


N66633 


Hs.79299 




212660 at 


1.26E-04 


KIAA0239 protein 


AI735639 


Hs.9729 


NP 056103 


212663_at 


0.001116 


Consensus includes 
gb:AB01 4574.1 /DEF=Homo 
sapiens mRNA for KIAA0674 
protein, partial cds. /FEA=mRNA 
/GEN=KIAA0674 
/PROD=KIAA0674 protein 
/DB_XREF=gi:3327161 
/UG=Hs. 14799 KIAA0674 protein 


AB014574 







567 



Gene Identifier 


p-vaiue 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212666_at 


7.58E-04 


Consensus includes 
gb:AB046845.1 /DEF=Homo 
sapiens mRNA for KIAA1625 

nrntpin nartial pHc /FFA-mRMA 

piUldll, (JalUCJl OUo. / 1 LAA"~ 1 1 1 lA INAA 

/GEN=KIAA1625 
/PROD=KIAA1625 protein 

/DR XRFF=ni-inn47^9R 

#L/P Ar\LI j^l. 1 UU4 / O^D 

/UG=Hs. 119120 E3 ubiquitin 

linacp SMURF1 

liydoc OlVIUrvn I 


AB046845 




NP_851994 


212669_at 


0.003171 


calcium/calmodulin-dependent 
protein kinase (CaM kinase) II 
gamma 


AI093569 


Hs. 153406 


NP_751913 


212671_s_at 


0.003171 


major histocompatibility complex, 
class II, DQ alpha 1 


BG397856 


Hs. 198253 


NP_002113 


212674_s_at 


5.03E-04 


Consensus includes 
gb:AK002076.1 /DEF=Homo 
sapiens cDNA FLJ11214 fis, 
rlnnp PI AOFinn7QQn 

/FEA=mRNA 
/DB_XREF=gi:7023738 
/UG=Hs.281616 Homo sapiens 
cDNA FLJ11214 fis, clone 
PLACE 1007990 


AK002076 




NP_619520 


212677_s_at 


0.004341 


Consensus includes 

nh-RCi^fUftl /FFA-F^T 
yu.oo jouHo i ircr\ — lo i 

/DB_XREF=gi: 1352201 8 
/DB XREF=est:602559046F1 
/CLONE=IMAGE:4697218 


AB011154 




NP_055962 


212678_at 


0.011377 


neurofibromin 1 (neurofibromatosis, 
von Recklinghausen disease, 
Watson disease) 


AW293356 


Hs.93207 




212683 at 


3.56E-04 


KIAA0446 gene product 


AL526243 


Hs. 158286 




212685_s_at 


3.26E-04 


Consensus includes gb:AI608789 
/FEA=EST /DB XREF=ai'4617956 
/DB_XREF=est:tw94g12.x1 
/CLONE=IMAGE:2267398 
/UG=Hs.52515 transducin (beta)- 
like 2 


AK026529 




NP_1 16783 



568 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212687_at 


0.013223 


Consensus includes 
gb:AL1 10164.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZD586I0324 (from clone 
DKFZp586l0324). /FEA=mRNA 
/DB_XREF=gi:5817069 
/UG=Hs. 193700 Homo sapiens 
mRNA; cDNA DKFZp586l0324 
(from clone DKFZp586l0324) 


AL110164 






212688_at 


1.26E-04 


Consensus includes 
gb:BC003393.1 /DEF=Homo 
sapiens, clone IMAGE:3447173, 
mRNA, partial cds. /FEA=mRNA 
/PROD=Unknown (protein for 
IMAGE3447173} 
/DB_XREF=gi: 13097275 
/UC?=Hs 9^981 fi nho<;nhoino«;itirip- 
3-kinase, catalytic, beta 
DOlvDeDtide /FL=abNM 006219 1 


BC003393 




NP_006210 


212689_s_at 


0.007779 


Human putative zinc finger protein 
mRNA 


AA524505 


Hs.383008 


NP_060903 


212697_at 


0.010205 


Lutheran blood group (Auberger b 
antigen included) 


AL515874 . 


Hs. 155048 


NP_835227 


212698 s at 


0.02008 


hypothetical protein FLJ11619 


BF966021 


Hs.79844 


NP 848699 


212702_s_at 


1.26E-04 


Consensus includes gb:N45111 
/FEA=EST /DB XREF=gi: 1186277 
/DB_XREF=est:yz12f12.s1 
/CLONE=IMAGE:282863 
/IJG=H<; ^0Q88 Hnmn «;anipn<; 

1 \J\J 1 IO. JJUCUU 1 l\J\ 1 IU OGjJId IO, 

Similar to Rir*pi iHal D 

ONI INCH \>\J DIOOUUCII L/ 

(Drosophila) homolog 1, clone 
IMAGE:3622452, mRNA, partial 
cds 


BC004296 




NP_056065 


212710 at 


0.025245 


DKFZP434F195 protein 


BE222901 


Hs. 184793 




212717_at 


5.03E-04 


Consensus includes 
gb:AB002354.2 /DEF=Homo 
sapiens mRNA for KIAA0356 
protein, partial cds. /FEA=mRNA 
/GEN=KIAA0356 
/PROD=KIAA0356 protein 
/DB XREF=gi:6634022 
/UG=Hs.32312 KIAA0356 gene 
product 


AJ002220 







569 



Gene Identifier j 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212722_s_at 


0.026891 


Consensus includes 
gb:AK021 780.1 /DEF=Homo 
sapiens eDNA FLJ11718 fis, 
clone HEMBA1 005252, highly 

cimilor fr\ Unmn QanipnQ mRMA 

OlIIIIICil IU 1 l\Jl I l\J odfJIdlo llirxIM/A 

for KIAA0585 protein. 
/FEA=mRNA 
/DB_XREF=gi: 10433034 
/UG=Hs.72660 phosphatidylserine 
receptor 


AK021780 




NP_055982 


212723_at 


1.26E-04 


Consensus includes 
gb:AK021 780.1 /DEF=Homo 
sapiens cDNA FLJ11718 fis, 
clone HEMBA1 005252, highly 

oil 1 Midi l\J nUIMU odplCllo lllr\INM 

/FEA=mRNA 
/DB_XREF=gi: 10433034 
/UG=Hs.72660 phosphatidylserine 
receptor 


AK021780 




NP_055982 


212725 s at 


0.026891 


ESTs 


N37081 


Hs.409222 




212726_at 


0.00161 


Consensus includes 
gb:AB01 4562.1 /DEF=Homo 
sapiens mRNA for KIAA0662 

piUltilM, pdrildl cos. /rcM— rnr\iNr\ 

/ O CLIN - iXIMMUODZ. 

/PROD=KIAA0662 protein 

/nR YRPF— 

/UD ArvCr— yi.OOZ / \Of 

l\ Mc Q^BRft klAAHfiftO nana 

/uvj— ns.yooDO immmuooz gene 
product 


ABO 14562 




NP_078793 


212737_at 


0.00161 


GM2 ganglioside activator protein 


AL5 13583 


Hs.289082 


NP 000396 


212740_at 


0.001116 


phosphoinositide-3-kinase, 
regulatory subunit 4, p150 


BF740111 


Hs.83050 


NP_055417 


212742 at 


1.26E-04 


zinc finger protein 364 


AL530462 


Hs. 16537 




212743_at 


0.007781 


Consensus includes gb:AV694093 

/ 1 C/A— CO 1 

/DR XRFF=nMft9Q5Q5fi 
/nR XRFF=oct-A\/fiCMnQ'* 

/CLONE=GKCDSD10 
/UG=Hs.48297 DKFZP586C1620 
protein 


AL050144 




NP_056251 


212744_at 


0.002671 


Bardet-Biedl syndrome 4 


AI813772 


Hs.387416 


NP 149017 


212747_at 


1.28E-04 


KIAA0229 protein 


AI990523 


Hs.221332 




212749 s at 


1.26E-04 


Consensus includes gb:AI096477 
/FEA=EST /DB XREF=ar3445971 
/DB_XREF=est:qa03c06.x1 
/CLONE=IMAGE:1685674 
/UG=Hs.48297 DKFZP586C1620 
protein 


AL050144 




NP_056251 



570 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein . 
Accession 

nu. 


212752_at 


7.58E-04 


cytoplasmic linker associated 
Drotein 1 


AA1 76798 


Hs.392661 




212757_s_at 


0.033381 


calcium/calmodulin-dependent 
protein kinase (CaM kinase) II 
gamma 


BF1 11268 


Hs. 153406 


NP_751913 


212761_at 


0.016074 


transcription factor 7-like 2 (T-cell 
specific, HMG-box) 


AI703074 


Hs.348412 


NP_1 10383 


212768_s_at 


7.31 E-04 


isoform 1 match: proteins: 
Sw:Q07081 Tr:095362 Tr:Q9Z2Y4 
Tr:095897 Tr:O70624 Sw:Q99972 
Sw:Q99784 Sw:Q62609 
Tr:Q9TV76 Tr:Q9l9K5 Sw:P01813 
Tr:Q9IAK4 Tr:035429; Human 
DNA sequence from clone RP11- 
209J19 on rhromo^ome 13 
Contains ESTs, STSs and GSSs. 
Contains the aene for the GW1 1 2 
protein with two isoforms (GW112 
and KIAA4294), complete 
sequence. 


AL390736 






212769_at 


0.026891 


transducin-like enhancer of split 3 
(E(sp1) homolog, Drosophila) 


AI567426 


Hs. 1561 83 


NP_005069 


212779_at 


0.004341 


Consensus includes 
gb:AB029032.1 /DEF=Homo 
saniens mRNA for KIAA1109 
protein, partial cds. /FEA=mRNA 
/GEN=KIAA1109 
/PROD=KIAA1109 protein 
/DB_XREF=gi:5689554 
/UG=Hs.6606 KIAA1109 protein 


AB029032 




NP_1 15578 


212780_at 


0.007779 


Consensus includes gb:AA700167 
/FEA=EST /DB_XREF=gi:2703130 
/DB XREF=est zi36h12 s1 

/ t—r t—f AVI \ L— 1 COL. t— \ \JVJI 1 l . O 1 

/CLONE=IMAGE:452423 
/UG=Hs.326392 son of sevenless 
(Drosophila) homolog 1 
/FL=gb:L13857.1 


L13857 




NP_005624 


212783_at 


1.26E-04 


Consensus includes gb:AI538172 
/FEA=EST /DB XREF=ai 4452307 
/DB XREF=est ti75f08 x1 
/CLONE=lMAGE'21 37863 
/UG=Hs.91065 hypothetical 
protein DKFZp761 B2423 


AK026954 




NP_008841 


212786 at 


0.016934 


KIAA0350 protein 


AA731693 


Hs.23263 




212787 at 


3.26E-04 


ZAP3 protein 


AI952986 


Hs.159471 




212790 x at 


0.010205 


ribosomal protein L13a 


BF942308 


Hs.1 19122 


NP 775866 



571 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212794_s_at 


0.013223 


Consensus includes 
gb:AK001 728.1 /DEF=Homo 
saDiens cDNA FLJ10866 fis 
clone NT2RP4001614. 
/FEA=mRNA 
/DB_XREF=gi:7023169 
/UG=Hs.12144 KIAA1033 protein 


AL1 37753 






212796 s at 


0.041055 


KIAA1055 protein 


BF1 95608 


Hs. 126084 


NP 055894 


212799_at 


3.26E-04 


Consensus includes gb:BE217875 
/FEA=EST /DR XRFF=nr8QO c >1Q'3 

/DB_XREF=est:hv31a03.x1 
/CLONE=IMAGE:3174988 
/UG=Hs.12311 Homo sapiens 
clone 23570 mRNA sequence 


AF038202 




NP_005810 


212802_s_at 


7.58E-04 


Consensus includes 
gb:AK023841.1 /DEF=Homo 
sapiens cDNA FLJ 13779 fis, 
clone PLACE4000445, highly 
similar to Homo sapiens mRNA; 
cDNA DKFZd434C212 (from 

V-/ is i ^/ * l/i \i ^—ys^\j~ wl. i £— ill will 

clone DKFZp434C212). 
/FEA=mRNA 
/DB_XREF=gi: 10435900 
/UG=Hs. 172069 DKFZP434C212 
protein 


AK023841 


t 
I 




212804_s_at 


0.026891 


Consensus includes gb:AI797397 
/FEA=EST /DB XREF=ai 5362869 

/ 1— ' LJ X\ 1 \ I — 1 — COl.WCOf 1 Ic.A 1 

/CLONF=IMAGF*23481 1 1 
/UG=Hs. 172069 DKFZP434C212 
protein 


AK023841 






212807 s at 


3.26E-04 


sortilin 1 


BE742268 


Hs.351872 


NP 002950 


212808 at 


0.041055 


hypothetical protein FLJ 14639 


AA1 52202 


Hs.334788 


NP 116204 


21281 1_x_at 


5.03E-04 


solute carrier family 1 
(glutamate/neutral amino acid 
transporter), member 4 


BG032165 


Hs. 323878 


NP_003029 


212814_at 


0.033381 


Consensus includes 
gb:AB020635.1 /DEF=Homo 
saDiens mRNA for KIAA082R 
protein, partial cds. /FEA=mRNA 
/GEN=KIAA0828 
/PROD=KIAA0828 protein 
/DB_XREF=gi:4240144 
/UG=Hs.4984 KIAA0828 protein 


AB020635 




NP_056143 


212823 s at 


0.007052 


KIAA0599 protein 


AU147160 


Hs. 198037 





572 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212827_at 


1.26E-04 


Consensus includes gb:X17115.1 
/DEF=Human mRNA for IgM 
heaw chain comnlptp ^pnupncp 
/FEA=mRNA /DB_XREF=gi:33450 
/UG=Hs.302063 immunoglobulin 
heavy constant mu 


X17115 






212828 at 


0 009199 


r^nn^pn^iiQ inrliiHpQ nh"AA1Q1 ^7*3 
v> \j i loci iouo ii iuiuuco y u.An i %7 I ji o 

/FEA=EST /DB XRFF=nM 780272 
/HR XRFF=p<^t-7nR1hnQ <i1 
/CLONE=IMAGE:626585 
/UG=Hs.61289 synaptojanin 2 






IN r _UUOOOS7 


212829 at 


0.010205 


ESTs 


BE878277 


Hs.57079 




212830 at 


2.05E-04 


EGF-like-domain, multiple 5 


BF1 10421 


Hs.5599 




212833_at 


0.007779 


Consensus includes gb:M74089.1 
/DEF=Human TB1 aene mRNA 
3 end. /FEA=mRNA /GEN=TB1 
/DB_XREF=gi: 182400 
/UG=Hs.75639 Human TB1 gene 
mRNA, 3 end 


M74089 




NP_620128 


212836_at 


0.016934 


Consensus includes gb:D26018.1 
/DEF=Human mRNA for 

/FEA=mRNA /GEN=KIAA0039 
/DB_XREF=gi:436221 
/UG=Hs.82502 polymerase (DNA 
directed), delta 3 


D26018 






212838_at 


0.004452 


Consensus includes 
gb:AB023227.1 /DEF=Homo 
sapiens mRNA for KIAA1010 

nrntf^in nartial pHq /PFA=mRMA 
fjiuiciii, jjdi ucii ouo. / 1 t.n 1 1 1 rxlN/A 

/GEN=KIAA1010 
/PROD=KIAA1010 protein 
/DB_XREF=gi:4589669 
/UG=Hs.23860 KIAA1010 protein 


AB023227 






212840_at 


0.016934 


Consensus includes 
gb:BG339560 /FEA=EST 
/DB_XREF=gi: 13145998 
/DB_XREF=est:60243741 3F1 
/CLONE=IMAGE:4555466 
/UG=Hs. 127287 KIAA0794 protein 


AB018337 







573 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212854_x_at 


0.003171 


Consensus includes 
gb:AB051480.1 /DEF=Homo 
sapiens mRNA for KIAA1693 
protein, partial cds. /FEA=mRNA 
/GEN=KIAA1693 
/PROD=KIAA1693 protein 
/DB_XREF=gi: 12697930 
/UG=Hs.323463 KIAA1693 
protein; hypothetical protein 
FLJ20719 


AB051480 




NP_060410 


212856_at 


1.26E-04 


Consensus includes 
gb:AB018310.1 /DEF=Homo 
sapiens mRNA for KIAA0767 
nrotpin nartisl rris /FFA=mRNA 
/GFN=KIAA0767 
/PROD=KIAA0767 protein 
/DB_XREF=gi:3882254 
/UG=Hs 95180 KIAA0767 Drotein 


AB018310 






212861 at 


0.003171 


hypothetical protein MGC11308 


BF690150 


Hs. 19210 


NP 116278 


212862 at 


0 016934 


CDP-diacvlalvcerol svnthase 

( ohosnhatidate cvtidvlvltransfera^p^ 

2 


AL568982 


Hs.24812 


NP 003809 


212864 at ; 


0 00161 


r^DP-diarvlnlx/ppml ^vntha^p 

v/u/i Ljiaoy lyiyoo ui oy 1 1 li laoc 

(phosphatidate cytidylyltransferase) 

2 


AL568Q82 


Hs 24812 


NIP OO^EOQ 


212867 at 


0.001116 


nuclear receptor coactivator 2 


AI040324 


Hs.29131 


NP 006531 


212869_x_at 


0.026891 


tumor protein, translationally- 
controlled 1 


AI721229 


Hs.279860 


NP_003286 


212870_at 


1 .26E-04 


son of sevenless homolog 2 
(Drosophila) 


AI628605 


Hs. 348496 




212871_at 


0.020576 


Consensus includes 
gb:NM_003668.1 /DEF=Homo 
sapiens mitogen-activated protein 
kinase-activated protein kinase 5 
(MAPKAPK5), mRNA. /FEA=CDS 
/GEN=MAPKAPK5 
/PROD=mitogen-activated protein 
kinase-activatedprotein kinase 5 
/DB_XREF=gi:4506034 
/UG=Hs.30327 mitogen-activated 
protein kinase-activated protein 
kinase 5 /FL=gb:NM_003668.1 


NM_003668 




NP_620777 



574 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212872_s_at 


0.005852 


Consensus includes 
gb:AK023092.1 /DEF=Homo 
sapiens cDNA FLJ 13030 fis, 
clone NT2RP3001111, highly 
similar to Homo sapiens TRF- 
proximal protein mRNA. 
/FEA=mRNA 
/DB_XREF=gi: 10434851 
/UG=Hs.93796 DKFZP586D2223 
protein 


AK023092 




NP_061031 


212880_at 


0.041055 


Consensus includes 
gb:AB011113.1 /DEF=Homo 
sapiens mRNA for KIAA0541 
Drotein nartial cds /FEA=mRNA 

yj \ \J lv_- III, L/GII UGH \s\J O . /I 1 — 1 \ 1 1 1 1 \ 1 >f i\ 

/GEN=KIAA0541 
/PROD=KIAA0541 protein 
/DB_XREF=gi:3043605 
/UG=Hs.10881 WD repeat 
domain 7 


AB011113 




NP_443066 


212882_at 


3.26E-04 


Consensus includes 
gb:AB01 8338.1 /DEF=Homo 
sapiens mRNA for KIAA0795 
Drotein Dartial cds /FEA=mRNA 
/GEN=KIAA0795 
/PROD=KIAA0795 protein 
/DB_XREF=gi:3882310 
/UG=Hs 22926 KIAA0795 Drotein 


AB018338 




NP_079286 


212887 at 


1.26E-04 


Spp?*3 hnmnlnn A rprp\/i<5i£iP^ 


f\l 1 \J\J\J\JZf 


Hs 272927 


NP OOfi^S'S 

1 N 1 UUUJJJ 


212888_at 


0.007779 


ESTs, Highly similar to A32915 
nucleophosmin - human 
[H. sapiens] 


BG1 09746 


Hs.409325 




212890 at 


0.003171 


hypothetical protein MGC15523 


BF663461 


Hs.381200 


NP 612637 


212895 s at 


7.58E-04 


active BCR-related gene 


AL527773 


Hs.408408 


NP 068781 


212899 at 


7.58E-04 


Consensus includes 
gb:AB028951.1 /DEF=Homo 
sapiens mRNA for KIAA1028 
protein, partial cds. /FEA=mRNA 
/GEN=KIAA1028 
/PROD=KIAA1028 protein 
/DB_XREF=gi:5689392 
/UG=Hs.129836 KIAA1028 protein 


AL1 22055 




NP 055891 



575 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212908_at 


0.037567 


Consensus includes 
gb:AK022530.1 /DEF=Homo 
sapiens cDNA FLJ 12468 fis, 

clone NT2RM1 0008*57 hiahlv 
similar to Homo sapiens mRNA 
for KIAA0962 protein. 
/FEA=mRNA 
/DB_XREF=gi: 10433971 
/UG=Hs.9059 KIAA0962 protein 


AB023179 






21291 1_at 


0.041055 


Consensus includes 
gb:AB023179.1 /DEF=Homo 
^anipn^ mRNA fnr KIAADQR9 
nrnfpin nartial pHq /PFA-mRNIA 

/GEN=KIAA0962 
/PROD=KIAA0962 orotein 
/DB XRFF=ar458Q c ifi7 
/UG=Hs.9059 KIAA0962 protein 


AB023179 






212916 at 


5.03E-04 


KIAA1111 protein 


AW249934 


Hs.285641 




212917_x_at 


0.003171 


RecQ protein-like (DNA helicase 
Q1-like) 


BF2 19234 


Hs.235069 


NP_079130 


212920 at 


0.010205 


ESTs 


AV682285 


Hs.227630 




212926_at 


0.008036 


Consensus includes 

abAW1 83677 /FEA=EST 

/DB XRFF=nifi4591Q1 

/DB_XREF=est:xj86e07.x1 

/CLONE=IMAGE:2664132 

/UG=Hs. 103283 KIAA0594 protein 


AB011166 




NP_055925 


212929 s at 


0.016686 


hypothetical protein FLJ 10824 


W68158 


Hs. 13273 




212931_at 


0.00228 


Consensus includes 
gb:AB006630.1 /DEF=Homo 

^pnipn^ mRNA fnr KIAAH9Q9 

gene, partial cds. /FEA=mRNA 
/GEN=KIAA0292 
/DB_XREF=gi:2564331 
/UG=Hs.201668 transcription 
factor 20 (AR1) 


AB006630 






212932_at 


0.013088 


Consensus includes 
gb:AK022494.1 /DEF=Homo 
sapiens cDNA FLJ 12432 fis, 
clone NT2RM1 000018 hiahlv 

wiui ic 1^1 i t-\ \ivi i uyuv i w , i iiy i ny 

similar to Human mRNA for 
KIAA0066 apne /FFA=mRNA 
/DB_XREF=gi: 10433912 
/UG=Hs 227881 RAB3 GTPase- 
ACTIVATING PROTEIN 


AK022494 






212934_at 


1.26E-04 


ESTs, Weakly similar to p47 
[Homo sapiens] [H. sapiens] 


AI245523 


Hs.131357 




212936_at 


0.013223 


hypothetical protein 
DKFZp564D172 


AI927701 


Hs.25307 


NP_1 14431 



576 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212947_at 


0.007779 


Consensus includes gb:AL031685 
/DEF=Human DNA sequence 
from clone RP5-963K23 on 
chromosome 20q1 3. 11-13.2 
Contains a KRT18 (Keratin type 
I, Cytoskeletal 18 (Cytokeratin 
18, CK18.CYK18)) pseudogene, 
a gene for a novel protein, the 
gene for spermatogenesis 

jiQQnnisatpH nrntpin PD1 fKIAAft 
/FFA=mRNIA ^ 
/DR XRFF=nrCtt684?'3 
/UG=Hs. 12785 KIAA0939 protein 


AL031685 






212952_at 


0.042466 


calreticulin 


BE251303 


Hs. 16488 


NP 004334 


212953 x at 


0.009907 


calreticulin 


BE251303 


Hs. 16488 


NP 004334 


212958_x_at 


0.003171 


peptidylglycine alpha-amidating 
monooxygenase 


AI022882 


Hs.83920 


NP_620177 


212961_x_at 


6.68E-04 


Consensus includes gb:L43578.1 
/DFF=Homo sanipns frlonp 
11 5392 ^ mRNA /FEA=mRNA 
/DB_XREF=gi:899067 

/I Jf^=H^ 89171 Hnmn ^anipn<5 

(clone 115392) mRNA 


L43578 




NP_835225 


212971 at 


0.007779 


cysteinyl-tRNA synthetase 


Al 769685 


Hs. 159604 


NP 644802 


212973_at 


3.26E-04 


ribose 5-phosphate isomerase A 
(ribose 5-phosphate epimerase) 


AI692341 


Hs. 79886 


NP_653164 


212975_at 


0.005852 


Consensus includes 
gb:AB020677.2 /DEF=Homo 
sapiens mRNA for KIAA0870 

nrntpin nartial rrlc /FFA=mRNA 
/nFN=KIAA0ft7n 

/PROD=KIAA0870 protein 
/DB_XREF=gi:6635136 
/UG=Hs.18166 KIAA0870 protein 


AB020677 






212982 at 


3.26E-04 


Huntingtin interacting protein H 


AI621223 


Hs.4014 


NP 056151 


212984 at 


0.026891 


activating transcription factor 2 


BE786164 


Hs. 198166 





577 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212987_at 


1.26E-04 


Consensus includes gb:AL031178 
/DEF=Human DNA sequence 
from clone 341 E1 8 on 
chromosome 6p1 1.2-12.3. 
Contains a SerineThreonine 
Protein Kinase gene (presumptive 
isolog of a Rat gene) and a 
novel alternatively spliced gene. , 

r^nntainQ a niitativ/P f*nf^ iQlanH 
vvl I tall lo a (JULaiivc vuv^ loiaiiu, 

ESTs and GSSs /FEA=mRNA_2 
/DB_XREF=gi:3550040 
/UG=Hs.11050 F-box only protein 
9 


AL1 37520 




NP_258442 


212990_at 


1.26E-04 


Consensus includes 
gb:AB020717.1 /DEF=Homo 
^anien<^ mRNA for KIAA0Q10 

protein, partial cds. /FEA=mRNA 
/GEN=KIAA0910 
/PROD=KIAA0910 protein 
/DB_XREF=gi:4240308 
/UG=Hs.127416 synaptojanin 1 . 


AB020717 




NP_003886 


212991_at 


0.003171 


Consensus includes 
gb:AL1 37520.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434C0118 (from clone 
DKFZp434C0118); partial cds. 
/FEA=mRNA 
/GEN=DKFZp434C0118 
/PROD=hypothetical protein 

/DR XRFF=ni fiftn81R^ 

/UG=Hs. 11050 F-box only protein 

Q 

C/ 


AL1 37520 




NP_258442 


212993_at 


0.004341 


ESTs, Weakly similar to 
hypothetical protein FLJ 12547 
[Homo sapiens] [H. sapiens] 


AA1 14166 


Hs.381190 




213006_at 


0.013223 


CCAAT/enhancer binding protein • 
(C/EBP), delta 


AV655640 


Hs.76722 


NP_005186 


213009_s_at 


0.035171 


Consensus includes 
gb:AK022701.1 /DEF=Homo 
sapiens cDNA FLJ 12639 fis, 
clone NT2RM4001Q18 hinhlv 
similar to Homo saoiens mRNA 
for KIAA0898 protein. 
/FEA=mRNA 
/DB_XREF=gi: 1 0434250 
/UG=Hs.8164 Mulibrey nanism 


AK022701 




NP_056109 


213011 s at 


2.05E-04 


triosephosphate isomerase 1 


BF1 16254 


Hs.83848 


NP 000356 



578 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


213012_at 


1.28E-04 


Consensus includes gb:D42055.1 
/DEF=Human mRNA for 
KIAA0093 gene, partial cds. 
/FEA=mRNA /GEN=KIAA0093 
/DB_XREF=gi:577312 
/UG=Hs.1565 neural precursor 
cell expressed, developmentally 
down-regulated 4 


D42055 






213014_at 


0.041795 


Consensus includes 
gb:BG222394 /FEA=EST 
/DB_XREF=gi:12707915 
/DB_XREF=est:naf75h09.x1 
/CLONE=IMAGF 4170089 
/UG=Hs 234249 mitoapn-artivatpd 
nrotpin kina^p 8 intprartinn 
protein 1 /FL=gb:AF074091.1 
gb:NM_005456.1 


NM_005456 




NP_005447 


213015_at 


0.003539 


ESTs 


BF448315 


Hs.171553 




213016_at 


1.26E-04 


ESTs 


BF448315 


Hs.171553 




213022_s_at 


0.041055 


Consensus includes 
gb:NM_007124.1 /DEF=Homo 
sapiens utrophin (homologous to 
dystrophin) (UTRN), mRNA. 
/FFA=CDS /RFN=l JTRN 

ft L_/\ VL/\J /VJLIi 1 1 \ 1 N 

/PROD=utrophin 
/DB_XREF=gi:6005937 

/UG=H«; 2S1QR7 iitrnnhin 

(homologous to dystrophin) 
/FL=gb:NM_007124.1 


NM_007124 




NP_009055 


213027_at 


0.007779 


Sjogren syndrome antigen A2 
(60kDa, ribonucleoprotein 
autoantigen SS-A/Ro) 


AU 146655 


Hs.554 




213037_x_at 


5.03E-04 


Consensus includes 

gb:AJ 132258.1 /DEF=Homo 

sapiens mRNA for staufen 

nrntpin nar+ial /FFA=mRNIA 

/GEN=staufen /PROD=staufen 
Drotein /DB XREF=ai 4572587 

Y-t 1 \J L ' III 1 1— ' 1— ' XXI \ | U I . t w f w w f 

AJG=Hs.6113 staufen (Drosophila, 
RNA-bindino nrotpin^ 


AJ 132258 




NP_059348 


213044_at 


0.001116 


Rho-associated, coiled-coil 
containing protein kinase 1 


N22548 


Hs. 17820 


NP 005397 


213048_s_at 


1.26E-04 


SET translocation (myeloid 
leukemia-associated) 


W26593 


Hs. 145279 




213049_at 


0.040064 


hypothetical protein 
DKFZp667F074 


BG436400 


Hs.378933 





579 





n-valup 

yJ value 


npQr tint ion 


Accession 
No. 


Unigene 

Accession 

No. 


Accession 
No. 


213052_at j 


0.041055 


protein kinase, cAMP-dependent, 
reoulatorv tvDe II alnha 


BF246917 


Hs 365523 


NP_004148 


213056 at 


1.26E-04 


KIAA1013 protein 


AU 14501 9 


Hs.96427 




213061_s_at 


0.00161 


Homo sapiens, Similar to N- 
terminal Asn amidase, clone 
MGC:29626 IMAGE:4872717, 
mRNA, complete cds 


AA643304 I 


Hs.351573 


NP_775745 


213073_at 


0.028067 


Consensus includes 
mRNA for KIAA0321 gene, 

fJdi lldl UUo, / 1 1 1 1 r\ IN/A 
/v3dM~r\lnnujt, l 

/DB_XREF=gi:2224582 
/UG=Hs.8663 KIAA0321 protein 


AB002319 






213084_x_at 


0.00161 


cadherin 1, type 1, E-cadherin 
(epithelial) 


BF125158 


Hs.356360 


NP_000975 


213086 s at 


0.016934 


casein kinase 1, alpha 1 


BF341845 


Hs.283738 


NP 001883 


213095_x_at 


5.03E-04 


Consensus includes 
gb:AF299327.1 /DEF=Homo 
sapiens allograft inflammatory 
factor-1 splice variant G1 mRNA, 
complete cds. /FEA=CDS 
/PROD=allograft inflammatory 

idOlUI-1 ofJIIl/C? VdlldlllOl 

/DB_XREF=gi:11611961 

/UO-no./OOD'+ dllUyidIL 
llllldl Ml I IdlUI y IdUlUI I 

/FL=gb:AF299327.1 


AF299327 




NP_1 16573 


213102_at 


0.005852 


ARP3 actin-related protein 3 
homolog (yeast) 


Z78330 


Hs.5321 


NP_005712 


213109_at 


0.009689 


KIAA0551 protein 


N25621 


Hs. 170204 




213111_at 


0.02145 


Consensus includes 
gb:AB023198.1 /DEF=Homo 
sapiens mRNA for KIAA0981 
piuitJiri, pdiiidi cas. / r lm- m r\ in/a 
/GEN=KIAA0981 
/PROD=KIAA0981 Drotein 
/DB_XREF=gi:4589605 
/UG=Hs.158135 KIAA0981 protein 


AB023198 






213113_s_at 


0.005852 


likely ortholog of mouse embryonic 
epithelial gene 1 


AI630178 


Hs.274453 


NP_060081 



580 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


213115_at 


0.005852 


Consensus includes gb:AL031177 
/DEF=Human DNA sequence 
from clone 889N15 on 
chromosome Xq22. 1-22.3. 
Contains part of the gene for a 
novel protein similar to X. laevis 
Cortical Thymocyte Marker CTX, 
the possibly alternatively spliced 
gene for 26S Proteasome 
subunit p28 (Ankyrin repea... 
/FEA=mRNA_3 
/DB_XREF=gi:4071056 
/UG=Hs.8763 Human DNA 
sequence from clone 889N15 on 
chromosome Xq22. 1-22.3. 
Contains part of the gene for a 

1 lUVCI LHUICIII oil 1 Midi WJ /\. IdCVIO 

iioai iiiyunjoyic ividi i\ci «w» i /\, 

the possibly alternatively spliced 
gene for 26S Proteasome 
subunit p28 (Ankyrin repeat 
protei 


AL031177 






213117 at 


5.03E-04 


KIAA1 354 protein 


AW1 38594 


Hs. 106283 


NP 061335 


213118_at 


2.17E-04 


Consensus includes 
gb:AL136821.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434M1526 (from clone 

Uf\t JL[JHOH iVi 1 /r CM— 1 1 IrxINM 
/OCIM — Lrr\r4L.p*fO*f IVI I OZD 

/PROD=hypothetical protein 
/DB_XREF=gi:12053152 
/UG=Hs. 153293 KIAA0701 protein 


AL1 36821 






213119 at 


0.003368 


ESTs 


AW058600 


Hs.392501 




213120_at 


0.009582 


Consensus includes gb:AA405798 

/FFA— F<^T /nR yRFF-ni-9nR^7R1 
/HR XRFF=PQt 7ii^7fn4 q1 

lUJO AFxLr — Col.Z.UU / \\JH. o I 

/CLONE=IMAGE:742111 

/Ufi=H«; 1*S^9Q^ KIAAn7m nrntein 


AL1 36821 






213123 at 


1.26E-04 


cytochrome c oxidase subunit Vb 


BE222709 


Hs.1342 




213127_s_at 


0.001911 


mediator of RNA oolvmerase II 
transcription subunit MED8 


BG230758 


Hs.301756 


MP 443109 


213128_s_at 


0.001116 


ubiquitin protein ligase E3A (human 
papilloma virus E6-associated 
protein, Angelman syndrome) 


AA527499 


Hs. 180686 


NP_570854 



581 





n-vah ip 


npQorint ion 


\Jcllc 

Accession 

NO. 


Unigene 

Accession 

No 


rroiein 

Accession 

NO. 


91^1^ s at 


0 001Q11 


FQTc Hinhlv similar to fiPHUH 

glycine cleavage system protein H 
precursor - human [H.sapiens] 


DL_c7UOc70 1 


Hs.356054 




213137_s_at 


0.042536 


protein tyrosine phosphatase, non- 
receptor type 2 


AI828880 


Hs.82829 


NP_536348 


213145 at 


0.041055 


hypothetical protein MGC40195 


BF001666 


Hs.367956 




213154_s_at 


2.05E-04 


Consensus includes gb:AI934125 

/rtn-LOl /LSD Ar\Cr- yl.OD/ £.sJ&D 

IDE XREF=est:wn97c08.x1 
/CLONE=IMAGE:2453774 
/U6=Hs.17411 KIAA0699 protein 


AB014599 




NP_056065 


213158_at 


0.016934 


Consensus includes gb:AA045174 
/FEA=EST /DB_XREF=gi: 1523376 

/r>R YRFP- oct-7lfRfian7 c1 
/UD_ArvCr— cSl.ZKDDaU/ -S I 

/CLONE=IMAGE:487764 
/UG=Hs.16193 Homo sapiens 
mRNA; cDNA DKFZp586B211 
(from clone DKFZp586B211) 


AL049423 






213159_at 


2.17E-04 


Consensus includes 
gb:AB018348.1 /DEF=Homo ; 
sapiens mRNA for KIAA0805 
proiein, partial cos. /rtn- rnrciNM 
/GEN=KIAA0805 
/PROD=KIAA0805 protein 
/DB_XREF=gi:3882330 
/UG=Hs.55947 KIAA0805 protein 


AB018348 




NP_055797 


213160_at 


1.26E-04 


Consensus includes gb:D86964.1 
/DEF=Human mRNA for 
rviMMuzuy gene, partial cqs. 
/FEA=mRNA /GEN=KIAA0209 

/UD_Ar\Cr- yl. IOU*fUU I 

/UG=Hs. 17211 dedicator of cyto- 
kinesis 2 


D86964 




NP_004937 


213165_at 


0.00228 


centrosome-associated protein 350 


AI041204 


Hs.92200 




213166_x_at 


0.030771 


Homo sapiens, clone 
IMAGE:4634703, mRNA, partial 
cds 


BG332462 


Hs.355815 




213173_at 


1.49E-04 


Consensus includes gb:AI815033 
/FEA=EST /DB XREF=ai*5426248 
/DB_XREF=est:wk70c01 .x1 
/CLONE=IMAGE:2420736 
/UG=Hs.55947 KIAA0805 protein 


AB018348 




NP_055797 



582 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


213193 x at 


0.00161 


T cell receptor beta locus 


AL559122 


Hs. 155664 




213198_at 


1.26E-04 


Consensus includes 
gb:AL1 17643.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZd434M245 (from clone 
DKFZD434M245) /FEA=mRNA 
/DB_XREF=gi:5912233 
AJG=Hs.5288 Homo sapiens 
mRNA* cDNA DKFZd434M245 
(from clone DKFZd434M245} 

I II Will V' w 1 1 L/IM LU^^^IVIkT^I 


AL1 17643 




NP_064733 


213208_at 


0.007779 


KIAA0240 protein 


AI801951 


Hs. 196275 




213215_at 


0 00228 


Homo saoiens clone 

1 l\Jl 1 IV/ Wblll/IWl 1 SJ j wlwl Iw 

IMAGE:41 57286, mRNA, partial 
cds 


AI910895 

niw ivvvw 


Hs.392619 




213216_at 


0.031704 


KIAA0459 protein 


AL537463 


Hs.374987 




213220_at 


0.033381 


six transmembrane epithelial 
antigen of prostate 2 


AV706096 


Hs.409158 




213222_at 


0.040938 


continued from dJ881E24.1.1 in 
Em:AL031683 match: proteins: 
Sw: Pi 0687 Tr:Q9Z1B3 
Sw:P10894; Human DNA sequence 
from clone RP4-654A7 on 
chromosome 20 Contains the 3' 
end of two variants of the PLCB1 
gene for phospholipase C beta 1 
(phosphoinositide-specific), 
complete sequence. 


AL049593 






213225_at 


1.26E-04 


Consensus includes 
gb:AJ271 832.1 /DEF=Homo 
sapiens mRNA for protein 
phosphatase 1B2 (PPM1B2 
gene). /FEA=mRNA 
/GEN=PPM1B2 /PROD=protein 
nhosnhatase 1R2 53 kDa isoform 
/DB_XREF=gi:12666516 
/UG=Hs 5687 Drotein 

lUVJ 1 IO. vV/U I i^iuiciii 

phosphatase 1B (formerly 2C), 
magnesium-dependent, beta 
isoform /FL=gb:NM_002706.1 


AJ271832 




NP_808908 


213229_at 


2.05E-04 


Dicerl, Dcr-1 homolog (Drosophila) 


BF590131 


Hs. 87889 


NP_803187 


213241_at 


1.26E-04 


Consensus includes 
abAF035307 1 /DEF=Homo 
saoiens clone 23785 mRNA 
sequence. /FEA=mRNA 
/DB_XREF=gi:2661068 
/UG=Hs. 184697 Homo sapiens 
clone 23785 mRNA sequence 


AF035307 






213243 at 


0.016934 


KIAA0532 protein 


AI052003 


Hs.21077 




213246 at 


1.26E-04 


DKFZP564F1123 protein 


AI346504 


Hs.275352 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


213254 at 


5.03E-04 


KIAA1093 protein 


N64803 


Hs. 11 7333 




213279_at 


0.00161 


Consensus includes 
gb:AL050217.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZd586I0523 (from clone 
DKFZp586l0523). /FEA=mRNA ! 
/DB_XREF=gi:4884458 
/UG=Hs.308467 Homo sapiens 
mRNA; cDNA DKFZp586l0523 
(from clone DKFZp586l0523) 


AL050217 






213280_at 


0.026891 


Consensus includes 
abAK000478 1 /DEF=Homo 
«;anipn<^ rHNIA Fl 190471 fte 
rlonp KATDRQ74 /FFA=mRNA 
/DR XRFF=ai*70?O c iQ'3 
/UG=Hs.301552 KIAA1039 protein 


AK000478 






213288 at 


1.41E-04 


ESTs 


AI761250 


Hs.396081 




213292 s at 


0.001116 


sorting nexin 13 


AA908770 


Hs.283881 


NP 055947 


213296 at 


0.040938 


peroxisome biogenesis factor 10 


BF339133 


Hs.247220 


NP 722540 


213301_x_at 


0.001911 


transcriptional intermediary factor 1 


AL538264 


Hs. 183858 


NP_003843 


213305_s_at 


0.013223 


Consensus includes gb:L42375.1> 
/DEF=Homo sapiens protein 
phosphatase 2A B56-gamma1 
(PP2A) mRNA, 3 end of cds. 
/FEA=mRNA /GEN=PP2A 
/PROD=protein phosphatase 2A 

u ju yai i ii i id i 

/DB_XREF=gi: 1000891 
/UG=Hs.171734 protein 
phosphatase 2, regulatory subunit 
B (B56), gamma isoform 


L42375 




NP_848703 


213309_at 


0.004341 


Consensus includes 
gb:AL1 1751 5.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434L0735 (from clone 
DKFZp434L0735); partial cds. 
/FEA=mRNA 

I 1 l — / A 1 1 II \l 1 / \ 

/GEN=DKFZd434L0735 
/PROD=hypothetical protein 
/DB_XREF=gi:5912029 
/UG=Hs.54886 phospholipase C, 
epsilon 2 


AL1 17515 




NP_055999 


213311 s at 


0.003539 


KIAA1049 protein 


BF000251 


Hs.227835 


NP 055787 


213313_at 


0.001116 


rab6 GTPase activating protein 
(GAP and centrosome-associated) 


AI922519 


Hs.55099 


NP_036329 



584 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


213314_at 


0.027633 


Consensus includes 
gb:NM_020425.1 /DEF=Homo 
sapiens hypothetical protein 
DKFZp586E1923 
(DKFZP586E1923), mRNA. 
/FEA=CDS 

/GEN=DKFZP586E1923 
/PROD=hvnothetieal nrotpin 
DKFZp586E1923 
/DB_XREF=gi: 10092684 
/UG=Hs 70769 hvDothptical 
orotein DKFZd586E1923 
/FL=abNM 020425 1 


NM.020425 




NP_065158 


213315 x at 


0 00541 1 


Homo «?anipn^ rlonp MGCM 00*39 
IMAGE* 3889701 mRNA comolete 
cds 




Hs 82171 




213318 s at 


0.041055 


apolipoprotein M 


BG028844 


Hs.274348 


NP 542434 


213327 s at 


0.004341 


ubiquitin specific protease 12 


AI820101 


Hs.42400 




213341 at 


0.004631 


fem-1 homolog c (C.elegans) 


AI862658 


Hs.47367 


NP 064562 


213344_s_at 


0.003171 


H2A histone family, member X 


H51429 


Hs. 147097 


NP 002096 


213351 s at 


0.008185 


KIAA0779 protein 


AI 934469 


Hs.362996 




213355_at 


0.014715 


Consensus includes gb:AI989567 
/FEA=EST /DB XREF=ai 5836448 
/DB XREF=est:ws34e03.x1 
/CLONE=IMAGE:2499100 
/UG=Hs.34578 alpha2,3- 
sialvltran^fprasp 


AK001922 




NP_006091 


213357 at 


0 004341 


Hnmn ^aniPHQ Similar tn nr^1/in'^7 

i iui i iu oapici lo, oil 1 niai WJ u\j itUO/ 

gene product, clone 

IMAGE* 3640720 mRNA Dartial 

1 1 VI/\ w 1— . w w^T \J I C— \J , IIIIMin, pal UCII 
wUO 


AV / U I J IO 






213360_s_at 


0.007779 


Williams Beuren syndrome 
chromosome region 20C 


AA514622 


Hs.295112 


NP_742017 


213361 at 


0 00161 

\J .\J\J 1 U 1 


turior rpnpat a^^nrisatnr with 
PCTAIRE 2 


AW19Q^n 
nv v i *l<jo<J'0 


Hs.283761 




213365 at 


0 033491 

w . \j w w » v/ i 


KIAA1504 Drotein 


N64622 


Hs 157426 




213366_x_at 


0.041055 


ATP synthase, H+ transporting, 
mitochondrial F1 complex, gamma 
polypeptide 1 


AV711183 


Hs. 155433 


NP_005165 


213374_x_at 


0.041055 


3-hydroxyisobutyryl-Coenzyme A 
hydrolase 


AW000964 


Hs.236642 


NP_055177 


213379_at 


1.26E-04 


Consensus includes 
gb:AF091 086.1 /DEF=Homo 
sapiens clone 640 unknown 
mRNA, complete sequence. 
/FEA=mRNA /PROD=unknown 
/DB_XREF=gi:3860009 
/UG=Hs.44563 hypothetical 
protein /FL=gb:NM_01 5697.1 


AF091086 




NP_056512 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No 


Unigene 

Accession 

No. 


Protein 
Accession 

rMU. 


213397_x_at 


0.035171 


ribonuclease, RNase A family, 4 


AI761728 


Hs.283749 


MP 002928 


213404_s_at 


0.007779 


601453992F1 NIH_MGC_66 Homo 
sapiens cDNA clone 
IMAGE:3857711 5', mRNA 
sequence. 


BF033683 






213414_s_at 


7.58E-04 


ribosomal protein S19 


BE259729 


Hs.298262 


NP 001013 


213436 at 


0 016275 


G Drotein-couDled receDtor Human 
CB1 cannabinoid receptor (CNR1) 
aene comDlete cds 


U73304 






213440 at 


1.58E-04 


RAB1A member RAS onconpnp 
family 


AL530264 


Hs. 79507 


NP 0041 


213448 at 


0.009716 


metaxin 1 


AI693193 


Hs.247551 


NP 002446 


213453_x_at 


0.041055 


glyceraldehyde-3-phosphate 
dehydrogenase 


BF689355 


Hs. 169476 


NP_002037 


213455 at __J 


0.00161 


hypothetical protein BC001096 


W87466 


Hs. 352406 


NP 612398 


213463_s_at 


0.041795 


Consensus includes 

ab AW300504 /FEA=EST 

/DB_XREF=gi:6710181 

/DB XREF=est xs66c1 1 x1 

/CLONE=IMAGE:2774612 

/UG=Hs.44131 KIAA0974 protein 


AB023191 






213465_s_at 


5.03E-04 


protein phosphatase 1, regulatory 
subunit 7 


BF718769 


Hs. 36587 


NP_002703 


213478_at 


8.84E-04 


Consensus includes 
gb:AB028949.1 /DEF=Homo 
sapiens mRNA for KIAA1026 
orotein Dartial cds /FEA=mRNA 
/GEN=KIAA1026 
/PROD=KIAA1026 Drotein 
/DB_XREF=gi:5689388 
/UG=Hs.27742 KIAA1026 protein 


AB028949 






213501 at 


3.26E-04 


apvl-C^opr^vmp A ovida^p 1 

wwy 1 VVJwl J UAlUa OC 1 , 

palmitoyl 


T62Q85 


Hs.379991 


NP 009??^ 


213508_at 


0.016282 


ESTs, Weakly similar to R3HU6 
ribosomal orotein S6 cvtosolic - 
human [H. sapiens] 


AA1 42942 


Hs.356665 




213510 x at 


7.58E-04 


Ti 132 orotein 

1 I— 1 SJF £_ Imt 1 V/ IV 1 1 1 


AW1 94543 


Hs 234573 


NP 665808 


213511 s at 


0 016934 


Homo saDiens clone MGC174Q? 
IMAGE' 34530 13 mRNA comDlete 
cds 


AI167164 


Hs.347187 


MP 7R9746 


213513_x_at 


0.00161 


actin related protein 2/3 complex, 
subunit 2, 34kDa 


BG034239 


Hs.83583 


NP_690601 


213515 x at 


1.41 E-04 


hemoglobin, gamma A 


AM 33353 


Hs.283108 


NP 000175 


213517 at 


6.68E-04 


poly(rC) binding protein 2 


AW1 03422 


Hs.63525 


NP 114366 


213521 at 


I 0.02145 


ESTs 


AW575379 


Hs.356456 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


213524_s_at 


0.007258 


Consensus includes 
gb:NM_01 5714.1 /DEF=Homo 
sapiens putative lymphocyte 
G0G1 switch gene (G0S2), 
mRNA. /FEA=CDS /GEN=G0S2 
/PROD=Dutative IvmDhocvte 
G0G1 switch gene 
/DB_XREF=gi:7657103 
/UG=Hs 95910 outative 

i l IO. \J\J\J i \J yJ LCJ live; 

lymphocyte G0G1 switch gene 
/FL=gb:NM_015714.1 


NMJ315714 


» 


NP_056529 


213526_s_at 


0.013223 


uncharacterized hematopoietic 
stem/nroaenitor cells Drotein 
MDS033 


BF215644 


Hs.54960 


NP_061977 


213532 at 


3.26E-04 


a disintearin and metalloDroteinase 

C4 VJIOII ILw\^l II 1 CM IU 1 1 IdGIII^JjtJI V^lwtl iaoc 

domain 17 (tumor necrosis factor, 
alpha, converting enzyme) 


AI797833 


Hs.380136 




213535_s_at 


0.013223 


ubiquitin-conjugating enzyme E2I 
(UBC9 homolog, yeast) 


AA910614 


Hs.84285 


NP_003336 


213539_at 


0.02145 


Consensus includes 
gb:NM_000732.1 /DEF=Homo 
sapiens CD3D antigen, delta 
polypeptide (TiT3 complex) 
(CD3D), mRNA. /FEA=CDS 
/GEN=CD3D /PROD=OD3D 
3ntinpn riplte nnlvnpntiHp (~T\T^ 

ui iiiyo 1, \J c I lea yjKJiy jjcpuuc ^ I I I o 

comnlexl /DR XRFF=nr4 c i09fifi8 
/UG=Hs.95327 CD3D antigen, 
delta polypeptide (TiT3 complex) 
/FL=ab NM 000732 1 


NM_000732 




NP_000723 


213541 s at 


0 004659 


ESTs 




Hs 3Q17Q4 


NP (104440 


213545 x at 


1 26E-04 


snrtinn npyin ^ 
ovji in ly 1 1 ca 1 1 1 \j 




Hs 1210? 

I IO. 1 ^- 1 U^. 


NP RQ0041 


213549_at 


1.26E-04 


ESTs, Moderately similar to 
PRO0478 protein [Homo sapiens] 

FH sanipnsl 


AI890972 


Hs 355844 




213554 s at 


0.010205 


hypothetical protein H41 


BG257762 


Hs.283690 


NP 060018 


213557 at 


0 00228 


ESTs 

L_W 1 O 


AW305119 

r\ V v \J\J\J 1 1 O 


Hs 374965 

1 IO. \J 1 m ~r Zt\J\J 




213567_at 


0.003171 


ESTs, Weakly similar to 
hypothetical protein FLJ20489 
THorno sanipnsl TH sanipnsl 


BF431965 


Hs 409065 




213571 s at 


0 00161 


eukarvotic translation initiation 

&Ui\ai JfULIv LI Ul lOIOllv^l 1 II IIUCIIIUI I 

factor 4E-like 3 


BF516289 


Hs.19122 


NP 004837 


213572 s at 


1.26E-04 


serine (or cvstpinp^ nrotpinasp 
inhibitor, clade B (ovalbumin), 
member 1 


AI554300 


Hs.1 83583 


NP 109591 


213574 s at 


2.05E-04 


karyopherin (importin) beta 1 


AA861608 


Hs. 180446 


NP 002256 


213578_at 


0.019761 


bone morphogenetic protein 
receptor, type IA 


AI678679 


Hs.2534 


NP_004320 


213579 s at 


0.016934 


E1A binding protein p300 


AI459462 


Hs.25272 


NP 001420 
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Gpnp Identifier 


D-value 


De^rrintion 

t-/COV*l I|»JIIVSII 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Accession 
No. 


213582 at 


0.021448 


ATPase Class VI tvoe11A 


BF439472 


Hs 29189 




213588_x_at 


0.033381 


ribosomal protein L14 


AA838274 


Hs.738 


NP 003964 


213593_s_at 


6.68E-04 


transformer-2 alpha (htra-2 alpha) 


AW978896 


Hs.24937 




213603_s_at 


0.007779 


ras-related C3 botulinum toxin 
^uh^tratp 2 frho familv ^mall fiTP 

OUL/OLI QIC £— \\\\\J 1 CI 1 1 IIIV, OIIIC1II \J 1 I 

binding protein Rac2) 


BE1 38888 


Hs.301175 


NP_002863 


213604 at 


0 013223 


FST^ Hinhlv/ similar tn 
FINC HUMAN Fihronprtin 

i 1110 1 iv-iivirAiii 1 luiui iculii 1 

precursor (FN) (Cold-insoluble 








213614 x at 




pi ikarvntir* translation plnnnatinn 

factor 1 alpha 1 




Hs.181165 




213617 s at 


0.021312 


DKFZP586M1523 protein 


BF063896 


Hs.22981 


NP 056291 


213619_at 


0.004341 


heterogeneous nuclear 
ribonucleoprotein H1 (H) 


AV753392 


Hs.245710 


NP_005511 


213620 s at 


0.011626 


intercellular adhesion molecule 2 


AA1 26728 


Hs.347326 




213623_at 


0.004341 


Consensus includes 
gb:NM_007054.1 /DEF=Homo 
sapiens kinesin family member 
3A (KIF3A), mRNA. /FEA=CDS 
/GEN=KIF3A /PROD=kinesin 

/ V^JL_I i l\l 1 0#» / 1 1 \V/L/ I\1 1 ICO II 1 

family member 3A 
/DR XRFF=ai 6857803 
/UG=Hs.43670 kinesin family 
member 3A /FL=gb:AF041 853.1 
gb:NM_007054.1 


NM_007054 




NP_008985 


213624_at 


3.26E-04 


acid sphingomyelinase-like 
phosphodiesterase 


AA873600 


Hs. 391 644 


NP_006705 


213632_at 


0.01436 


Consensus includes gb:M94065.1 
/DEF=Human dihydroorotate 
dehydrogenase mRNA, 3 end. 

/FFA=mRNA 

/PRO n=H i h\/H rnnmtatp 

it t\KJLJ— UlllyUi UUI vJLdlt: 

HohwH rnnonaco 
uci lyui uy ci idoc 

/DR XRFF=ni ^S^^Q^ 
/UG=Hs.94925 dihydroorotate 

HphuHrnnpnaQP 
uci ly vj i uv^ci laoc 


M94065 




NP_001352 


213637 at 


0.005852 


ATP-dependent RNA helicase 


BE503392 


Hs. 380430 


NP 689513 


213642 at 


1.26E-04 


ribosomal protein L27 


BE312027 


Hs.111611 


NP 000979 


213646 x at 


7.58E-04 


tubulin, alpha, ubiquitous 


BE300252 


Hs. 334842 


NP 006073 


213649_at 


2.05E-04 


splicing factor, arginine/serine-rich 
7, 35kDa 


AA524053 


Hs. 184167 


NP_006267 


213666_at 


6.68E-04 


Consensus includes 
abAK026589 1 /DEF=Homo 
saDiens cDNA* FLJ22936 fis 
clone KAT07936. /FEA=mRNA 
/DB XREF=gi: 10439473 
/UG=Hs.90998 KIAA0128 protein; 
septin 2 


AK026589 




NP_665801 


213671 s at 


0.005852 


methionine-tRNA synthetase 


AA621558 


Hs.279946 


NP 004981 



588 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 
No. 


213672 at 


0.004541 


methionine-tRNA synthetase 


AA621558 


Hs.279946 


NP 004981 


213687 s at 


0.007779 


ribosomal protein L35a 


BE968801 


Hs 287361 


MP 000987 

111 U VV/V/ V 1 


213694 at 


0.016934 


ESTs 


AW027347 


Hs 394035 




213698 at 


0.013223 


zinc finger protein 258 


AI805560 


Hs.301637 


NP 660353 


213702_x_at 


1.26E-04 


N-acylsphingosine amidohydrolase 
(acid ceramidase) 1 


AI934569 


Hs 75811 

1 1 0 . 1 v/U I 1 


NP_808592 


213708 s at 


7.58E-04 


transcriDtion factor-like 4 


N40555 


Hs 78185 

1 IO. 1 KJ I \J\J 


NP O^MO 


213720 s at 


0 021435 


SWI/SNF related matrix 

\JV V II vjni I^IGIlWvl, IIIGIUIA 

associated actin dpnpnripnt 
regulator of chromatin, subfamily a, 
member 4 


AI831675 


Hs 78202 


NP 003063 

111! UUvJUU-J 


213726 x at 


3.26E-04 


tubulin, beta, 2 


AA5 15698 


Hs.251653 




213729 at 


2.05E-04 


form in bindina Drotein 3 


778308 


Hs 107213 


NP 060362 


213735 s at 


2.05E-04 


cx/tochrnmp c oyiHasp snhunit V/h 

\*>J lU^I II \J\ 1 \s UAIUuOC OUUUI III V U 


AI557312 

/VI \J\J I \J 1 £- 


Hs.1342 


NP 001853 

1 N I 1 U JO 


213741_s_at 


7.58E-04 


karyopherin alpha 1 (importin alpha 
5) 


BF575685 


Hs 343581 


NP_002255 


213786_at 


0.026891 


nudix (nucleoside diphosphate 
linked moiety X)-type motif 1 


AI935415 


Hs. 153357 


NP_006015 


213794 s at 


0.041055 


DKFZP564O092 protein 


AI269117 


Hs.9043 




213798_s_at 


0.007779 


adenylyl cyclase-associated protein 


AA806142 


Hs.104125 


NP_006358 


213812_s_at 


0.02145 


Consensus includes 
gb:AK024748.1 /DEF=Homo 
saniens cDNA* FLJ210Q5 fis 
clone CAS03846. /FEA=mRNA 
/DB_XREF=gi: 104371 13 
/UG=Hs. 108708 
calciumcalmodulin-dependent 
protein kinase kinase 2, beta 


AK024748 




NP_757380 


213817_at 


1.26E-04 


Consensus includes 
gb:AL049435.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZo586B0220 ffrom clone 

Lylxl t— yJ \J \J \J LJ \J t- £- \J til Will ^lvJIIC 

DKFZp586B0220). /FEA=mRNA 
/DB_XREF=gi:4500218 
/UG=Hs.1 70056 Homo sapiens 
mRNA; cDNA DKFZp586B0220 
(from clone DKFZp586B0220) 


AL049435 






213826 s at 


0.033381 


H3 histone, family 3A 


AA292281 


Hs.181307 


NP 002098 
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p-value 
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Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


213831_at 


0.022752 


Consensus includes gb:X00452.1 
/DEF=Human mRNA for DC 
classll histocompatibility antigen 
alpha-chain. /FEA=mRNA 
/PROD=DC classll 
histoconriDatibilitv antiaenaloha- 
chain /DB XREF=at32265 
/UG=Hs. 198253 major 
histoconriDatibilitv comolex class 
II, DQ alpha 1 


X00452 




NP_002113 


213836_s_at 


1.26E-04 


KIAA1001 protein 


AW052084 


Hs.279937 


NP 055775 


213850_s_at 


6.68E-04 


splicing factor, arginine/serine-rich 
2 interactina Drotein 

| III Lw 1 OvU II y L/ t vlvll 1 


AI984932 | 


Hs 51957 

1 Iw.W 1 W W 1 


NP_004710 


213851 at 


0 001012 


ESTs Weaklv similar to S65173 

1 — 1 O j V ¥ w CI l\ 1 J Oil 1 111 1 IU VJ w w 1 f W 

orobable membrane orotein 
YPL162c - yeast (Saccharomyces 
cerevisiae) [S.cerevisiae] 


BG031677 


Hs.394011 




213860 x at 


2.05E-04 


casein kinase 1, alpha 1 


AW268585 


Hs 283738 


NP 001883 

I.I W 1 WW 


213867 x at 


0.013223 


actin, beta 


AA809056 


Hs.288061 


NP 001092 


213882_at 


0.003529 


beta-amyloid binding protein 
Drecursor 


AA012917 


Hs 333541 


NP_1 14416 


213883 s at 


0 003171 


beta-amvloid bindina Drotein 

vvlQ CI 1 1 1 J IVJIvI kSIHvllll^ vl^ll 1 
WvUI Owl 


AA012917 


Hs 333541 

1 IO . v/UvJvJT^ 1 


NP 114416 

1 N 1 1 1 *T*T 1 \J 


213902_at 


0.00228 


N-acylsphingosine amidohydrolase 
facid ceramida<?p^ 1 


AI379338 


Hs 75811 

1 IO. 1 \J\J I 1 


NP_808592 


21391 1_s_at 


2.05E-04 


H2A histone family, member Z 


BF718636 


Hs.119192 


NP 002097 


213918 s at 


5 03E-04 


IDNR nrotpin 


P.F221673 


H<5 225767 


NP 5Q7677 


213919_at 


0.034221 


DnaJ (Hsp40) homolog, subfamily 
C, member 4 


AW024467 


Hs. 172847 


NP_005519 


213922 at 


0 003539 


KIAA0847 orntein 




Hs 356431 

1 IO.wwV^Tw 1 


NP 77^771 

1 N 1 I 1 \J 1 l 1 


213923 at 


5 03E-04 


RAP2R membpr of RAS onoonpnp 

family 


AW005515 

/ \ V V \J\J\J\J\JsJ 


Hs.388235 


NP 009877 


213936 x at 


0 022795 


ESTs Moderated similar to 

1 W| IVIWUvl Cllvly ^11 1 Midi Iv 

hvDOthetical Drotein FLJ20294 
THomo saDiensl FH saoiensl 

II IWI I Iw wuwiwl Iwj II I.WUUIWI J 


AW276646 


Hs 355462 

1 lw.WWW~W£_ 




213940 s at 


0 003171 

v. vV/U If 1 


formin-bindina Drotein 17 

i \mf i i 1 1 1 1 i iii vi hi L/ 1 vy w v 1 1 i if 


AU145053 


Hs 408992 


• 


213956_at 


6.68E-04 


centrosome-associated protein 350 


AW299294 


Hs 92200 

1 IW* \m* £m» ±m* \mf \mf 


NP_055625 


213958 at 


0.001618 


CD6 antigen 


AW1 34823 


Hs.81226 


NP 006716 


213969 x at 


0 004341 


ribosomal Drotein L29 

■ ik/wui i icii yj i uioi i i r o 


BF683426 


Hs 350068 




213971 s at 


0.022708 


joined to JAZF1 


Al 924660 


Hs. 197803 


NP 056170 


213988_s_at 


3.26E-04 


spermidine/spermine N1- 
acetyltransferase 


BE971383 


Hs.396709 


NP_002961 


213995_at 


0.02145 


mitochondrial ATP synthase 
regulatory component factor B 


AW1 95882 


Hs.56155 


NP_056499 


214001 x at 


0.004341 


ribosomal protein S10 


AA320764 


Hs.76230 


NP 001005 
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Gene 
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Unigene 

Accession 

No. 


Protein 

Accession 

No. 


214022_s_at 


0.041055 


interferon induced transmembrane 
Drotein 1 (9-27^ 


AA749101 


Hs 146360 




214032_at 


6.68E-04 


ESTs, Highly similar to 
ZA70 HUMAN Tvrosine-nrotein 
kinase ZAP-70 (70 kDa zeta- 
associated protein) (Syk-related 
tvrosinp kinase^ \W saniensl 


AI817942 


Hs 406272 




214033_at 


0.008237 


ATP-binding cassette, sub-family C 
fCFTR/MRP^ member 6 


AI084637 


H<5 274260 


NP_001162 


214034 at 


0 014208 


tvnp 1 tumnr nprrnsis far+nr 
rpppntor shpddinn aminonpntidasp 
rpnulatnr 


BF551138 


Hs 24704^ 


NIP O^yiPR 


214039_s_at 


0.027633 


putative integral membrane 
transporter 


T15777 


Hs.296398 


NP_060877 


214041 x at 


2.05E-04 


ribosomal protein L37a 


BE857772 


Hs.296290 


NP 000989 


214055 x at 


6.68E-04 


KIAA1096 protein 


AW238632 


Hs.69559 


NP 055987 


214080 x at 


0.004341 


protein kinase C substrate 80K-H 


AI815793 


Hs.1432 


NP 002734 


214081_at 


0.040064 


Consensus includes 
ab*AF070526 1 /DEF=Homo 
sapiens clone 24787 mRNA 
seauence /FEA=mRNA 

WVU \A \*r 1 1 . / I 1 — / \ II II Mil « 

/DB_XREF=gi:3387881 
/UG=Hs. 13429 Homo sapiens 
clonp 24787 mRNA spnupnrp 


AF070526 




NP_065138 


214085_x_at 


0.02145 


glioma pathogenesis-related protein 


AI912583 


Hs. 154762 


NP_008974 


214088 s at 


0 004452 


furnsx/ltransfprasp ^ fnalartnQiHp 

*V4^-I -fi irrj^vltran^fpraQP 1 p\a/iq 
«J^*-t j i_ lUvUoyiLiai ioici aoc, lcwio 

hlnnrl nrwin inHnrlprh 
uiuuu yivjup 11 luiuucuy 




no. i usi&oo 




214112_s_at 


1.26E-04 


Homo sapiens, clone MGC: 10039 
IMAGE388Q701 mRNA rnmnlpfp 

cds 


AA543076 


Hs.82171 


NP_835225 


214119 s at 


0 033381 


FK506 hindinn nrntpin 1A 12kDa 


AIQ3676Q 


H<5 380080 


NP 461460 


214121 x at 


0.007942 


enigma (LIM domain protein) 


AA086229 


Hs. 102948 


NP 005442 


214136 at 


0 011788 


nudiy fnuelpo^irip dinhn^nhatp 
linked moiety X)-type motif 13 


W80642 

V V \J WT^. 


Hs. 16951 




214151_s_at 


1.26E-04 


phosphatidylinositol glycan, class B 


AU 144243 


Hs 247118 


NP_004846 


214152_at 


3.26E-04 


phosphatidylinositol glycan, class B 


AU 144243 


Hs 247118 


NP_004846 


214153_at 


0.005411 


homolog of yeast long chain 

nolvun^aturatpH fattv arid 
plonnation pnzvmp 2 


BE467941 


Hs 408991 




214173_x_at 


0.03018 


chromosome 19 open reading 
frame 2 


AW514900 


Hs.7943 


NP_604431 


214177_s_at 


0.010205 


hematopoietic PBX-interacting 
protein 


AI935162 


Hs.8068 


NP_065385 


214181 x at 


0.033381 


leukocyte specific transcript 1 


AI735692 


Hs.88411 


NP 009092 


214198_s_at 


3.26E-04 


DiGeorge syndrome critical region 
gene 2 


AU 150824 


Hs.2491 


NP_005128 



591 



Gene Identifier 


p-value 


Description 


Gene 

nuV/wOiull 

Ma 
InU. 


Unigene 

Accession 

No. 


Protein 

Mccesoiun 

IMO. 


214211 at 


0.041055 


ferritin, heavy polypeptide 1 


AA083483 


Hs.62954 


NP 004174 


214224_s_at 


0 041055 


Drotein fDeDtidvl-Drolvl cis/trans 
isomerase) NIMA-interacting, 4 
(parvulin) 


BE674061 


Hs.11774 


NIP 006214 

IN r ULHJ^. It 


214246 x at 


0 016934 


Misshanen/NIK-related kinase 


AI859060 


Hs 112028 


np nnnn7i 

INi uUUU' 1 


214257 s at 


0 016934 


SEC22 vesicle traffiekina orotein- 
like 1 rerevisiae^ 


AA890010 i 


hk 50785 


IN r__UU*rOOO 


214259_s_at 


0.026891 


aldo-keto reductase family 7, 

memher A9 faflatnYin alrlehude 

IIICIIIUCI rVt \ IOIVAII 1 CllUd IjfUC 

reductase) 


AW074911 


Hs.6980 


NP_003680 


214266 s at 


0.046329 


enigma (LIM domain protein) 


AW206786 


Hs. 102948 


NP 005442 


214268 s at 


0 02145 


mvoti ihi ilarin rplatpH nrntpin A 


AI fi4???n 


MO. It I f J_ f 


kip nri4fi7ft 

IN r UUHD f O 


214273_x_at 


0.039149 


Conserved gene telomeric to alpha 
globin cluster 


AV704353 


Hs. 19699 




214274_s_at 


0.007779 


acetyl-Coenzyme A acyltransferase 
1 (peroxisomal 3-oxoacyl- 
Coenzyme A thiolase) 


AI860341 


Hs. 166 160 


NP_001598 


214280_x_at 


0.013223 


Consensus includes gb:X79536.1 
/DEF=H. sapiens mRNA for 
hnRNPcore nrotein A1 
/FEA=mRNA /PROD=hnRNPcore 
protein A1 /DB_XREF=gi:496897 
/UG=Hs ?4Q4Q*S hetprnnenenns 
nuplear rihnniiplpnnmtpin A1 

1 1 UOICal 1 IUUI 1 ULICUpi VJlv7ll 1 /V 1 


X79536 




NP_1 12420 


214281 s at 


7.58E-04 


zinc finger protein 363 


AA524525 


Hs.48297 


NP 056251 


214288 s at 


0 00161 


pi UlCdOUl 1 IC ^fJIUoUIIIC, 1 1 laul UfJdll \) 

Qiihiinit hpta h/np 1 

OUUUIIIl, UCLd LyUC, I 


VV0V490 


He: 7<S74ft 


MP n(Y?7ft4 


214290 s at 


0.041055 


H2A histone family, member 0 


AA451996 


Hs.795 


NP 003507 


214299 at 


0 0214*35 


tonniQnmpracp /DNA^ III alnha 
lupuioui i ici aoc ^ vj i Naa i in ciipi id 


/AID 1 QU?4 


He Q1 17R 




214305_s_at 


6.68E-04 


splicing factor 3b, subunit 1, 

I OvJr\l_/ci 


AW003030 




NPJ336565 


214315 x at 


0 00585? 


palrptipi ilin 

II ClIwUIII 1 




no. IDHOO 


MP C\ClA11A 


214329_x_at 


0.013223 


tumor necrosis factor (ligand) 

^i inprfamilx/ mpmhpr 1fl 

oU^CI I d 1 1 Illy , IIICIIIUCI IU 


AW474434 




NPJJ03801 


214352 s at 


3.26E-04 


v-Ki-ras9 Kir^tpn rat ^arrnma 9 viral 

v i xl i aozi i Nil oici 1 I ai oa 1 LUI 1 let £- VII d 1 

nnrnnpnp hnmnlnn 


DlU / OL>C?v3 


1 lO. J J 1 41.^. 1 


IN i ^UOvJ^.*r 


214366 s at 


6.68E-04 


arachidonate 5-lipoxygenase 


AA995910 


Hs.89499 


NP 000689 


214403_x_at 


1.72E-04 


prostate epithelium-specific Ets 
transcription factor 


AI307915 


Hs.79414 


NP_036523 


214405 at 


0.018693 


ESTs 


Z39557 


Hs.389152 




214414 x at 


0.026891 


hemoglobin, alpha 2 


T50399 


Hs.347939 


NP 000549 


214429_at 


2.05E-04 


Consensus includes gb:U47635.1 
/DEF=Human D13S824E locus 
mRNA, complete cds. 
/FEA=mRNA 
/DB_XREF=gi:1669390 
/UG=Hs.79877 myotubularin 
related protein 6 
/FL=gb:U47635.1 


U47635 




NP_004676 



592 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


214430_at 


7.58E-04 


Consensus includes 
gb:NM_000169.1 /DEF=Homo 
sapiens galactosidase, alpha 
(GLA), mRNA. /FEA=CDS 
/GEN=GLA /PR0D=03lartn^irlasp 

alpha /DB_XREF=gi:4504008 
/UG=Hs.69089 galactosidase, 
alpha /FL=gb:BC002689.1 
gb:NM_000169.1 


NM_000169 




NP_000160 


214438_at 


0.041055 


Consensus includes gb:M60721.1 
/DEF=Human homeobox gene, 
complete cds. /FEA=mRNA 
/DR XREF=aM8'V78Q 
/UG=Hs.74870 H2.0 (Drosophila)- 
like homeo box 1 
/FL=gb:NM_021 958.1 
gb:M60721.1 


M60721 


- 


NP_068777 


214439_x_at 


0.0174 


Consensus includes 
gb:AF043899.1 /DEF=Homo 
saniens amnhiohv^in Ilr1 mRNA 

complete cds. /FEA=CDS 
/PROD=amphiphysin lid 
/DB_XREF=gi:3064256 
/UG=Hs.193163 bridging 
integrator 1 /FL=gb:AF043899.1 


AF043899 




NP_647601 


214440_at 


7.58E-04 


Consensus includes 
gb:NM_000662.1 /DEF=Homo 
sapiens N-acetyltransferase 1 
(arylamine N-acetyltransferase) 
(NAT1), mRNA. /FEA=CDS 
/GEN=NAT1 /PROD=N- 
acetyltransferase 1 
/DB_XREF=gi:4505334 
/UG=Hs. 155956 N- 
acetyltransferase 1 (arylamine N- 
acetyltransferase) 
/FL=gb:NM 000662.1 


NM_000662 




NP_000653 



593 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


214470_at 


0.041055 


Consensus includes 
gb:NM_002258.1 /DEF=Homo 
sapiens killer cell lectin-like 
receptor subfamily B, member 1 
(KLRB1), mRNA. /FEA=CDS 
/GEN=KLRB1 /PROD=killer cell 
lectin-like receptor subfamily 

R mom hor 1 
D, II Icl 1 1 Del I 

/DB_XREF=gi:4504878 
/UG=Hs.169824 killer cell lectin- 
like receptor subfamily B, 
member 1 /FL=gb:NM 002258.1 
gb:U1 1276.1 


NM_002258 




NP_002249 


214473_x_at 


0.033381 


Consensus includes 
gb:NM_005395.1 /DEF=Homo 
sapiens postmeiotic segregation 
increased 2-like 9 (PMS2L9), 
mRNA. /FEA=CDS 
/GEN=PMS2L9 

increased 2-like 9 
/DB_XREF=gi:4885552 
/UG=Hs.301862 postmeiotic 
segregation increased 2-like 9 
/FL=gb:NM 005395.1 


NM_005395 




NP_005386 


214496_x_at 


5.64E-04 


Consensus includes 
gb:NM__012330.1 /DEF=Homo 
sapiens histone acetyltransferase 
(MORF), mRNA. /FEA=CDS 
/GEN=MORF /PROD=histone 
acetyltransferase 

/nR YRFF=nifiQ19^1 1 

/UG=Hs.27590 histone 
acetyltransferase 
/FL=gb:AF1 19231.1 
gb:NM_012330.1 


NM_012330 




NP_036462 


214501_s_at 


5.03E-04 


Consensus includes 
gb:AF044286.1 /DEF=Homo 
sapiens histone macroH2A1.1 
mRNA, complete cds. /FEA=CDS 
/PROD=histone macroH2A1 1 
/DB XREF=gi: 3493530 
/UG=Hs.75258 H2A histone 
family, member Y 
/FL=gb:AF044286.1 


AF044286 




NP_613258 



594 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


21451 1_x_at 


7.58E-04 


Consensus includes gb:L03419.1 
/DEF=Human Fc-gamma receptor 
I B1 mRNA, complete cds. 
/FEA=CDS /PROD=Fc gamma 
receptor I /DB XREF=gi: 182460 
/UG=Hs.77424 Fc fragment of 
IgG, high affinity la, receptor for 
(CD64) /FL=gb:L03419.1 
gb:L03420.1 


L03419 




NP_000557 


214512_s_at 


0.00228 


Consensus includes 
gb:NM_006713.1 /DEF=Homo 
sapiens activated RNA 
polymerase II transcription 
cofactor 4 (PC4), mRNA. 
/FEA=CDS /GEN=PC4 
/PROD=activated RNA 
polymerase II transcriptioncofactor 
4 /DB_XREF=gi:5729967 
/UG=Hs.74861 activated RNA 
polymerase II transcription 
cofactor 4 /FL=gb:U 12979.1 
gb:NM_006713.1 


NM_006713 




NP_006704 


214523_at 


3.93E-04 


Consensus includes 
gb:NM_001805.1 /DEF=Homo 
sapiens CCAATenhancer binding 
protein (CEBP), epsilon (CEBPE), 
mRNA. /FEA=CDS /GEN=CEBPE 
/PROD=CCAATenhancer binding 
orotein (CEBP^ eosilon 
/DB_XREF=gi:4502766 
/UG=Hs. 158323 CCAATenhancer 
binding protein (CEBP), epsilon 
/FL=gb:NM_001 805.1 


NM_001805 




NP_001796 


214531_s_at 


2.05E-04 


Consensus includes 
gb:AF065484.1 /DEF=Homo 
sapiens sorting nexin 1A (SNX1) 
mRNA, complete cds. /FEA=CDS 
/GEN=SNX1 /PROD=sorting nexin 
1A /DB_XREF=gi:31 52941 
/UG=Hs.75283 sorting nexin 1 
/FL=gb:AF065484.1 


AF065484 




NP_690039 



595 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


214548_x_at 


1.26E-04 


Consensus includes I 
gb:AF064092.1 /DEF=Homo 
sapiens mutant guanine 
nucleotide-binding protein G(s), 
alpha subunit mRNA, complete 
cds. /FEA=CDS /PROD=mutant 
guanine nucleotide-binding protein 
G(s), alpha subunit 
/DB XREF=ar31 42636 
/UG=Hs.273385 guanine 
nucleotide binding protein (G 
protein), alpha stimulating activity 
polypeptide 1 /FL=gb:AF064092.1 


AF064092 




NP_536351 


214553_s_at 


0.003862 


Consensus includes 
gb:NM_006628.1 /DEF=Homo 
sapiens cyclic AMP 
phosphoprotein, 19 kD (ARPP- 
19), mRNA. /FEA=CDS 
/GEN=ARPP-19 /PROD=cvclic 
AMP phosphoprotein, 19 kD - 
/DB_XREF=gi:5729731 
/UG=Hs.7351 cyclic AMP 
phosphoprotein, 19 kD 
/FL=gb:NM_006628.1 


NM_006628 




NP_006619 


214561_at 


0.027243 


Consensus includes 
gb:NM_024317.1 /DEF=Homo 
sapiens immunoglobulin-like 
transcript 10 (ILT10), mRNA. 
/FEA=CDS /GEN=ILT10 

/PRDn=:immi innnlohi tlin-likp 

/ r 1 \ v_/ L-J II 1 III 1 U 1 ll/M IVJUU II 1 I I »i\C 

transcript 10 
/DB_XREF=gi: 1339931 9 
/UG=Hs.202680 immunoglobulin- 
like transcript 10 
/FL=gb:NM_024317.1 


NM_024317 




NP_077293 


214572_s_at 


0.038947 


Consensus includes 
gb:NM_005543.1 /DEF=Homo 
sapiens insulin-like 3 (Leydig 
cell) (INSL3), mRNA. /FEA=CDS 
/GEN=INSL3 /PROD=insulin-like 3 
(Leydig cell) 
/DB_XREF=gi:5031802 
/UG=Hs.37062 insulin-like 3 
(Leydig cell) /FL=gb:NM_005543.1 


NM_005543 




NP_005534 



596 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


214574_x_at 


0.007779 


Consensus includes 
gb:NM_007161.1 /DEF=Homo 
sapiens DNA segment on 
chromosome 6 (unique) 49 
expressed sequence, NK cell 
triggering receptor, p30 
(D6S49E), mRNA. /FEA=CDS 
/GEN=D6S49E /PROD=leukocyte- 
snecific tran^rrint 1 
/DB_XREF=gi:6005740 
/UG=Hs 88411 IvmDhocvte 
antigen 117 /FL=gb:NM_007161.1 


NMJ307161 




NP_009092 


214583 at 


0 012367 


reaulatorv ^olutp carrier nrntein 
familv 1 member 1 

1 V4I 1 III J 1 | 1 1 Iwl 1 1 Wwl 1 


AI268381 


Hs 239459 


NP OOfi'ifl? 

INT 


214590_s_at 


2.05E-04 


ubiquitin-conjugating enzyme E2D 
1 (UBC4/5 homolog, yeast) 


AL545760 


Hs. 129683 


NP_003329 


214594_x_at 


0.005852 


ATPase, Class I, type 8B, member 
1 


BG252666 


Hs.388624 


NP_005594 


214606 at 


0.001303 


tetraspan 2 


BF1 29969 


Hs.234863 


NP 005716 


21461 5_at 


0.003539 


Consensus includes 
gb:NM_014499.1 ,/DEF=Homo 
sapiens putative : purinergic 
receptor (P2Y10), mRNA. 
/FEA=CDS /GEN=P2Y10 
/PROD=nutati\/p nurinprnir 
receptor /DB_XREF=gi: 10092632 
/UG=Hs 296433 Dutative 
purinergic receptor 
/FL=gb:NM_01 4499.1 


NM_014499 




NP_055314 


21461 7_at 


0.004341 


perforin 1 (pore forming protein) 


AI445650 


Hs.2200 


NP 005032 


214620_x_at 


3.56E-04 


peptidylglycine alpha-amidating 
monooxygenase 


BF038548 


Hs. 83920 


NP_620177 


214629_x_at 


0.001116 


Consensus includes 
gb:AF320999.1 /DEF=Homo 
sapiens Nogo-A protein short 
form mRNA, complete cds, 
alternatively spliced. /FEA=CDS 
/PROD=Nogo-A protein short 
form /DB_XREF=gi:11 878277 
/UG=Hs.65450 reticulon 4 
/FL=gb:AF320999.1 


AF320999 




NP_722550 



597 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


214651_s_at 


0.011725 


Consensus includes gb:U41813.1 
/DEF=Human class I 
homeoprotein (HOXA9) mRNA, 

nprti^l pHq /FFA=mRNA 
/GFN=HOXAQ /PROn=HOXAQ 

/DB_XREF=gi: 1184168 
/UG=Hs. 127428 homeo box A9 
/FL=gb:NM_002142.1 


U41813 




NP_689952 


214658 at 


0.00228 


CGI-109 protein 


BG286537 


Hs.278391 




214663_at 


0.00228 


Consensus includes 
gb:AB007941.1 /DEF=Homo 

protein, partial cds. /FEA=mRNA 
/GEN=KIAA0472 
/PROD=KIAA0472 protein 
/DB_XREF=gi:3413905 
/UG=Hs.6874 KIAA0472 protein 


AB007941 






214665_s_at 


1.26E-04 


Consensus includes 

abAK000095 1 /DEF=Homo 

«;anipn^ rDNA Fl fi<; 
oa^ivi io uui in \ loluuuu mo, 

clone COL03869. /FEA=mRNA 
/DB_XREF=gi:7019960 
/UG=Hs.85301 calcium binding 
protein P22 


AK000095 






214669 x at 


0.007052 


immunoglobulin kappa constant 


BG485135 


Hs.306357 




214684_at 


5.03E-04 


Consensus includes gb:X63381.1 
/DEF=Homo sapiens mRNA for 
serum response factor-related 
protein, RSRFC4. /FEA=mRNA 
/GEN=RSRFC4 /PROD=serum 
response factor-related protein 

/DR XRFF=ni*4^9R^S 
/UG=Hs. 182280 MADS box 
transcription enhancer factor 2, 
polypeptide A (myocyte enhancer 
factor 2A) 


X63381 




NP_005578 


214687_x_at 


0.033381 


Consensus includes 
gb:AK026577.1 /DEF=Homo 
sapiens cDNA: FLJ22924 fis, 
clone KAT06977, highly similar to 

H9AI DAR Human fihrnhlpQt 

mRNA for aldolase A 
/FEA=mRNA 
/DB_XREF=gi: 10439461 
/UG=Hs.273415 aldolase A, 
fructose-bisphosphate 


AK026577 




NP_000025 


214691 x at 


0.002704 


hypothetical protein KIAA1164 


AU121431 


Hs.40719 





598 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


214693_x_at 


0.029453 


hypothetical protein 
DJ328E19.C1.1 


BE732345 


Hs.323463 


NP_056198 


214696_at 


0.033381 


Consensus includes : 
abAF070569 1 /DEF=Homo 
saDiens clone 24659 mRNA 

OUkyil^l lv vIV/l Iw ^ w w w 1 1 II \l 'I / % 

sequence. /FEA=mRNA 
/DB_XREF=gi:3387938 
/UG=Hs.29206 Homo sapiens 
clone 24659 mRNA sequence 


AF070569 




NP_1 16284 


214703 s at 


7.58E-04 


KIAA0935 protein j 


AW954107 


Hs.12183 




214714_at 


0.003741 


Consensus includes 
gb:AK022360.1 /DEF=Homo 
sapiens cDNA FLJ 12298 fis, 

similar to ZINC FINGER 
PROTEIN 29. /FEA=mRNA 
/DB_XREF=gi:10433741 
/UG=Hs.284168 hypothetical 
protein MPMGp800M05499Q3 


AK022360 




NP_1 15540 


214715_x_at 


0.016934 


Consensus includes 
gb:AK024789.1 /DEF=Homo 
saDiens cDNA* FLJ21136 fis 
clone CAS07469. /FEA=mRNA 
/DB_XREF=gi: 104371 75 
/UG=Hs.206882 Homo sapiens 
mRNA for FLJ00032 protein, 
partial cds 


AK024789 




NP_1 50630 


214718_at 


6.68E-04 


Consensus includes 

nh-AK0?fi14? 1 /DFF=Hnmn 
sapiens cDNA: FLJ22489 fis, 
clone HRC10951. /FEA=mRNA 
/DB_XREF=gi: 10438897 
/UG=Hs.21145 hypothetical 
protein FLJ22489 


AK026142 




NP_066990 


214719_at 


0.010205 


Consensus includes 
gb:AK026720.1 /DEF=Homo 
sapiens cDNA: FLJ23067 fis, 
clone LNG04993. /FEA=mRNA 
/DB_XREF=gi: 10439638 
/UG=Hs.1 17167 Homo sapiens 
cDNA: FLJ23067 fis, clone 
LNG04993 


AK026720 







599 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


214730_s_at 


0.013223 


Consensus includes 
gb:AK025457.1 /DEF=Homo 
sapiens cDNA: FLJ21804 fis, 
clone HEP00746, highly similar 
to HSU64791 Human Golgi 

MG160 (GLG1) mRNA. 
/FEA=mRNA 
/DB_XREF=gi: 10437977 
/UG=Hs78979 Golgi apparatus 
protein 1 


AK025457 




NP_036333 


214733_s_at 


4.42E-04 


Consensus includes gb:AL031427 
/DEF=Human DNA sequence 
from clone 167A19 on 
chromosome 1p32.1-33. Contains 
three genes for novel proteins, 
the DIOI gene for type I 
iodothyronine deiodinase (EC 
3.8.1.4, TXDI1, ITDI1) and an 
HNRNP ^Hptprnnpnnu<; 
Nuclear Ribonucleoprotein A3, 
FRRNP^ /FFA=mRNA fi 
/DB_XREF=gi:4835258 
/UG=Hs.11923 hypothetical 
protein 


AL031427 






0147^7 v at 
£. IH 1 O l A Cll 


n Drafts? 


ItClClUycncUUo llUL/ICdl 

ribonucleoprotein C (C1/C2) 


AV79S1Q^ 

r\W 1 £.0 1 J7vJ 


Hs. 182447 




214743_at 


0.003171 


ESTs, Highly similar to 
CUT1_HUMAN CCAAT 
displacement protein (CDP) (Cut- 
like 1) [H. sapiens] 


BE046521 


Hs.381906 


NP_001904 


214748_at 


0.016934 


Consensus includes gb:U50529.1 
/DEF=Human BRCA2 region, 

Mlr\IN/A oCLjUCIIL'C OOU IO. 

/FEA=mRNA 
/DB_XREF=gi:1 531600 
/UG=Hs. 112434 Novel human 
gene mapping to chomosome 13 


U50529 




NPJ49102 


214766_s_at 


0.013223 


Consensus includes 
gb:AL080144.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434N093 (from clone 
DKFZp434N093); partial cds. 
/FEA=mRNA 
/GEN=DKFZp434N093 
/PROD=hypothetical protein 
/DB_XREF=gi:5262592 
/UG=Hs.33363 DKFZP434N093 
protein 


AL080144 




NP_056261 



600 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


214773 x at 


0.009689 


similar to CG9578 gene product 


AI983505 


Hs. 137576 


NP 690866 


214783 s at 


0.005852 


annexin A1 1 


BG 177920 


Hs.75510 


NP 665876 


214785_at 


0.005852 


Consensus includes 
gb:AB023203.1 /DEF=Homo 
sapiens mRNA for KIAA0986 
protein, partial cds. /FEA=mRNA 
/GEN=KIAA0986 
/PROD=KIAA0986 protein 
/DB_XREF=gi:4589615 
/UG=Hs.53542 KIAA0986 protein 


AB023203 




NP_1 50648 


214791_at 


0.033381 


Consensus includes 
gb:AK023116.1 /DEF=Homo 
sapiens cDNA FLJ13054 fis, 
clone NT2RP3001527, highly 
similar to Human Sp140 protein 
(Sp140) mRNA. /FEA=mRNA 
/DB_XREF=gi: 1 0434889 
/UG=Hs.158761 Homo sapiens 
cDNA FLJ 13054 fis, clone 
NT2RP3001527, highly similar to 
Human Sp140 protein (Sp140) 
mRNA 


AK023116 




NP_612411 


214798 at 


0.006698 


KIAA0703 gene product 


AW291664 


Hs.6168 




214801_at 


0.004798 


ESTs, Weakly similar to 
hypothetical protein FLJ20489 
[Homo sapiens] [H.sapiens] 


W88821 


Hs.408958 




214805_at 


2.05E-04 


Consensus includes gb:U79273.1 
/DEF=Human clone 23933 mRNA 
sequence. /FEA=mRNA 
/DB_XREF=gi: 171 0239 
/UG=Hs 239483 Human clone 
23933 mRNA sequence 


U79273 






214808_at 


0.001747 


ESTs, Moderately similar to 
2211404A B219/OB receptor 
[Homo sapiens] [H.sapiens] 


AU147851 


Hs. 194397 




214812_s_at 


3.26E-04 


Consensus includes gb:D80006.1 
/DEF=Human mRNA for 
KIAA0184 gene, partial cds. 
/FEA=mRNA /GEN=KIAA0184 
/DB_XREF=gi: 11 36427 
/UG=Hs 322903 KIAA0184 Drotein 


D80006 






214813_at 


0.001012 


ESTs, Moderately similar to A4891 3 
KRAB zinc finger protein 75 - 
human [H.sapiens] 


W90796 


Hs.389646 


NP_009062 


214814 at 


0.007052 


KIAA1966 protein 


BF592058 


Hs. 1581 84 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


214816_x_at 


0.021244 


Consensus includes 
gb:BC003535.1 /DEF=Homo 
sapiens, clone IMAGE:3609326, 
mRNA, partial cds. /FEA=mRNA 
/PROD=Unknown (orotein for 
IMAGE:3609326) 
/DB_XREF=gi: 13097635 
/UG=Hs.192127 Homo sapiens, 
clone IMAGE:3609326, mRNA, 
partial cds 


BC003535 




NP_689479 


214843_s_at 


0.003529 


Consensus includes 
gb:AK022864.1 /DEF=Homo 
sapiens cDNA FLJ 12802 fis, 
clone NT2RP2002124, weakly 
similar to UBIQUITIN CARBOXYL 
TERMINAL HYDROLASE 4 (EC 
3.1.2.15). /FEA=mRNA 
/DB XREF=gi: 10434503 
/UG=Hs. 173694 KIAA1097 protein 


AK022864 




NP_055832 


214848_at 


0.036254 


Consensus includes gb:U79277.1 
/DEF=Human clone 23548 mRNA 
sequence. /FEA=mRNA 
/DB XREF=aM710245 
/UG=Hs.71848 Human clone 
23548 mRNA sequence 


U79277 






214853_s_at 


0.003171 


SHC (Src homology 2 domain 
containing) transforming protein 1 


AI091079 


Hs.81972 


NP_003020 


214857_at 


0.00884 


Consensus includes 
gb:AL050035.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZd566H0124 (from clone 

L/IM * — yj\J\J\J 1 IV/ 1 yitwiii wiUI IC 

DKFZp566H0124). /FEA=mRNA 
/DB_XREF=gi:4884276 
/UG=Hs.133t30 Homo sapiens 
mRNA; cDNA DKFZp566H0124 
(from clone DKFZp566H0124) 


AL050035 






214866_at 


0.001911 


Consensus includes gb:X74039.1 
/DEF=H. sapiens mRNA for 
urokinase plasminogen activator 
receotor /FEA=mRNA 
/PROD=urokinase plasminogen 
activator receptor 
/DB_XREF=gi:456192 
/UG=Hs.179657 plasminogen 
activator, urokinase receptor 


X74039 




NP_002650 


214875_x_at 


0.016934 


amyloid beta (A4) precursor-like 
protein 2 


AW001847 


Hs.279518 


NP_001633 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


214895_s_at 


0.010205 


a disintegrin and metalloproteinase 
domain 10 


AU135154 


Hs. 172028 


NP_001101 


214902_x_at 


0.007779 


Consensus includes 
gb:AL080232.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZd586A061 (from clone \ 
DKFZp586A061). /FEA=mRNA 
/DB_XREF=gi:5262725 
/UG=Hs.220696 Homo sapiens 
mRNA; cDNA DKFZp586A061 
(from clone DKFZp586A061) 


AL080232 






214906_x_at 


0.004341 


Consensus includes 
gb:AL049786.1 /DEF=Novel 
human gene mapping to 
chomosome 13 /FEA=mRNA 
/PROD=hypothetical protein 
/DB_XREF=gi:4902708 
/UG=Hs.22174 Novel human 
gene mapping to chomosome 13 


AL049786 




NP_438169 


214909_s_at 


0.005339 


Consensus includes 
gb:AK026191.1 /DEF=Homo 
sapiens cDNA: FLJ22538 fis, 
clone HRC13212, highly similar 
to AF070667 Homo sapiens 

Nf^ Nf^-riiiripthvtarnininp 
i n v.* , i >i \j vjii i icu iy i ci i yu in ic 

dimethylaminohydrolase homolog 
mRNA. /FEA=mRNA 
/DB_XREF=gi: 10438961 
/UG=Hs.247362 dimethylarginine 
dimethylaminohydrolase 2 


AK026191 




NP_039268 


21491 1_s_at 


6.68E-04 


Consensus includes gb:S78771.1 
/DEF=NAT=CdG island-a^oHatpri 

gene human, mRNA, 1741 nt. 
/FEA=mRNA 
/DB_XREF=gi:244232 
/UG=Hs.75243 bromodomain- 
containing 2 


S78771 




NP_005095 


214915_at 


0.005339 


Consensus includes 
gb:AK021842.1 /DEF=Homo 
sapiens cDNA FLJ11780 fis, 
clone HEMBA1 005931, weakly 
similar to ZINC FINGER 
PROTEIN 83. /FEA=mRNA 
/DB_XREF=gi: 104331 10 
/UG=Hs.279935 Homo sapiens 
cDNA FLJ 11780 fis, clone 
HEMBA1 005931, weakly similar 
to ZINC FINGER PROTEIN 83 


AK021842 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


214917_at 


6.79E-04 


Consensus includes 
gb:AK024252.1 /DEF=Homo 
sapiens cDNA FLJ14190 fis, 
clone NT2RP2006534, moderately 
similar to 5-AMP-ACTIVATED 
PROTEIN KINASE, CATALYTIC 
ALPHA- 1 CHAIN (EC 2.7.1.-). 
/FEA=mRNA 
/DB_XREF=gi:10436581 
/UG=Hs 288546 Homo saDiens 
cDNA FLJ14190 fis clone 
NT2RP2006534, moderately 
similar to 5-AMP-ACTIVATED 
PROTEIN KINASE, CATALYTIC 
ALPHA- 1 CHAIN (EC 2.7.1.-) 


AK024252 






214919 s at 


7.58E-04 


FLJ20288 protein 


R39094 


Hs.84045 


NP 003723 


214938_x_at 


2.05E-04 


Consensus includes 
gb:AF283771.2 /DEF=Homo 
sapiens clone TCBAP0774 
mRNA sequence. /FEA=mRNA 
/DB_XREF=gi:10281740 
/UG=Hs.274472 high-mobility 
group (nonhistone chromosomal) 
protein 1 


AF283771 




NP_002119 


214947_at 


7.10E-04 


Consensus includes 
ab*AF052146 1 /DEF=Homo 
sapiens clone 24653 mRNA 
sequence. /FEA=mRNA 
/DB_XREF=gi:3360455 
/UG=Hs. 155085 Homo sapiens 
clone 24653 mRNA sequence 


AF052146 






214953_s_at 


2.05E-04 


Consensus includes gb:X06989.1 
/DEF=Human mRNA for amyloid 
A4(751) orotein /FEA=mRNA 
/DB_XREF=gi:28720 
/UG=Hs.177486 amyloid beta 
(A4) precursor protein (protease 
nexin-ll ( Alzheimer disease) 


X06989 




NP_000475 


214962_s_at 


0.03002 


Consensus includes 
qbAK026236 1 /DEF=Homo 
sapiens cDNA: FLJ22583 fis, 
clone HSI02596. /FEA=mRNA 
/DB_XREF=gi:1 0439023 
/UG=Hs.22559 KIAA0197 protein 


AK026236 






214964_at 


0.031948 


ESTs, Weakly similar to 
hypothetical protein FLJ20489 
[Homo sapiens] [H. sapiens] 


AA554430 


Hs.269421 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein I 

Accession 

No. 


214965_at 


0.034221 


Consensus includes 
gb:AF070574.1 /DEF=Homo 
sapiens clone 24819 mRNA 
seauence /FEA=mRNA 
/DB_XREF=gi:3387945 
/UG=Hs.22316 Homo sapiens 
clone 24819 mRNA sequence 


AF070574 




NP_689552 


214972_at 


0.0174 


meningioma expressed antigen 5 
(hyaluronidase) 


AU144791 


Hs.5734 




214988_s_at 


0.016934 


Consensus includes gb:X63071.1 
/DEF=H. sapiens mRNA for novel 
DNA bindina nrotein 
/FEA=mRNA /GEN=DBP-5 
/PROD=DBP-5 protein 
/DB_XREF=gi:30487 
/UG=Hs.92909 SON DNA binding 
protein 


X63071 




NP_620305 


214992_s_at 


0.011725 


Consensus includes gb:AD000092 
/DEF=Homo sapiens DNA from 
chromosome 19p13.2 cosmids 
R31240, R30272 and R28549 
containing the EKLF, GCDH, 
CRTC, and RAD23A genes, 
genomic sequence /FEA=CDS_1 
/DB_XREF=gi: 1905905 
/UG=Hs.307251 Homo sapiens 

DNA frnm rhrnmn^nmp 1Qn1^ 9 

cosmids R31240, R30272 and 
R28549 containing the EKLF, 
GCDH, CRTC, and RAD23A 
genes, genomic sequence 


AD000092 






215000_s_at 


0.001116 


Consensus includes 
gb:AL1 17593.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZn564G082 (from rlonp 
DKFZp564G082). /FEA=mRNA 
/DB_XREF=gi:5912157 
/UG=Hs.103419 fasciculation and 
elongation protein zeta 2 (zygin 
ID 


AL1 17593 




NP_005093 


215004_s_at 


0.034317 


Hypothetical human protein; Similar 
to novel proteins encoded by 
(AC004447) KIAA0365 [Homo 
sapiens] and (Y08265) DAN26 
[Homo sapiens]; Homo sapiens 
chromosome 1 9, cosmid F23858, 
complete sequence. 


AC004475 
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Gene Identifier 


p-value 


Description 


Gene j 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 
Accession 
No. I 


215030_at 


0.046651 


Consensus includes 
gb:AK023187.1 /DEF=Homo 
sapiens cDNA FLJ13125 fis, 
clone NT2RP3002877. 
/FEA=mRNA 
/DB_XREF=gi:1 0435001 
/UG=Hs.287551 Homo sapiens 
cDNA FLJ13125 fis, clone 
NT2RP3002877 


AK023187 






215031 x at 


0.013088 


hypothetical protein FLJ20552 


BG420893 


Hs.69554 


NP 060346 


215032_at 


0.004341 


Consensus includes 
gb:AK022442.1 /DEF=Homo 
sapiens cDNA FLJ 12380 fis, 
clone MAMMA1 002556 
/FEA=mRNA 
/DB_XREF=gi: 10433838 
/UG=Hs.300934 Homo sapiens 
cDNA FLJ 12380 fis, clone 
MAMMA1 002556 


AK022442 






215038_s_at 


7.58E-04 


Consensus includes 
gb:AF049103.1 /DEF=Homo 
sapiens Huntingtin interacting 
protein mRNA, partial cds. 
/FEA=mRNA /PROD=Huntingtin 
interacting protein 
/DB_XREF=gi:3319281 
/UG=Hs.306184 Huntingtin 
interacting protein B 


AF049103 




NP_054878 


215043 s at 


0 022988 


Consensus includes ab'X83301 1 
/DEF=H.sapiens SMA5 mRNA. 
/FEA=mRNA /GEN=SMA5 
/DB_XREF=gi:603029 
/UG=Hs. 324728 SMA5 


X83301 






215047_at 


1.58E-04 


Consensus includes 
gb:AL080170.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434C091 (from clone 
DKFZp434C091); partial cds. 
/FEA=mRNA 
/GEN=DKFZp434C091 
/PROD=hypothetical protein 
/DB_XREF=gi:5262639 
/UG=Hs.51692 DKFZP434C091 
protein 


AL080170 




NP_056246 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


215049_x_at 


0.005852 


Consensus includes gb:Z22969.1 
/DEF=H. sapiens mRNA for M130 
antiaen cvtoDlasmic variant 1 
/FEA=mRNA /PROD=M130 
antigen cytoplasmic variant 1 
/DB XREF=gi:312143 
/UG=Hs.74076 CD163 antigen 


Z22969 




NP_004235 


215051 x at 


5.03E-04 


allograft inflammatory factor 1 


BF213829 


Hs. 76364 


NP 116573 


215063_x_at 


0.001886 


Consensus includes 
gb:AL390149.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZd547R026 (from clone 

l— ' I \l t~ yJ 1 til Will vlUI IC 

DKFZp547B026). /FEA=mRNA 
/DB_XREF=gi:9368883 
/UG=Hs.283862 Homo sapiens 
mRNA; cDNA DKFZp547B026 
(from clone DKFZp547B026) 


AL390149 






215087_at 


7.58E-04 


Consensus includes 
gb:AL1 09730.1 /DEF=Homo 
sapiens mRNA full length insert 
cDNA clone EUROIMAGE 68600 
/FEA=mRNA 
/DB_XREF=gi:5689835 
/UG=Hs.306331 Homo sapiens 
mRNA full length insert cDNA 
clone EUROIMAGE 68600 


AL1 09730 






215088_s_at 


1.26E-04 


ESTs, Highly similar to 
C560_HUMAN Succinate 
dehydrogenase cytochrome B560 

^nhiinit mitnrhnnrlrial nrpfMir^nr 

OUUUI III, MM IUOI l\J\ \\Jl 1 CI 1 piCOUIOUl 

(QPS1)(CII-3) (Succinate 
dehydrogenase complex subunit C) 
(Succinate-ubiquinone 

nyirinrpdi ipta^p rvtorhrnmp R larnp 

uMuuicuu^iaoc iuuii i ui i ic i_> i a i y 

subunit) (CYBL) [H.sapiens] 


BG1 10532 


Hs. 355964 




215118_s_at 


0.040938 


Homo sapiens translocation 
associated fusion protein 
IRTA1/IGA1 (IRTA1/IGHA1) 
mRNA, complete cds 


AW519168 


Hs.367852 




215127_s_at 


2.05E-04 


RNA binding motif, single stranded 
interacting protein 1 


AL517946 


Hs.241567 


NP_058523 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


215158_s_at 


1.26E-04 


Consensus includes 
gb:AK022531.1 /DEF=Homo 
sapiens cDNA FLJ 12469 fis, 
clone NT2RM 1000874, highly 
similar to Homo sapiens death 

pffpptnr Hnmain-^nntaininn 
ci icoiui vjvjm Ian i ^^Ji iioii ill I y 

testicular molecule mRNA. 
/FEA=mRNA 
/DB_XREF=gi: 10433972 
/UG=Hs. 169681 death effector 
domain-containing 


AK022531 




NP_1 27491 


215175_at 


3.26E-04 


Consensus includes 
gb:AB023212.1 /DEF=Homo 
sapiens mRNA for KIAA0995 

nrntpin nartial pHc /FFA-mRMA 

/ VJ l_ 1 >l IXI r\J\\J %7 C7 \J 

/PROD=KIAA0995 protein 
/DB_XREF=gi:4589633 
/UG=Hs.225967 KIAA0995 protein 


AB023212 




NP_055797 


215176 x at 


0.022708 


immunoglobulin kappa constant 


AW404894 


Hs.306357 




215193_x_at 


0.004341 


Consensus includes 
gb:AJ297586.1 /DEF=Homo 
sapiens mRNA for MHC class II 
antigen (HLA-DRB1 gene), 
DRBT0402 allele. /FEA=CDS 

class II antigen 
/DB_XREF=gi:10185079 

histocompatibility complex, class 
II, DR beta 3 


AJ297586 




NPJXJ2115 


215204_at 


0.010205 


ESTs, Weakly similar to 2109260A 
B cell growth factor [Homo sapiens] 
[H.sapiens] 


AU 147295 


Hs.288575 




215210_s_at 


0.003862 


Consensus includes gb:S72422.1 
/DEF=E2k=alpha-ketoglutarate 
dehydrogenase complex 
dihydrolipoyl succinyltransferase 
human, fetal brain, mRNA, 2987 
nt. /FEA^mRNA /GEN=E2k 
/PROD=alpha-ketoglutarate 
dehydrogenase 
complexdihydrolipoyl 
succinyltransferase 
/DB_XREF=gi:632883 
/UG=Hs.296348 E2k 


S72422 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


215221_at 


1.26E-04 


Consensus includes 
gb:AK025064.1 /DEF=Homo 
saDiens cDNA" FLJ21411 fi<? 
clone COL03986. /FEA=mRNA 
/DB_XREF=gi: 10437503 
/UG=Hs.306758 Homo sapiens 
cDNA: FLJ21411 fis, clone 
COL03986 


AK025064 






215222_x_at 


0.016934 


Consensus includes 
gb:AK023406.1 /DEF=Homo 
sapiens cDNA FLJ 13344 fis, 
clone OVARC1 002050, highly 
similar to Homo sapiens mRNA 
for actin binding protein ABP620. 
/FEA=mRNA 
/DB XREF=ai - 10435330 
/UG=Hs.321395 Homo sapiens 
cDNA FLJ 13344 fis done 
OVARC1 002050, highly similar to 
Homo sapiens mRNA for actin 
hindina orotpin ARPfi?0 


AK023406 




NP_1 49033 


215223_s_at 


0.00228 


superoxide dismutase 2, 
mitochondrial 


W46388 


Hs.372783 


NP_000627 


215236_s_at 


0.008185 


ubiquitin carboxyl-terminal esterase 
L1 (ubiquitin thiolesterase) 


AV721177 


Hs. 114765 


NP_665801 


215273_s_at 


0.001054 


Consensus includes 
gb:AK024982.1 /DEF=Homo 
sapiens cDNA: FLJ21329 fis, 
rlonp COI 0?4fi4 /FFA^mRNA 
/DB_XREF=gi: 1043741 2 
/UG=Hs.158196 transcriptional 

auafjiui o ^r\uno , y ccao i i iui i njiuy j 

like (PCAF histone acetylase 

pnmnlPYA 


AK024982 




NP_597815 


215275_at 


0.013223 


EST375211 MAGE resequences, 

MAfnH Hnmn QanipnQ pDNA 

1 V l/\VJ 1 1 1 IUI 1 \\J 9CIUICI IO OUIlH, 

mRNA sequence. 


AW963138 






215285_s_at 


1.41E-04 


putative homeodomain transcription 
factor 1 


AA927671 


Hs. 123637 


NP_006599 


215287_at 


0.003171 


Homo sapiens ELISC-1 mRNA, 
partial cds 


AA975427 


Hs. 128434 




215313_x_at 


0.007779 


major histocompatibility complex, 
class I, C 


AA573862 


Hs.77961 


NP_002107 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


215318_at 


0.028552 


Consensus includes 
gb:AL049782.1 /DEF=Novel 
human gene mapping to 
chomosome 13. /FEA=mRNA 
/DB_XREF=gi:4902604 
/UG=Hs. 184938 Novel human 
gene mapping to chomosome 13 


AL049782 






215336_at 


0.005039 


Consensus includes 
gb:AK002166.1 /DEF=Homo 
sapiens cDNA FLJ11304 fis, 
clone PLACE1 009997, weakly 
similar to Rattus norveaicus A- 

will HlwJl \\J 1 \UllUw 1 Iwl YtVJIwU J f \ 

kinase anchoring protein AKAP 
220 mRNA /FEA=mRNA 
/DB_XREF=gi:7023877 
/UG=Hs.232076 A kinase (PRKA) 
anchor protein 11 


AK002166 




NP_652761 


215338_s_at 


1.26E-04 


natural killer-tumor recognition 
sequence 


AI688640 


Hs.241493 


NP_005376 


215343_at 


0.034221 


Consensus includes 
abAF070587 1 /DEF=Homo 
sapiens clone 24741 mRNA 
seauence /FEA— mRNA 
/DB_XREF=gi:3387960 
AJG=Hs.25770 Homo sapiens 
clone 24741 mRNA sequence 


AF070587 






215359_x_at 


7.58E-04 


GIOT-2 for gonadotropin inducible 
transcription repressor-2 


AI758888 


Hs.251371 




215366_at 


0.041055 


Consensus includes 
gb:AL353943.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp761E0611 (from clone 
DKFZp761E0611). /FEA=mRNA 
/GEN=DKFZd761 E061 1 
/PROD=hypothetical protein 
/DB_XREF=gi:7669982 
/UG=Hs.284191 Homo sapiens 
mRNA; cDNA DKFZp761E0611 
(from clone DKFZp761E0611) 


AL353943 






215373_x_at 


0.005039 


Consensus includes 
gb:AK022213.1 /DEF=Homo 
sapiens cDNA FLJ12151 fis, 
clone MAMMA1 000431. 
/FEA=mRNA 
/DB_XREF=gi: 10433560 
/UG=Hs.287493 hypothetical 
protein FLJ12151 


AK022213 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


215375_x_at i 


0.025245 


Consensus includes 
gb:AK023938.1 /DEF=Homo 
sapiens cDNA FLJ 13876 fis, 
clone THYR01 001401. 
/FEA=mRNA 
/DB_XREF=gi: 10436033 
/UG=Hs.287604 Homo sapiens 
cDNA FLJ 13876 fis, clone 
THYRO1001401 


AK023938 






215383_x_at 


0.013223 


Consensus includes 
gb:AL137312.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZd761K23121 (from clone 
DKFZp761K23121). /FEA=mRNA 
/DB_XREF=gi:6807797 
/UG=Hs.293681 Homo sapiens 
mRNA' cDNA DKFZd761K23121 
(from clone DKFZd761K23121) 

III V/ 1 1 1 wl %■/ 1 1 *w L-p/ 1 VI f W 1 1 V4* v 1 «L» 1 f 


AL1 37312 






215392_at 


0.002418 


AU148154 MAMMA1 Homo 
sapiens cDNA clone 
MAMMA1 002744 3', mRNA 
sequence. 


AU 1481 54 






215399 s at 


1 26E-04 


amplified in osteosarcoma 


AI683900 


Hs. 76228 


NP 006803 


215404_x_at 


0.016934 


Consensus includes ~* 
gb:AK024388.1 /DEF=Homo 
sapiens cDNA FLJ 14326 fis, 
clone PLACE4000247 
/FEA=mRNA 
/DB_XREF=gi: 10436762 
/UG=Hs 306678 Hnmn <;anipn<; 
cDNA FLJ 14326 fis clone 
PLACE4000247 


AK024388 






215424 s at 


5.03E-04 


SKI-interacting protein 


AV689564 


Hs.79008 


NP 036377 


215434_x_at 


0.0174 


hypothetical protein 
DJ328E19.C1.1 


AV684285 


Hs.323463 


NP_060410 


215438 x at 


8.68E-04 


G1 to S phase transition 1 


BE906054 


Hs.2707 


NP 002085 


215470_at 


0.026891 


Consensus includes gb:U21915.1 
/DEF=Human chromosome 
5q13.1 clone 5G8 mRNA. 
/FEA=mRNA 
/DB_XREF=gi:736412 
/UG=Hs. 14658 Human 
chromosome 5q13.1 clone 5G8 
mRNA 


U21915 
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Gene Identifier 


p-value 
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Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


215492_x_at 


0.040938 


Consensus includes gb:AL035587 
/DEF=Human DNA sequence 
from clone RP3^475N16 on 
chromosome 6p12.3-21.2. 
Contains the genes for CTG4A, 
pre-T cell receptor alpha, a 
novel protein similar to RPL7A 
(60S ribosomal protein L7A) and 
the 3 end of gene KIAA0240. 

v^Ulllalllo LOlo, OlOo, OOOo 

an... /FEA=mRNA_2 

/UG=Hs. 169002 Human pre TCR 

alnha mRMA nartial rrlc 
difJiia MJrxlNrN, |JeUUal UUo 


AL035587 






215498_s_at 


2.05E-04 


mitogen-activated protein kinase 
kinase 3 


AA780381 


Hs. 180533 


NP_659732 


215499_at 


3.26E-04 


mitogen-activated protein kinase 
kinase 3 


AA780381 


Hs. 180533 


NP_659732 


215511_at 


0.003171 


Consensus includes gb:U19345.1 
/DEF=Homo sapiens AR1 
n*CF2Ch mRNA nartial rrls 
/FEA=mRNA /GEN=TCF20 

/PROD=AR1 

/DB_XREF=gi:2924754 
/UG=Hs.201668 transcription 
factor 20 (AR1) 


U 19345 






215524_x_at 


0.013088 


immunoglobulin heavy constant mu 


AW966434 


Hs. 300697 




215548_s_at 


0.003171 


Consensus includes 
gb:AB020724.1 /DEF=Homo 
sapiens mRNA for KIAA0917 

piULclll, pdlLldl UUo. I\ n.r\— I 1 IrNlNM 

/GEN=KIAA0917 
/PROD=KIAA0917 protein 
/DB_XREF=gi:4240322 
/UG=Hs.27023 vesicle transport- 
related protein 


AB020724 




NP_057247 


215549_x_at 


0.00423 


Consensus includes gb:AC005587 
/DEF=Homo sapiens PAC clone 
RP5-988G15 from 7q33-q35 
/FEA=CDS 2 
/DB_XREF=gi:4156166 
/UG=Hs.272525 Homo sapiens 
PAC clone RP5-988G15 from 
7q33-q35 


AC005587 
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Gene Identifier 


p-va|ye - 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


2.1'5566_x_at 


0.013088 


Consensus includes 
gb:AK024724.1 /DEF=Homo 
sapiens cDNA: FLJ21071 fis, 
clone CAS01789, highly similar 
to AF098668 Homo saDiens acvl- 
protein thioesterase mRNA. 
/FEA=mRNA 
/DB_XREF=gi: 10437080 
/UG=Hs.283655 lysophospholipase 
N 


AK024724 




NP_009191 


215582_x_at 


0.006603 


Consensus includes 
gb:AK022303.1 /DEF=Homo 
sapiens cDNA FU 12241 fis, 
clone MAMMA1001274 

viwl IC 1 Vl/\1 V 1 1 VI/\ 1 \J\J % 1 *T. 

/FEA=mRNA 
/DB_XREF=gi: 10433670 
/UG=Hs.287503 Homo sapiens 
cDNA FLJ12241 fis, clone 
MAM MA1 001274 


AK022303 






215588_x_at 


0.003171 


Consensus includes 
gb:AK024958.1 /DEF=Homo 
saDiens cDNA" FLJ21305 fis 
clone COL02124. /FEA=mRNA 
/DB_XREF=gi: 10437382 
/UG=Hs.287658 Homo sapiens 
cDNA: FLJ21305 fis, clone 
COL02124 


AK024958 






215599 at 


0 040938 


UUIIoClloUO II IOIUUCO ^JU.AUtJOUk/. 1 

/DEF=H. sapiens SMA4 mRNA. 
/FEA=mRNA /GEN=SMA4 
/DB_XREF=gi:603028 
/UG=Hs.289103 SMA4 


xfmnn 

AOOOUU 






215600_x_at 


0.005852 


Consensus includes 
gb:AK022174.1 /DEF=Homo 
sapiens cDNA FLJ12112 fis, 
clone MAMMA1 000043. 
/FEA=mRNA 
/DB_XREF=gi: 10433510 
/UG=Hs.288793 Homo sapiens 
cDNA FLJ12112 fis, clone 
MAMMA1 000043 


AK022174 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


215602_at 


6.68E-04 


Consensus includes 
gb:AK024456.1 /DEF=Homo 
sapiens mRNA for FLJ00048 
protein, partial cds. /FEA=mRNA 
/GEN=FLJ00048 
/PROD=FLJ00048 orotein 
/DB_XREF=gi: 10440425 
/UG=Hs.289034 Homo sapiens 
mRNA for FLJ00048 protein, 
partial cds 


AK024456 






215603_x_at 


8.94E-04 


gamma-glutamyltransferase 1 


AI344075 


Hs.284380 




215604_x_at 


0.013088 


Consensus includes 
gb:AK023783.1 /DEF=Homo 
sapiens cDNA FLJ13721 fis, 
clone PLACE2000450 
/FEA=mRNA 
/DB_XREF=gi: 10435820 
/UG=Hs.289035 Homo sapiens 
cDNA FLJ 13721 fis, clone 
PLACE2000450 


AK023783 






215608_at 


0.033793 


ESTs 


AU 144378 


Hs.296650 




215623_x_at 


0.005339 


Consensus includes 
gb:AK002200.1 /DEF=Homo 
sapiens cDNA FLJ11338 fis, 
clone PLACE1010720, highly 
similar to Homo sapiens mRNA 

for f^hrnmn^nmp-flQ^nriptpH 

Iwl wl II \Jl 1 IUOUI 1 IG aooUOIalCU 

polypeptide-C. /FEA=mRNA 
/DB_XREF=gi:7023928 
/UG=Hs.50758 SMC4 (structural 
maintenance of chromosomes 4, 
yeast)-like 1 


AK002200 




NP_005487 


215628_x_at 


0.001116 


Consensus includes 
gb:AL049285.1 /DEF=Homo 
sapiens mRNA; cDNA 

DKFZp564M193). /FEA=mRNA 
/DB_XREF=gi:4500045 
/UC5=H<; Hnmn sanipn*; 

1 \J\J 1 IO. \J\J £-\J ±J\J 1 IUI 1 IU OQUICI IO 

mRNA cDNA DKFZd564M193 
(from clone DKFZp564M193) 


AL049285 






215629 s at 


0 013088 


ESTs Weaklv similar to 

i— \j >w, vwccnxiy wiiiiucii iu 

LEU2_HUMAN Leukemia 
associated protein 2 [H. sapiens] 


AA905286 


Hs.380846 




215633 x at 


0.041055 


leukocyte specific transcript 1 


AV7 13720 


Hs.88411 




215646_s_at 


3.26E-04 


Homo sapiens versican Vint 
isoform, mRNA, partial cds 


R94644 


Hs. 397468 




215667_x_at 


0.016934 


postmeiotic segregation increased 
2-like 2 


AI375694 


Hs. 177548 


NP_777590 
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Gene Identifier 


p-value 


Description 


Gene 
No. 


Unigene 

Accession 

No. 


Protein 

Mccession 
No. 


215671_at 


0.007779 


AU144792 HEMBA1 Homo sapiens 
cDNA clone HEMBA1002973 3', 
mRNA sequence. 


AU 144792 






215684_s_at 


5.07E-04 


Consensus includes 
gb:AL096741.1 /DEF=Homo 
saniens mRNA' eDNA 
DKFZp586O0223 (from clone 
DKFZp586O0223). /FEA=mRNA 
/DB_XREF=gi:5419897 
/UG=Hs.49005 hypothetical 
protein 


AL096741 




NP_1 15580 


215694_at 


0.018973 


Consensus includes 
gb:AK022348.1 /DEF=Homo 
sapiens cDNA FLJ 12286 fis, 
clone MAMMA1001768, weakly 
similar to CELL DIVISION 
CYCLE PROTEIN 48 HOMOLOG 
MJ1156. /FEA=mRNA 
/DB_XREF=gi: 10433725 
/UG=Hs.5555 hypothetical protein 
MGC5347 


AK022348 




NP_076968 


215696_s_at 


1.26E-04 


Consensus includes 
gb:BC001404.1 /DEF=Homo 
sapiens, clone IMAGE:31 39772, 

mRNA nartial cci<z /FFA=mRNA 

/PROD=Unknown (protein for 

IMAGE:31 39772) 

IDS XREF=gi: 126551 04 

/UG=Hs.5716 KIAA0310 gene 

product 


BC001404 






215698_at 


3.26E-04 


Consensus includes 

sapiens clone 23592 mRNA 
sequence. /FEA=mRNA 
/DB_XREF=gi:2852610 
/UG=Hs.76272 retinoblastoma- 
binding protein 2 


AF007135 




• 


215716_s_at 


0.033381 


Consensus includes gb:L14561 
/DEF=Homo sapiens plasma 
membrane calcium ATPase 
isoform 1 (ATP2B1) gene, 
alternative solice oroducts Dartia! 
cds /FEA=mRNA_2 
/DB_XREF=gi:4165324 
/UG=Hs.78546 ATPase, Ca++ 
transporting, plasma membrane 1 


L14561 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


215719_x_at 


0.033381 


Consensus includes gb:X83493.1 
/DEF=H.sapiens mRNA for 
FasApo-1 (clone pCRTM11- 
FasdeltaTM) /FEA=mRNA 
/DB_XREF=gi:971457 
/UG=Hs.82359 tumor necrosis 
factor receptor superfamily, 
member 6 


X83493 




NP_690616 


215735_s_at 


0.002418 


Consensus includes gb:AC005600 
/DEF=Homo sapiens chromosome 
16 P1 clone 109-9G fLANU 
complete sequence /FEA=CDS 1 
/DB_XREF=gi:3522919 
/UG=Hs.90303 tuberous sclerosis 
2 


AC005600 






215739_s_at 


6.68E-04 


Consensus includes 
gb:AJ003062.1 /DEF=Homo 
sapiens mRNA for protein 
encoded bv Saccharomvre^ 
cerevisiae SPC98 homologue. 
/FEA=mRNA 
/DB_XREF=gi:31 52381 
/UG=Hs.9884 spindle pole body 
protein 


AJ003062 




NP_006313 


215749_s_at 


0.009199 


Consensus includes 
gb:AK001 574.1 /DEF=Homo 
sapiens cDNA FLJ10712 fis, 
clone NT2RP3000919, highly 
similar to Rattus norvegicus golgi 

nprinheral mpmhranp nrAtpin nfi^ 

pel ijji ici ai iijciiiuiaiic jjiwiciii pu<J 

mRNA. /FEA=mRNA 
/DB_XREF=gi:7022910 
/UG=Hs.4291 hypothetical protein 
FLJ23443 


AK001574 




NP_1 14105 


215758_x_at 


0.041055 


HTF34-like ZNF gene; Homo 
sapiens chromosome 19, BAC 
273239 (CIT-B-320G13), complete 
sequence. 


AC007204 






215780_s_at 


0.003539 


Human DNA sequence from PAC 
30P20 on chromosome Xq21.1- 
Xq21.3. Contains set pseudogene, 
ESTs and STS. 


Z95126 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


215806_x_at 


0.026891 


Consensus includes gb:M13231.1 
/DEF=Human T-cell receptor 
aberrantly rearranged gamma- 

phain mRMA frnm r*pll linp HPR- 

Vsl ICtll 1 llir\l^ir^ MUI M U&ll III ic i iru 

MLT. /FEA=mRNA 
/DB_XREF=gi:339168 
/UG=Hs.274509 T cell receptor 
gamma constant 2 


M13231 






215820_x_at 


0.031948 


Consensus includes 
gb:AK001 861.1 /DEF=Homo 
sapiens cDNA FLJ 10999 fis, 
clone PLACE1 002529, highly 

similar tn Hnmn ^anipn^ mRMA 
on much v\j oapici io iiirviNT^ 

for KIAA071^ nrntpin 
/FFA=mRNA 
/DB_XREF=gi:7023392 
/UG=Hs.283881 KIAA0713 protein 


AK001861 




NP_055947 


215832 x at 


3.26E-04 


ubiquitin specific protease 2 


AV722190 


Hs. 1991 60 


NP 009097 


215854 at 


0.042466 


ESTs 


AU 146050 


Hs.287459 




215883_at 


0.010205 


Consensus includes 
gb:AK022326.1 /DEF=Homo 
sapiens cDNA FLJ 12264 fis, 

L/1VJI IC IVIAMVIIVIrA I UU lUUw. 

/FEA=mRNA 
/DB_XREF=gi: 10433699 
/UG=Hs.288481 Homo sapiens 
cDNA FLJ 12264 fis, clone 
MAMMA1001600 


AK022326 






215884_s_at 


0.016934 


Consensus includes 
gb:AK001 029.1 /DEF=Homo 
sapiens cDNA FLJ 101 67 fis, 

rlnnp HFMRAmmfi17 hinhlv 

similar to Homo sapiens 
HRIHFB2157 mRNA. 
/FEA=mRNA 
/DB_XREF=gi:7022050 
/UG=Hs.4552 ubiquilin 2 


AK001029 




NP_038472 


215888_at 


6.68E-04 


Consensus includes 
gb:AK026889.1 /DEF=Homo 
sapiens cDNA: FLJ23236 fis, 
clone COL00725. /FEA=mRNA 
/DB_XREF=gi: 10439854 
/UG=Hs.288786 Homo sapiens 
cDNA: FLJ23236 fis, clone 
COL00725 


AK026889 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


215930_s_at 


0.044231 


Consensus includes gb:U73682.1 
/DEF=Human meningioma- 
expressed antigen 11 (MEA11) 
mRNA, partial cds. /FEA=mRNA 
/GEN=MEA11 

/PROD=meningioma-expressed 

anfinen 11 /nR YRFC- nMQ1fifi71 

/UG=Hs.1 17242 meningioma 
expressed antigen 6 (coiled-coil 
proline-rich) 


U73682 




NP_005921 


215933_s_at 


2.05E-04 


Consensus includes gb:Z21 533.1 
/DEF=H. sapiens HEX gene 
encoding homeobox related 
protein. /FEA=mRNA /GEN=HEX 

/ v \WJ\J— \ \\J\ 1 IcUUUa ItfldltJU (JIULclll 

/DB_XREF=gi:32068 
/UG=Hs.118651 hematopoietically 
expressed homeobox 


Z21533 




NP_002720 


215938_s_at 


0.022752 


Consensus includes 
gb:AK001290.1 /DEF=Homo 
sapiens cDNA FU 10428 fis, 
clone NT2RP1 000376, highly 
similar to Homo sapiens mRNA; 

/FEA=mRNA 
/DB_XREF=gi:7022453 
AJG=Hs.120360 phospholipase 
A2, group VI (cytosolic, calcium- 
independent) 


AK001290 






215952_s_at 


0.041055 


Consensus includes 
gu./\ruyuuy*f. i /ucr- norno 
sapiens clone IMAGE 172979. 
/FEA=mRNA 

/DR XRFF=ni 4nfi^fi9Q 
/I in=l-lQ 19^H7ft ornithine 

decarboxylase antizvme 1 


AF090094 






215963_x_at 


1.26E-04 


Human DNA sequence from clone 
RP1-1 11B22 on chromosome 6q16- 
21, complete sequence. 


Z98200 






215966 x at 


8.68E-04 


glycerol kinase 


AA292874 


Hs.1466 


NP 000158 


215967 s at 


0.019657 


lymphocyte antigen 9 


AL582804 


Hs. 153042 


NP 002339 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


215977 x at 


0 016934 


Consensus includes ab'X68285 1 
/DEF=H. sapiens mRNA for 
glycerol kinase. /FEA=mRNA 
/PROD=glycerol kinase 
/DB_XREF=gi:38413 /UG=Hs.1466 
glycerol kinase 


X68285 




NP 000158 


215978_x_at 


0.001116 


Consensus includes 
gb:AK021 514.1 /DEF=Homo i 
sapiens cDNA FLJ 11452 fis, 
clone HEMBA1 001435 

V/IUI IC I 1 1— 1 VI LJi \ | \J\J ItJtJ. 

/FEA=mRNA 
/DB_XREF=gi:10432710 
/UG=Hs. 148598 Homo sapiens 
cDNA FLJ11452 fis, clone 
HEMBA1001435 


AK021514 






215983_s_at 


0.023856 


Consensus includes gb:D83768.1 
/DEF=Human clnnp NQS Rpd-8 

iULI 1 IUIIIGIII V»m \Jl IU 1 'I C <J 1 \J 

mRNA, partial cds. /FEA=mRNA 
/GEN=Rep-8 
/DB_XREF=gi: 191 3786 
/UG=Hs. 153678 reproduction 8 


D83768 




NP_005662 


215990_s_at 


0.003974 


Consensus includes gb:S67779.1 
/DEF=BCL5=Cys2-His2 zinc-finger 
transcription factor human, liver, 
mRNA 2600 nt /FFA=mRNA 
/DB_XREF=gi:459372 
/UG=Hs. 155024 B-cell 
CLLIymphoma 6 (zinc finger 
protein 51) 


S67779 






216012_at 


0.041055 


Consensus includes gb:U43604.1 
/DEF=Human unidentified mRNA, 
nartial seauenrp /FFA=mRNA 
/DB_XREF=gi:1171236 
/UG=Hs.159901 Human 
unidentified mRNA, partial 
sequence 


U43604 






216033_s_at 


0.003171 


Consensus includes gb:S74774.1 
/DEF=p59fyn(T)=OKT3-induced 
calcium influx regulator human, 
Jurkat J6 T cell line, mRNA 
Partial, 1605 nt. /FEA=CDS 
/PROD=tyrosine kinase p59fyn(T) 
/DB XREF=gi:802050 
/UG=Hs. 169370 FYN oncogene 
related to SRC, FGR, YES 


S74774 




NP_694593 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 
No. 


216035_x_at 


5.64E-04 


transcription factor 7-like 2 (T-cell 
specific, HMG-box) 


AV721430 


Hs.348412 


NP_1 10383 


216037_x_at 


0.00228 


transcription factor 7-like 2 (T-cell 
specific, HMG-box) 


AA664011 


Hs. 3484 12 


NP_1 10383 


216041_x_at 


0.041055 


Consensus includes 
gb:AK023348.1 /DEF=Homo 
sapiens cDNA FLJ 13286 fis, 
clone OVARC1001154 hiahlv 
similar to Homo sapiens clone 
24720 epithelin 1 and 2 mRNA. 
/FEA=mRNA 
/DB_XREF=gi: 10435243 
/UG=Hs. 180577 granulin 


AK023348 




NP_002078 


216054 x at 


5 03E-04 


Human MLCIemb aene for 
embryonic myosin alkaline light 
chain, promoter and exon 1. 


mm 002476 




NP 002467 


216063_at 


0.001477 


ESTs, Weakly similar to 
HBE HUMAN HEMOGLOBIN 
EPSILON CHAIN [H.sapiens] 


N55205 


Hs.20205 




216071_x_at 


0.010205 


intelligence reducing insertion 
protein INGRIN; Homo sapiens 
OPA-containing protein (HOPA) 
gene, complete cds. 


NM_005120 




NP_005111 


216088_s_at 


0.00228 


Consensus includes gb:AL078633 
/DEF=Human DNA sequence 
from clone RP5-1005F21 on 
chromosome 20 Contains three 
isoforms of the gene PSMA7 
(proteasome (prosome, 
macropain) subunit, alpha type, 
7), the gene HRH3 encoding the 
Histamine H3 receptor, the gene 
KIAA0693 (similar to SSXT, sy... 
/FEA=CDS 4 
/DB_XREF=gi:9408092 
/UG=Hs.233952 proteasome 
(prosome, macropain) subunit, 
alpha type, 7 


AL078633 






216090_x_at 


0.023856 


Consensus includes 
gb:AL078636.1 /DEF=Homo 
sapiens mRNA full length insert 
cDNA clone EUROIMAGE 
117929. /FEA=mRNA 
/DB_XREF=gi:5051866 
/UG=Hs.227171 Homo sapiens 
mRNA full length insert cDNA 
clone EUROIMAGE 117929 


AL078636 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


216091_s_at i 


0.016934 


Consensus includes 
gb:AF101784.1 /DEF=Homo 
sapiens b-TRCP variant E3RS- 
IkaDDaB mRNA Dartial cds 
/FEA=mRNA /PROD=b-TRCP 
variant E3RS-lkappaB 
/DB_XREF=gi:4165135 
/UG=Hs.226434 beta-transducin 
repeat containing 


AF101784 




NP_378663 


216095_x_at 


0.00228 


Consensus includes 
gb:AF057354.1 /DEF=Homo 
sapiens myotubularin-related 
protein 1a mRNA, partial cds. 

/FFA=mRNA /PROn=mvntuhijlarin- 

/I L_ r\ IMI\|t|/^ It rxNa/U/ 1 1 ly ULUUUIC3I II I 

/DB_XREF=gi:51 38901 
/UG=Hs.23200 myotubularin 
related protein 1 


AF057354 




NP_789746 


216100 s at 


6.79E-04 


DKFZP586G01 1 protein 


BG289527 


Hs.234265 


NP 056417 


216105_x_at 


0.03002 


Consensus includes gb:X86428 
/DEF=Homo sapiens PTPA gene 
for phosphotyrosyl phosphatase 

artix/ptnr pynn 1 and ininpH 

auuvaiui , caui i i cii i\j iwvj 

CDS /FEA=mRNA_2 
/DB_XREF=gi:974836 
/UG=Hs.236963 protein 
phosphatase 2A, regulatory 
subunit B (PR 53) 


X86428 






216110_x_at 


0.046846 


Consensus includes gb:AU147017 
/FEA=EST 

/DB XRFF=aiHf)f)ft'i'?R 
/DB_XREF=est:AU147017 
/CLONE=HEMBB1002152 
/UG=Hs.301905 Homo sapiens 
cDNA FL 114080 fis rlnnp 
HEMBB1002152 


AK024142 






216112_at 


0.028893 


AU 157200 PLACE1 Homo sapiens 
cDNA clone PLACE1006617 3', 
mRNA sequence. 


AU 157200 






216125_s_at 


0.001323 


Consensus includes 
gb:AF064606.1 /DEF=Homo 
sapiens KB07 protein mRNA, 
partial cds. /FEA=mRNA 
/PROD=KB07 protein 
/DB_XREF=gi:31 52665 
/UG=Hs.306242 Homo sapiens 
KB07 protein mRNA, partial cds 


AF064606 
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Gene Identifier 
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Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


216126_at 


0.022752 


Consensus includes 
gb:AK022418.1 /DEF=Homo 
sapiens cDNA FLJ12356 fis, 
clone MAMMA1 002339. 
/FEA=mRNA 
/DB_XREF=gi:10433811 
/UG=Hs.306635 Homo sapiens 
cDNA FLJ 12356 fis, clone 
MAMMA1 002339 


AK022418 






216187 r _x_at 


0.013223 


Consensus includes 
gb:AF222691.1 /DEF=Homo 
saDiens Alu reoeat (LNX1^ 
mRNA sequence. /FEA=mRNA 
/DB_XREF=gi: 12655850 
/UG=Hs.307008 Homo sapiens 
Alu repeat (LNX1) mRNA 
sequence 


AF222691 






216191_s_at 


0.004341 


Consensus includes gb:X72501.1 
/DEF=H. sapiens mRNA for 
soluble delta TCR. /FEA=CDS 
/PROD=gamma-delta T-cell 
receptor /DB_XREF=gi:298104 
/UG=Hs.307187 H.sapiens mRNA 
for soluble delta TCR 


X72501 






216202_s_at 


0.016686 


Consensus includes gb:U15555.1 
/DEF=Human serine 
palmitoyltransferase (LCB2) 
mRNA, partial cds. /FEA=mRNA 
/GEN=LCB2 /PROD=serine 
nalmitovltransfpra^p 

L/CIII 1 1 1 WJ j 1 11 CII IwlCI QOC 

/DB XREF=ai 1001944 
/UG=Hs.59403 serine 
palmitoyltransferase, long chain 
base subunit 2 


U 15555 




NP_004854 


216207 x at 


0.045316 


immunoglobulin kappa constant 


AW408194 


Hs. 306357 




216218_s_at 


1.26E-04 


Consensus includes 
gb:AK023546.1 /DEF=Homo 
sapiens cDNA FLJ13484 fis, 
clone PLACE1 003888, weakly 
similar to 1- 

PHOSPHATIDYLINOSITOL-4,5- 
BISPHOSPHATE 
PHOSPHODIESTERASE DELTA 
1 (EC 3.1.4.11). /FEA=mRNA 
/DB_XREF=gi: 104355 12 
/UG=Hs.54886 phospholipase C, 
epsilon 2 


AK023546 




NP_055999 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


216221_s_at 


7.58E-04 


Consensus includes gb:D87078.2 
/DEF=Homo sapiens mRNA for 
KIAA0235 protein, partial cds. 
/FEA=mRNA /GEN=KIAA0235 
/PROD=KIAA0235 protein i 
/DB_XREF=gi:6634004 
/UG=Hs.6151 pumilio (Drosophila) 
homolog 2 


D87078 




NP_056132 


216266_s_at 


0.026891 


Consensus includes j 
gb:AK025637.1 /DEF=Homo 
sapiens cDNA: FLJ21984 fis, 
clone HEP06222, highly similar 
to AF111162 Homo sapiens 
ouaninp nurlpotidp pxrhannp 

^UQI III 1 ^ 1 IUvICUUUC CA^I lal IMC 

factor mRNA. /FEA=mRNA 
/DB_XREF=gi: 1043821 6 
/UG=Hs.94631 brefeldin A- 
inhibited guanine nucleotide- 
exchange protein 1 


AK025637 




NPJ306412 


216268_s_at 


1.28E-04 


Consensus includes gb:U77914.1 
/DEF=Human soluble protein 
Jaaaed mRNA nartial cd^ 
/FEA=mRNA /PROD=soluble 
protein Jagged 
/DB_XREF=gi: 1684889 
/UG=Hs.91143 jagged 1 (Alagille 
syndrome) 


U77914 




NP_000205 


216274_s_at 


3.26E-04 


signal peptidase complex (18kD) 


N99438 


Hs.9534 


NP 055115 


216282_x_at 


0.016934 


Consensus includes 
gb:AJ224143.1 /DEF=Homo 
sapiens mRNA variant alfa for 
RNA polymerase II subunit 3. 
/FEA=mRNA /GFN=RPB3 
/PROD=RNA polymerase II 
subunit /DB_XREF=gi:2920708 
/UG=Hs.79402 polymerase (RNA) 

II ^DNA HirprtPfH nnlvnpntirip Ci 
(33kD) 


AJ224143 




NP_1 16558 


216288_at 


6.68E-04 


AU 1 59276 THYR01 Homo sapiens 
cDNA clone THYRO1001262 3', 
mRNA sequence. 


AU 159276 




NP_006630 


216295_s_at 


0.010205 


Consensus includes gb:X81 636.1 
/DEF=H. sapiens clathrin light 
chain a gene. /FEA=mRNA 
/DB_XREF=gi: 704460 
/UG=Hs.285688 H.sapiens 
clathrin light chain a gene 


X81636 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


216296_at 


0.022988 


Consensus includes gb:X81 636.1 
/DEF=H ^aniprr? clathrin liaht 
chain a gene. /FEA=mRNA 
/DB_XREF=gi:704460 

clathrin light chain a gene 


X81636 






216304_x_at 


0.041055 


Homo sapiens FTSH gene for 
putative ATPases, exons 1 and 2 
and join CDS. 


AJ295618 






216308_x_at 


0.007779 


Consensus includes 
gb:AK026752.1 /DEF=Homo 
sapiens cDNA: FLJ23099 fis, 
clone LNG07460, highly similar 
to AF1 13251 Homo sapiens 
putative 2-hydroxyacid 

/FEA=mRNA 
/DB_XREF=gi: 10439675 
/UG=Hs. 155742 glyoxylate 
reductasehydroxypyruvate 
reductase 


AK026752 




NP_036335 


216321_s_at 


0.00161 


Consensus includes gb:X03348.1 
/DEF=Human mRNA for beta- 
glucocorticoid receptor (clone 
OB10). /FEA=mRNA /PROD=beta- 

/DB_XREF=gi:31681 
/UG=Hs.75772 nuclear receptor 

ci ihfamilw *^ nrniin mom hor i 

ouuidmiiy o, group o, rneinucr i 


X03348 




NP_000167 


216323_x_at 


0.001303 


alpha-tubulin isotype H2-alpha; 
Human alpha-tubulin isotype H2- 
alpha gene, last exon. 


K03460 






216379_x_at 


3.26E-04 


Consensus includes 
gb:AK000168.1 /DEF=Homo 
sapiens cDNA FLJ20161 fis, 
clone COL09252, highly similar 
to L33930 Homo sapiens CD24 
signal transducer mRNA. 
/FEA=mRNA 
/DB_XREF=gi:7020079 
/UG=Hs.332045 Homo sapiens 
cDNA FLJ20161 fis, clone 
COL09252, highly similar to 
L33930 Homo sapiens CD24 
signal transducer mRNA 


AK000168 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


216383_at 


2.05E-04 


Homo sapiens chromosome X 
clone QC-7G6, QLL-F1720, QLL- 
C1335, Q.C-8B7, Qc-11H12, Qc- 
7F6 QLL-E153 QC-10E8 Qc-10B7 
map q28, complete sequence. 


U52111 






216388_s_at 


0.00884 


R2; Human putative G-protein- 
coupled receptor (GPR16) gene, 
complete cds. 


U33448 






216389_s_at 


0.021312 


Consensus includes 
ab*AF283773 2 /DEF=Homo 
Sapiens clone TCBAP0888 
mRNA sequence. /FEA=mRNA 
/DB_XREF=gi:10281743 
/UG=Hs.283976 hypthetical 
protein PR02389 


AF283773 




NP_079506 


216409_at 


0.001116 


Consensus includes 
gb:AL390168.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp547D104 (from clone 
DKFZd547D1 04) /FEA=mRNA 
/GEN=DKFZp547D104 
/PROD=hypothetical protein 
/DB_XREF=gi:9368863 
/UG=Hs.287371 hypothetical 
protein DKFZp547D104 


AL390168 






216443_at 


0.034317 


Consensus includes 
gb:AK024615.1 /DEF=Homo 
<?anipn<; rDNA* Fl J?0Qfi? fi<? 
clone ADSH00804. /FEA=mRNA 
/DB_XREF=gi: 10436931 
/UG=Hs.306698 Homo sapiens 
cDNA: FLJ20962 fis, clone 
ADSH00804 


AK024615 






216457_s_at 


3.26E-04 


Consensus includes 
abAK026080 1 /DEF=Homo 
sapiens cDNA: FLJ22427 fis, 
clone HRC09013. /FEA=mRNA 
/DB_XREF=gi:10438814 
/UG=Hs.288883 splicing factor 
3a, subunit 1, 120kD 


AK026080 






216483_s_at 


0.020793 


Hypothetical partial human protein; 
Homo sapiens chromosome 19, 
cosmid R33729, complete 
sequence. 


AC005339 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


216484_x_at 


1.26E-04 


Consensus includes gb:L24521.1 
/DEF=Human transformation- 
related protein mRNA, 3 end. 
/FEA=mRNA 

/PROD=transformation-related 
protein /DB_XREF=gi:403459 
/UG=Hs.300705 Human 
transformation-related protein 
mRNA, 3 end 


L24521 




NP_004485 


216508_x_at 


0.016934 


similar to nonhistone chromosomal 
protein HMG-1 [Homo sapiens]; 

nrnhahlp n^piirinnpnp* similar tn 
pi uuauic pocuuuyci ic, on much wj 

P09429 (PID:g123369); 
H_NH0244E06.1; Homo sapiens 
BAC clone RP11-244E6 from 2, 
complete sequence. 


AC007277 






21651 1_s_at 


0.005852 


Consensus includes gb:AJ270770 
/DEF=Homo sapiens partial TCF- 
4 gene for T-cell transcription 
factor-4, exon 1 and joined CDS 
features /FEA=mRNA_1 
/DB XREF=ai'9188625 
/UG=Hs.283857 Homo sapiens 
nartial THF-4 npnp fnr T-ppII 

k/cii Lien i w i *r y c i ic i \j \ i l<cii 

transcription factor-4, exon 1 and 
joined CDS features 


AJ270770 






216520_s_at 


0.005852 


Homo sapiens HDCMB21P gene, 
complete cds. 


AF072098 






216526_x_at 


0.041055 


Consensus includes 
gb:AK024836.1 /DEF=Homo 
sapiens cDNA: FLJ21183 fis, 
clone CAS11634, highly similar 
to HSHLACW07 Homo sapiens 
mRNA for human leukocyte 
antigen C alpha chain. 
/FEA=mRNA 
/DB_XREF=gi: 10437242 
/UG=Hs.277477 major 
histocompatibility complex, class 
I, c 


AK024836 




NP_002108 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


216550_x_at 


0.026891 


Consensus includes gb:X80821.1 
/DEF=H. sapiens mRNA for 
ribosomal protein L18a 
homoloaue /FEA=mRNA 
/PROD=ribosomal protein L18a 
homologue /DB_XREF=gi:527579 
/UG=Hs.302177 H.sapiens mRNA 
for ribosomal protein L18a 
homologue 


X80821 




NPJD56023 


216556_x_at 


0.021197 


Consensus includes gb:AL1 35926 
/DEF=Human DNA sequence 
from clone RP11-375F2 on 
chromosome 1 Contains a 
pseudogene similar to UBL1 
(ubiquitin-like 1 (sentrin)), a 
pseudogene similar to ribosomal 
protein L29, ESTs, STSs and 
GSSs /FEA=CDS 1 
/DB XREF=gi:9801286 
/UG=Hs.302113 Human DNA 
sequence from clone RP11- 
375F2 on chromosome 1 
Contains a Dseudoaene similar 
to UBL1 (ubiquitin-like 1 
(sentrin)), a pseudogene similar 
to ribosomal protein L29, ESTs, 
STSs and GSSs 


AL1 35926 






216563_at 


6.68E-04 


Consensus includes gb:X80821.1 
/DEF=H. sapiens mRNA for 
ribosomal protein L18a 
homologue. /FEA=mRNA 
/PROD=ribosomal protein L18a 
homologue /DB_XREF=gi:527579 
/UG=Hs.302177 H.sapiens mRNA 
for ribosomal protein L18a 
homologue 


X80821 




NPJ556023 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


216565_x_at 


0.016934 


dJ781L3.1 (similar to IFITM3 
(interferon induced transmembrane 
protein 3 (1-8U))) match: proteins: 
Sw:Q01628 Sw:Q01629 Tr:Q9R175 
Tr:Q9R176 Sw:Q91499 Sw:P26376 
Tr:088728 Sw:P13164; Human 
DNA sequence from clone RP4- 
781 L3 on chromosome 1 p34.3- 
36.1 1 Contains a pseudogene 

einnilar tn IFIXM*^ ^intprfprnn 
oiiiiiicu ixj ii i i ivio i ici ici vji i 

inducedntransmembrane protein 3 
(1-8U)), STSs and GSSs, complete 
sequence. 


AL121994 






216570_x_at 


0.004341 


Consensus includes gb:AL096829 
/DEF=Human DNA sequence 
from clone RP4-595K12 on 
chromosome 1p31.2-31.3 
Contains a pseudogene similar 
to 60S RPL29 (ribosomal protein 
L29 (cell surface heparin binding 
protein HIP)), a chromosome »1 
specific mRNA (KIAA0499), a f 
novel mRNA (KIAA0433), EST... 
/FEA=CDS /DB_XREF=gi:6634461 
/UG=Hs.302120 Human DNA 
sequence from clone RP4- 
595K12 on chromosome 1p31.2- 
31.3 Contains a pseudogene 
similar to 60S RPL29 (ribosomal 
protein L29 (cell surface heparin 
binding protein HIP)), a 

phromnQomp 1 cnpcifir* mRNA 

ol II Ul 1 IUOUI 1 IC 1 opCUHIo llirMNAA 

(KIAA0499), a novel mRNA 
(KIAA0433), ESTs, STSs, 


AL096829 






216593_s_at 


0.003171 


pseudogene of PIGC; see also 
AB000360 putative; Homo sapiens 
PIGCP1 pseudogene. 


AB000359 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


216606_x_at 


0.029453 


Consensus includes gb:AL050332 
/DEF=Human DNA sequence 
from clone RP4-570F3 on 
chromosome 6 Contains a gene 
similar to Rattus norvegicus 
synaptic ras GTPase-activating 
protein p135, the CICK0721Q.5 
(polypeptide from patented cDNA 
EnrE0681 - n aenp the- PHF1 
(PHD finger protein 1) gen... 
/FEA=mRNA 1 
/DB_XREF=gi:6010176 
/UG=Hs.306238 acyl-protein 


AL050332 






216640_s_at 


0.041055 


Consensus includes 
gb:AK026926.1 /DEF=Homo 
sapiens cDNA: FLJ23273 fis, 
clone HEP02611, highly similar 
to HSLJ7Q978 Human nrotpin 
disulfide isomerase-related protein 
P5 mRNA. /FEA=mRNA 
/DB_XREF=gi: 10439898 
/UG=Hs.182429 protein disulfide 
isomerase-related protein 


AK026926 






216652_s_at 


1.26E-04 


Consensus includes 
gb:AL1 37673.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKF7n4^4H0R7? (frnm rlonp 
DKFZp434H0872). /FEA=mRNA 
/DB_XREF=gi:6807841 
/UG=Hs. 306454 Homo sapiens 
mRNA; cDNA DKFZp434H0872 
(from clone DKFZp434H0872) 


AL1 37673 






216739_at 


0.009716 


Consensus includes 
gb:AK024527.1 /DEF=Homo 

clone ADKA02818. /FEA=mRNA 
/DB_XREF=gi: 10436829 
/UG=Hs.306684 Homo sapiens 
cDNA: FLJ20874 fis, clone 
ADKA02818 


AK024527 






216751_at 


0.02145 


Consensus includes 
gb:AK024879.1 /DEF=Homo 
sapiens cDNA: FLJ21226 fis, 
clone COL00721. /FEA=mRNA 
/DB_XREF=gi: 10437291 
/UG=Hs.306715 Homo sapiens 
cDNA: FLJ21226 fis, clone 
COL00721 


AK024879 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


216756_at 


8.68E-04 


Consensus includes 
gb:AK024995.1 /DEF=Homo 

clone COL02673. /FEA=mRNA 
/DB_XREF=gi: 10437426 
/UG=Hs. 306739 Homo sapiens 
cDNA: FLJ21342 fis, clone 
COL02673 


AK024995 






216791_at 


0.006096 


Consensus includes 
gb:AK026449.1 /DEF=Homo 

canionc ^DMA" PI l*?07Qfi fic 
odpicilb CLMNM. rLJZZ/yO TI5, 

clone KAIA2544. /FEA=mRNA 
/DB_XREF=gi: 1043931 8 
/UG=Hs. 306850 Homo sapiens 
cDNA: FLJ22796 fis, clone 
KAIA2544 


AK026449 






216804_s_at 


0.011725 


Consensus includes 
gb:AK027217.1 /DEF=Homo 

clone LNG10773. /FEA=mRNA 
/DB_XREF=gi: 10440296 
/UG=Hs.306913 Homo sapiens 
cDNA: FLJ23564 fis, clone 
LNG 10773 


AK027217 






216833_x_at 


0.034317 


Consensus includes gb:U05255.1 
/DEF=Human glycophorin HeP2 
mRNA, partial cds. /FEA=mRNA 
friWJLf— giycopnonn nerz 
/DB_XREF=gi:454085 
/UG=Hs.307185 Human 
glycophorin HeP2 mRNA, partial 
cds 


U05255 




NP_002091 


216835_s_at 


2.05E-04 


Consensus includes 
gb:AF035299.1 /DEF=Homo 

canienc nlnno O^ftfi^ mRMA 

odfJIdlo L/IUnt ^OODO lllrxiN/A, 

partial cds. /FEA=mRNA 
/DB_XREF=gi:2661055 
/UG=Hs. 103854 docking protein 
1, 62kD (downstream of tyrosine 
kinase 1) 


AF035299 




NP_001372 


216841_s_at 


7.58E-04 


Consensus includes gb:X15132.1 
/DEF=Human mRNA for 
manaanese containina suneroxide 
dismutase (EC 1.15.1.1). 
/FEA=mRNA /DB_XREF=gi:34794 
/UG=Hs.318885 superoxide 
dismutase 2, mitochondrial 


X15132 




NP_000627 
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p-value 
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Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


216858_x_at 


0.018973 


Consensus includes 
gb:AL080112.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp586H0722 (from clone 
DKFZp586H0722). /FEA=mRNA 
/DB_XREF=gi:5262539 
/UG=Hs.332731 Homo sapiens 
mRNA; cDNA DKFZp586H0722 
(from clone DKFZp586H0722) 


AL080112 






216870_x_at 


0.007779 


Consensus includes 
gb:AF264787.1 /DEF=Homo 
sapiens BCMS-upstream neighbor 
(BCMSUN) mRNA, partial 
sequence. /FEA=mRNA 
/DB_XREF=gi:1 1141 510 
/UG=Hs.43628 deleted in 
lymphocytic leukemia, 2 


AF264787 




NP_006012 


216899_s_at 


0.007779 


Homo sapiens PAC clone RP5- 
1139P1 from 7p11.2-p21, complete 
sequence. 


AC003999 






216902_s_at 


0.009716 


Consensus includes gb:AF001549 
/DEF=Human Chromosome 16 
BAC clone CIT987SK-A-270G1 
/FEA=mRNA 1 
/DB_XREF=gi:3355302 
/UG=Hs.1 10103 RNA polymerase 
I transcription factor RRN3 


AF001549 






216903_s_at 


1.32E-04 


Consensus includes 
gb:AK022697.1 /DEF=Homo 
sapiens cDNA FLJ 12635 fis, 
clone NT2RM4001865, highly 
similar to Homo sapiens mRNA 
for atopy related autoantigen 
CALC. /FEA=mRNA 
/DB_XREF=gi: 10434244 
AJG=Hs.61628 calcium binding 
atopy-related autoantigen 1 


AK022697 




NP_006068 


216942_s_at 


1.26E-04 


Consensus includes gb:D28586.1 
/DEF=Human mRNA for LFA- 
3(delta D2), partial cds. 
/FEA=mRNA /PROD=LFA-3(delta 
D2) /DB_XREF=gi:466540 
/UG=Hs.75626 CD58 antigen, 
(lymphocyte function-associated 
antigen 3) 


D28586 




NP_001770 
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p-value 
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Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


216950_s_at j 


0.003171 


Consensus includes gb:X14355.1 
/DEF=Human mRNA for high 
affinity Fc receptor (FcRI) b 
form /FEA=mRNA 

1 V— ' till* #1 / \ I 1 II \l If t 

IDE XREF=gi:31333 
/UG=Hs.77424 Fc fragment of 
laG hiah affinitv la receDtor for 

IMVJ, Miyil CJlllllllj Id, 1 uw^piul Ivl 

(CD64) 


X14355 






216988_s_at 


2.05E-04 


Homo sapiens (clone hh18) protein 
tyrosine phosphatase (ptp-l V1 r) 
gene, 5* end of cds. 


L48722 






216993_s_at 


0.016686 


Consensus includes gb:U32169 
/DEF=Human pro-a2 chain of 
collaaen tvoe XI (COL11A2} 
gene, complete cds 
/FEA=mRNA_J3 
/DB_XREF=gi: 1000744 
/UG=Hs.121509 collagen, type XI, 
alpha 2 


U32169 






217003_s_at 


0.041795 


Consensus includes 
qbAJ132823 1 /DEF=Homo 
sapiens mRNA for tMDC II, 
isoform d. /FEA=mRNA 
/DB_XREF=gi:4468348 
/UG=Hs. 194768 a disintegrin and 
metalloproteinase domain 5 


AJ 132823 






217009_at 


0.018443 


Consensus includes gb:AL121974 
/DEF=Human DNA sequence 
from clone RP3-417L20 on 
chromosome 6p12-21.3. Contains 
the 5 end of the gene for 
cysteine-rich secretory protein 3 
(CRISP-3, SGP28), the PGK2 
aene for Dhosohoalvcerate kinase 
2, STSs and GSSs /FEA=CDS 
/DB_XREF=gi:9828129 
/UG=Hs.78771 phosphoglycerate 
kinase 1 


AL121974 






217016_x_at 


0.003171 


Consensus includes 
gb:AK026825.1 /DEF=Homo 
sapiens cDNA: FLJ23172 fis, 
clone LNG10005. /FEA=mRNA 
/DB_XREF=gi: 1 0439771 
/UG=Hs. 306885 Homo sapiens 
cDNA: FLJ23172 fis, clone 
LNG10005 


AK026825 
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Gene 
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Unigene 

Accession 

No. 


Protein 

Accession 
No. 


217041_at 


0.017634 


Consensus includes 
gb:AL1 62057.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp761N0524 (from clone 
DKFZp761N0524). /FEA=mRNA 
/DB_XREF=gi:7328105 
/UG=Hs. 91622 neuronal pentraxin 
receptor 


AL1 62057 




NP_478058 


217042_at 


0.003171 


Consensus includes 
gb:AL096716.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564M1462 (from clone 
DKFZp564M1462); partial cds. 
/FEA=mRNA 
/GEN=DKFZp564M1462 
/PROD=hypothetical protein 
/DB_XREF=gi:5419850 
/UG=Hs.226007 DKFZP564M1462 
protein 


AL096716 






217043_s_at 


1.26E-04 


Consensus includes gb:U95822.1 
/DEF=Human putative 
transmembrane GTPase mRNA, 
oartial cds /FEA=mRNA 
/GEN=fzo /PROD=putative 
transmembrane GTPase 
/DB_XREF=gi:2252803 
/UG=Hs. 197877 hypothetical 
protein FLJ20693 


U95822 






217078_s_at 


0.003597 


Consensus includes 
gb:AJ01 0102.1 /DEF=Homo 
Saniens mRNA for Natural killpr 
cell IRC1c gene. /FEA=mRNA 
/GEN=IRC1c 
/DB_XREF=gi:5706457 
/UG=Hs.9688 leukocyte 
membrane antigen 


AJ010102 






217118_s_at 


2.05E-04 


Consensus includes 
gb:AK025608.1 /DEF=Homo 
sapiens cDNA: FLJ21955 fis, 
clone HEP05265. /FEA=mRNA 
/DB_XREF=gi: 10438177 
/UG=Hs. 13255 KIAA0930 protein 


AK025608 
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Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217122_s_at 


0.033381 


Consensus includes gb:AL031282 
/DEF=Human DNA sequence 
from clone 283E3 on 
chromosome 1p36.21 -36.33. 
Contains the alternatively spliced 
gene for Matrix Metalloproteinase 
in the Female Reproductive tract 
MIFR1, -2, MMP2122A, -B and - 
C, a novel gene, the alternatively 

/FEA=mRNA_6 

/DR XRFF=ni ^ftfifl^QS 

/UG=Hs.214646 KIAA0447 gene 

product 


AL031282 






217125_at 


0.005692 


Homo sapiens UBBP2 pseudogene 
for ubiquitin UBB. 


X04802 






217143_s_at 


0.02145 


Consensus includes gb:X06557.1 
/DFF=Human mRNA for TCR- 
delta chain. /FEA=mRNA 
IDE XREF=ai'37003 /UG=Hs2014 
T cell receptor delta locus 


X06557 






217144_at 


1.28E-04 


Homo sapiens UBBP1 pseudogene 
for ubiquitin UBB. 


X04801 






217164_at 


0.010205 


Consensus includes 
gb:AK024108.1 /DEF=Homo 
sapiens cDNA FLJ14046 fis, 

rlnnp HFMRAmnfidfil 

/FEA=mRNA 
/DB_XREF=gi: 10436406 
/UG=Hs.142677 Homo sapiens 
cDNA FLJ 14046 fis, clone 
HEMBA1 006461 


AK024108 






217167_x_at 


0.003862 


Consensus includes gb:AJ252550 
/DEF=Homo sapiens partial GK 
gene for glycerol kinase, exon 1 
(glycerol kinase deficiency case) 
/FEA=CDS 1 
/DB_XREF=gi:5834425 
/UG=Hs.1466 glycerol kinase 


AJ252550 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217168_s_at 


0.026891 


Consensus includes 
gb:AF217990.1 /DEF=Homo 
sapiens clone PP1722 unknown 
mRNA. /FEA=mRNA 
/PROD=unknown 
/DB_XREF=gi:10441910 
/UG=Hs. 146393 homocysteine- 
inducible, endoplasmic reticulum 
stress-inducible, ubiquitin-like 
domain member 1 


AF2 17990 




NP_055500 


217200_x_at 


7.58E-04 


Consensus includes gb:U06715.1 
/DEF=Human cytochrome B561, 
HCYTO B561. mRNA, partial 
cds /FEA=mRNA /GEN=B561 
/PROD=HCYTO B561 
/DB_XREF=gi:476590 
/UG=Hs. 153028 cytochrome b- 
561 


U06715 






217208_s_at 


0.020576 


match: proteins: Tr:Q62402 
Sw:Q62696 Sw:Q12959; Human 
DNA sequence from clone RP5- 
1061C18 on chromosome 3p36.22- 
36 33 Contains the 5' Dart of the 

W> W %/Vl HUM 1 w LI IV* W L/UI L \J \ LI 1 w 

DLG1 gene encoding the discs 
orotein Harae DrosoDhila homoloa 

K»l VlwH 1 I IUI \Jw L/l V/vV/k/l lllu 1 Ivll IVlvU 

1, presynaptic protein SAP97) and 
a CdG island comnlete seauenee 


AL121981 






217209_at 


0.005673 


Human gene for carcinoembryonic 
antigen subdomains A and B. 


X16454 






217211_at 


6.79E-04 


Human beta-cytoplasmic actin 
(ACTBP9) pseudogene. 


D50604 






217212 s at 


7.44E-04 


Human DNA seaupncp from nhanp 
LAW2 from a contig from the tip of 
the short arm of chromosome 16, 
spanning 2Mb of 16p13.3 Contains 
Interleukin 9 receptor pseudogene. 


784723 






217226_s_at 


0.026891 


Consensus includes gb:M95929.1 
/DEF=Human homeobox protein 
(PHOX1) mRNA, 3 end. 
/FEA=mRNA /GEN=PHOX1 
/PROD=homeobox protein 
/DB_XREF=gi: 189946 
/UG=Hs. 155606 paired mesoderm 
homeo box 1 


M95929 






217232_x_at 


0.001116 


Homo sapiens mutant beta-globin 
(HBB) gene, complete cds. 


AF059180 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

IMr> 


217249_x_at 


0.005852 


cytochrome C oxidase; match to 
P14406 (PID:g117121); 
H_RG162B04.1; Homo sapiens 
BAC clone CTB-162B4 from 4, 
complete sequence. 


AC004544 






217274_x_at 


0.001205 


Consensus includes gb:X52005.1 
/DEF=H. sapiens skeletal 
embryonic myosin light chain 1 
(MLC1) mRNA. /FEA=mRNA 
/GEN=MCL1 /PROD=mvosin liaht 
chain 1 /DB XREF=gi:34677 
/UG=Hs.159218 H.sapiens 
skeletal embryonic myosin light 
chain 1 (MLC1) mRNA 


X52005 






217286_s_at 


0.007779 


Consensus includes 
gb:BC001805.1 /DEF=Homo 
sapiens, clone I MAGE: 3543670, 
mRNA, partial cds. /FEA=mRNA 
/PROD=Unknown (protein for 
IMAGE:3543670) 
/DB_XREF=gi: 12804742 
/UG=Hs.240615 hypothetical 
protein FLJ 13556 similar to N- 
myc downstream regulated 3 


BC001805 






217294_s_at 


0.029453 


Consensus includes gb:U88968.1 
/DEF=Human alpha enolase like 
1 (EN01L1) mRNA, partial cds. 
/FEA=mRNA /GEN=EN01L1 
/PROD=alpha enolase like 1 
/DB - _XREF=gi:3282242 
/UG=Hs.254105 enolase 1, 
(alpha) 


U88968 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217356_s_at 


0.033381 


Consensus includes gb:S81916.1 
/DEF=phosphoglycerate kinase 
{alternatively spliced} human, 
phosphoglycerate kinase deficient 
patient with episodes of muscl, 
mRNA Partial Mutant, 307 nt. 
/FEA=mRNA 

/PROD=phosphoglycerate kinase 
/DB_XREF=gi: 1470308 
/UG=Hs.169313 Phosphoglycerate 
kinase {alternatively spliced} 
human Dho^nhnnlvrpratp kina*?p 
deficient patient with episodes of 
muscl, mRNA Partial Mutant, 307 
nt 


S81916 






217362_x_at 


0.001551 


Consensus includes 
gb:AF005487.1 /DEF=Homo 
sapiens MHC class II antigen 
(DRB6) mRNA HLA-DRB6*0201 
allele, sequence. /FEA=mRNA 
/DB_XREF=gi:5915893 
/UG=Hs. 167385 Homo sapiens 
MHC class II antigen HLA-DRB6 
mRNA, partial cds 


AF005487 






217371_s_at 


0.010644 


Consensus includes gb:Y09908.1 
/DFF=H ^anipn^ mRNA fnr 

interleukin-15. /FEA=mRNA 
/GEN=IL-15 /PROD=interleukin-15 
/DB_XREF=gi:21 43255 
/UG=Hs.168132 interleukin 15 


Y09908 






217393_x_at 


0.021165 


match: proteins: Sw:P52490 
Sw:P35128 Sw:Q29503 Sw:P52492 
Tr:Q42045 Tr:Q9ZVA6 Tr:Q9ZTZ8 
Tr:Q42897Sw:P35131 Sw:P35132 
Sw:P35133 Sw:P35134 Sw:P35135 
Wp:CE19850 Tr:013685 
Tr:Q43780Sw:Q 16781 Tr:O94098; 
Human DNA sequence from clone 
RP3-526F5 on chromosome 
Xq26.3-28. Contains the gene for a 
novel protein similar to UBE2N 
(ubiquitin-conjugating enzyme E2N 
(homologous to yeast UBC13)), 
ESTs, STSs and GSSs, complete 
sequence. 


AL1 09622 







637 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217394_at 


0.026891 


Consensus includes gb:AE000659 
/DEF=Homo sapiens T-cell 
receptor alpha delta locus from 
bases 250472 to 501670 (section 
2 of 5) of the Complete 
Nucleotide Sequence 
/FEA=CDS_9 
/DB XREF=ar2358025 
/UG=Hs.272547 Homo sapiens T- 
cell receptor alpha delta locus 
from bases 250472 to 501670 
(section 2 of 5) of the Complete 
Nucleotide Sequence 


AE000659 






217403_s_at 


0.041795 


Consensus includes gb:AC074331 
/DEF=Homo sapiens chromosome 
19, BAC CIT-HSPC_204F22 
(BC228680), complete sequence; 
contains bacterial insertion 
element /FEA=CDS 4 
/DB_XREF=gi:9502399 
/UG=Hs9615 mvosin reaulatorv 
light chain 2, smooth muscle 
isoform 


AC074331 






217414_x_at 


3.56E-04 


Human alpha-globin gene with 
flanks. 


NM_000517 




NP_000508 


217418_x_at 


0.018693 


Consensus includes gb:X1 2530.1 
/DEF=Human mRNA for B 
lymphocyte antigen CD20 (B1, 
Bp35). /FEA=mRNA 
/DB_XREF=gi:29773 

spanning 4-domains, subfamily A, 
member 2 (Fc fragment of IgE, 
high affinity 1, receptor for; beta 
polypeptide) 


X12530 




NP_690606 


217427_s_at 


4.42E-04 


Consensus includes gb:X75296.1 
/DEF=H.sapiens TUPI-like 
enhancer of split gene 1 
(TUPLE1) mRNA. /FEA=mRNA 
/GEN=TUPLE1 /PROD=TUP1 like 
enhancer of SPLIT gene 1 
/DB_XREF=gi:434982 
/UG=Hs. 172350 HIR (histone cell 
cycle regulation defective, S. 
cerevisiae) homolog A 


X75296 




NP_003316 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217437_s_at 


2.05E-04 


Consensus includes 
gb:AB029026.1 /DEF=Homo 
sapiens mRNA for KIAA1103 
protein, partial cds. /FEA=mRNA 

/vji_i>i i\ir\n 1 iuj 

/PROD=KIAA1103 protein 
/DB_XREF=gi:5689542 
/UG=Hs.173159 transforming, 
acidic coiled-coil containing 
protein 1 


AB029026 




NP_006274 


217456_x_at 


0.00161 


Consensus includes gb:M31 183.1 
/DEF=Homo sapiens (cosmid 
clone cd3.3) MHC class I HLA- 
B51 mRNA, 3 end of cds. 
/FEA=mRNA /GEN=HLA-B 

/PROn=MI-IP H^qq I lvmnhnr\/te» 

antigen /DB_XREF=gi:601851 
/UG=Hs.181392 major 
histocompatibility complex, class 
I, E 


M31183 




NP_005507 


217457_s_at 


0.028552 


Consensus includes gb:X63465.1 
/DEF=H.sapiens hGDS mRNA for 

c m n Rn^ /FFA=m9 
oiny vjuo. /run-ouo 

/GEN=hGDS /PROD=smg GDS 
/DB_XREF=gi:32079 /UG=Hs.7940 
RAP1, GTP-GDP dissociation 
stimulator 1 


X63465 




NP_066982 


217475_s_at 


0.028999 


Consensus includes gb:AC002073 

/nFF=Mi iman PAP Hnno Rp^_ 

515N1 from 22q11.2-q22 

/FEA=CDS_1 

/DB XREF=gi:2078469 

/UG=Hs.278027 LIM domain 

kinase 2 


AC002073 






217479_at 


0.034317 


Consensus includes 
gb:AL1 10201.1 /DEF=Homo 
sapiens mRNA; cDNA 

U/IXI t.|JOUU 1 \\J£.£. ^11 Will WlUI IC 

DKFZp586F1622). /FEA=mRNA 
/DB_XREF=gi:5817120 
/UG=Hs.278435 Homo sapiens 
mRNA; cDNA DKFZp586F1622 
(from clone DKFZp586F1622) 


AL1 10201 






217480_x_at 


0.005411 


Ig kappa chain; Human kappa- 
immunoglobulin germline 
pseudogene (cos1 1 8) variable 
region (subgroup V kappa I). 


M20812 
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Gene Identifier 

Wvl 1 v IVIwi IkH IVI 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Prnfpin 

riu lc hi 

Accession 
No. 


217497 at 


0.016934 


ESTs, Weakly similar to 
hypothetical protein FLJ20378 
THorno saoiensl FH saniensl 


AW613387 


Hs 388345 


NP 001944 

ixr v/vf i ^"t"t 


217499_x_at 


2.17E-04 


olfactory receptor, family 7, 
subfamily E, member 38 
nseudnnene 


AW874308 


Hs 409186 

■ l<J.~U J 1 KJ\J 




217502_at 


0.004341 


interferon-induced protein with 
tetratricopeptide repeats 2 


BE888744 


Hs. 169274 


NP_001538 


217512 at 

1 ' v IL CIV 


0 033491 


ESTs Hinhlv similar to 1^1??^?A 
kininogen L.high MW [Homo 
sapiens] [H. sapiens] 




Hs.289056 


mp nnnftft4 

IN i UUUOOH 


217529 at 


0.04734 


FST^ MnHpratpk/ similar to 

l — vJ 1 O , IVIUUCIGLCiy Oil 1 MICII WJ 

hypothetical protein FLJ20489 
[Homo sapiens] [H. sapiens] 


RF*S47fi74 


Hs. 129568 




217534 at 


0 015516 


ESTs Weaklv similar to 

1— \*/ 1 O j V V w y Oil 1 IN CI 1 IU 

hypothetical protein FLJ20489 
[Homo sapiens] [H. sapiens] 


AV720514 


Hs.282721 




217540_at 


1.26E-04 


ESTs, Moderately similar to 
hypothetical protein FLJ20378 
fHomo saoiensl FH sanipnsl 

II Iwlllw WWiL/IVi>l Iwl II l.wwUlwl Iwl 


AA721025 


Hs 293253 

1 IO.t.C/Ut.UU 




217552_x_at 


3.26E-04 


th43e02.x1 NCI_CGAP_Lym12 
Homo sapiens cDNA clone 
IMAGE 2121050 3' similar to 

) 1 V l/\V — 1 1 . | 1 U JU \J O 1 1 1 1 1 Id 1 IU 

contains Alu repetitive element;, 
mRNA sequence. 


AI432713 






217560 at 


0 02008 


FSTs Wppklv/ similar tn 

1 — O 1 O, V VCarxiy Oil 1 III d 1 i\J 

hypothetical protein FLJ 11267 
[Homo sapiens] [H. sapiens] 




Hs.370291 




217580 x at 


0 041 7Q c i 


F^Tq WppHv/ cimilar tn 

hypothetical protein FLJ20489 
[Homo sapiens] [H. sapiens] 


nVVOU I OUD 


Hs. 150551 




217610 at 


0 042057 


FSTs Wpaklv similar tn 

U-W 1 O, V VCQrxiy Oil 1 1 1 IC* 1 l\J 

hvnnthptiral nrntpin Fl I9048Q 

[Homo sapiens] [H.sapiens] 


Al 047ft7Q 


Hs.293865 




217614_at 


0.02145 


ESTs, Weakly similar to 
hvnothptiral nrntpin Fl I904AQ 

[Homo sapiens] [H.sapiens] 


AI439416 


Hs. 165728 




217627 at 


7.58E-04 


hypothetical protein FLJ30921 


BE515346 


Hs.278871 


NP 689573 


217629_at 


0.00228 


ESTs, Moderately similar to 
hypothetical protein FLJ20378 
[Homo sapiens] [H.sapiens] 


AA365670 


Hs.261526 




217673_x_at 


0.013223 


ESTs, Highly similar to 
GBAS_HUMAN Guanine nucleotide 
binding protein G(S), alpha subunit 
(Adenylate cyclase-stimulating G 
alpha protein) [H.sapiens] 


AA650558 


Hs. 394484 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 
Accession 

Kin 

no. 


217679_x_at 


0.005852 


tx67h02.x1 NCI_CGAP_Ut1 Homo 
sapiens cDNA clone 
IMAGE 2274675 3' similar to 
contains Alu repetitive element;, 
mRNA sequence. 


AI683552 






217682 at 


0 004341 


ESTs Weaklv similar to 
hvnnthptiral nrntpin Fl I904RQ 

[Homo sapiens] [H. sapiens] 


AW503390 


Hs.392578 




217695_x_at 


0.007934 


ESTs, Weakly similar to 157588 

HSrpl-1 - human ffranmpnt^ 
noici i iiuiiicaii ayi i ici \i) 

[H. sapiens] 


BF942161 


Hs. 343402 




217707 x at 


3.26E-04 


ESTs 


Al 535683 


Hs.405576 




217713 y at 


0 005039 


FST^ Wpaklx/ similar tn 

i_o i o, vvcarviy oil i Midi \\J 

hypothetical protein FLJ20489 
[Homo sapiens] [Ksapiens] 




Hs. 182296 




21771 5_x_at 


0.010205 


ESTs, Weakly similar to 
hypothetical protein FLJ20294 
[Homo sapiens] [H. sapiens] 


BE045142 


Hs.274907 




217720_at 


0.02145 


gb:NM_016139.1 /DEF=Homo 
sapiens 16.7Kd protein 
(LOC51142), mRNA. /FEA=mRNA 
/GEN=LOC51142 /PROD=16 7Kd 
protein /DB_XREF=gi:7705850 . 
/UG=Hs. 180859 16.7Kd protein* 
/FL=gb:BC003079.1 
gb:AF078845.1 gb:NM_016139.1 


NM_016139 




NP_057223 


217724_at 


0.041055 


Consensus includes 
gb:AF1 31 807.1 /DEF=Homo 
sapiens clone 25076 mRNA 

cpnnpnrp /FFA=mRMA 

/DB_XREF=gi:4406639 
/UG=Hs. 165998 PAI-1 mRNA- 
binding protein 
/FL=gb:AL080119.1 
gb:NM_015640.1 


AF131807 




NP_056455 


217725_x_at 


0.02145 


gb:NM_015640.1 /DEF=Homo 
sapiens PAI-1 mRNA-binding 
protein (PAI-RBP1), mRNA. 
/FEA=mRNA /GEN=PAI-RBP1 
/PROD=PAI-1 mRNA-binding 
protein /DB_XREF=gi:7661625 
/UG=Hs.165998 PAI-1 mRNA- 
binding protein 
/FL=gb:AL080119.1 
gb:NM 015640.1 


NM_015640 




NP_056455 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217727_x_at 


1.26E-04 


gb:NM_01 8206.1 /DEF=Homo 
sapiens vacuolar protein sorting 
35 (yeast homolog) (VPS35), 
mRNA. /FEA=mRNA 
/GEN=VPS35 /PROD=vacuolar 
protein sorting 35 (yeast 
homolog) /DB_XREF=gi:8922645 

sorting 35 (yeast homolog) 
/FL=gb:AF1 86382.1 
gb:AL1 36888.1 gb:BC002414.1 
gb:AF191298.2 gb:NM_0 18206.1 
gb:AF175265.1 gb:AF183418.1 


NM_018206 




NP_060676 


217728_at 


3.26E-04 


gb:NM_014624.2 /DEF=Homo 
sapiens S100 calcium-binding 
protein A6 (calcyclin) (S100A6), 
mRNA. /FEA=mRNA 
/GEN=S100A6 /PROD=S100 

ralrii im-hinHinri nrntpin Afi 

^OIUIU 1 1 l-UII IUII ILJ piULCIII AAvJ 

/DB_XREF=gi:9845517 
/UG=Hs.275243 S100 calcium- 
binding protein A6 (calcyclin) 
/FL=gb:BC001431.1 
gb:NM_014624.2 


NM_014624 




NP_055439 


217729_s_at 


6.68E-04 


gb:NM_001 130.3 /DEF=Homo 
sapiens amino-terminal enhancer 
of split (AES), mRNA. 
/FEA=mRNA /GEN=AES 
/PROD=amino-terminal enhancer 

OT Spill /UD_AKCr- yl.DoOZUDO 

/UG=Hs.244 amino-terminal 
enhancer of split 
/FL=gb:AF072902.1 gb:U04241.1 
gb:NM_001 130.3 


NM_001130 




NP_001121 


217730_at 


0.005852 


gb:NM_022152.1 /DEF=Homo 
saoipns PP1201 Drotein 
(PP1201), mRNA. /FEA=mRNA 
/GEN=PP1201 /PROD=PP1201 
protein /DB_XREF=gi: 11545897 
/UG=Hs.184052 PP1201 protein 
/FL=gb:NM_022152.1 


NM_022152 




NP_071435 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217731_s_at 


0.041055 


gb:NM_021 999.1 /DEF=Homo 
sapiens integral membrane 
protein 2B (ITM2B), mRNA. 
/FEA=mRNA /GEN=ITM2B 
/PROD=integral membrane 
protein 2B 

/DB_XREF=gi: 11527401 
/UG=Hs.239625 integral 
membrane protein 2B 
/FL=gb:NM_021 999.1 
gb:AF136973.1 gb:BC000554.1 
gb:AF092128.1 gb:AF1 52462.1 
gb:AF246221.1 


NM_021999 




NP_068839 


217736_s_at 


5.03E-04 


gb:NM_014413.2 /DEF=Homo 
sapiens heme-regulated initiation 
factor 2-alpha kinase (HRI), 
mRNA. /FEA=mRNA /GEN=HRI 
/PROD=heme-regulated initiation 
factor 2-alpha kinase 
/DB_XREF=gi:1 1125767 
/UG=Hs.258730 heme-regulated 
initiation factor 2-alpha kinase 
/FL=gb:NM_014413.2 
gb:AL1 36563.1 gb:AF147094.1 
gb:AF255050.1 gb:AF1 16634.1 
gb:AF183414.1 


NM_014413 




NP_055228 


217737_x_at 


1.26E-04 


gb:NM_01 6407.1 /DEF=Homo 
sapiens hypothetical protein 
(HSPC164), mRNA. /FEA=mRNA 
/GEN=HSPC164 
/PROD=hypothetical protein 
/DB XREF=gi:7705482 
/UG=Hs.1 82281 hypothetical 
protein /FL=gb:BC003359.1 
gb:AF212244.1 gb:AF1 17231.1 
gb:AF161513.1 gb:AF161518.1 
gb:NM 016407.1 


NM_016407 




NP_057491 


217739_s_at 


0.033381 


gb:NM_005746.1 /DEF=Homo 
sapiens pre-B-cell colony- 
enhancing factor (PBEF), mRNA. 
/FEA=mRNA /GEN=PBEF 
/PROD=pre-B-cell colony- 
enhancing factor 
/DB_XREF=gi:5031976 
/UG=Hs.239138 pre-B-cell colony- 
enhancing factor 
/FL=gb:U02020.1 
gb:NM_005746.1 


NM_005746 




NP_005737 


217741 s at 


3.26E-04 


zinc finger protein 216 


AW471220 


Hs.3776 


NP 005998 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217742_s_at 


0.004341 


gb:NM_016628.1 /DEF=Homo 
sapiens hypothetical protein 
(LOC51322), mRNA. /FEA=mRNA 
/GEN=LOC51322 
/PROD=hypothetical protein 
/DB_XREF=gi:7706169 
/UG=Hs.70333 hypothetical 
protein /FL=gb:BC004258.1 
gb:AF208858.1 gb:NM 016628.1 


NM_016628 




NP_567823 


217743_s_at 


1.26E-04 


gb:NM_0 18247.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10856 (FLJ10856), mRNA. 
/FEA=mRNA /GEN=FLJ10856 
/PROD=hypothetical protein 
FLJ10856 /DB_XREF=gi:8922719 
/UG=Hs. 108530 hypothetical 
protein FLJ 10856 
/FL=gb:NM 018247.1 


NM_018247 




NP_060717 


217745_s_at 


0.001116 


gb:NM_025146.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ13194 (FLJ13194), mRNA. 
/FEA=mRNA /GEN=FLJ13194 
/PROD=hypothetical protein 
FLJ 131 94 

/DB_XREF=gi: 13376734 
/UG=Hs.288932 hypothetical 
protein FLJ 13194 
/FL=gb:NM_025146.1 


NM_025146 




NP_079422 


217746_s_at 


1.26E-04 


gb:NM_01 3374.1 /DEF=Homo 
sapiens programmed cell death 6 
interacting protein (PDCD6IP), 
mRNA. /FEA=mRNA 
/GEN=PDCD6IP 

/PROD=programmed cell death 6- 
interacting protein 
/DB_XREF=gi:7019486 
/UG=Hs.9663 programmed cell 
death 6-interacting protein 
/FL=gb:AF349951.1 
gb:AF151793.1 gb:NM 013374.1 


NM_013374 




NP_037506 


217747_s_at 


0.041055 


gb:NM_001013.1 /DEF=Homo 
sapiens ribosomal protein S9 
(RPS9), mRNA. /FEA=mRNA 
/GEN=RPS9 /PROD=ribosomal 
protein S9 /DB_XREF=gi:4506744 
/UG=Hs. 180920 ribosomal protein 
S9 /FL=gb:BC000802.1 
gb:NM 001013.1 gb:U14971.1 


NM_001013 




NP_001004 



644 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217748_at 


1.26E-04 


gb:NM_015999.1 /DEF=Homo 
sapiens CGI-45 protein 
(LOC51094), mRNA. /FEA=mRNA 
/GEN=LOC51094 /PROD=CGI-45 
protein /DB_XREF=gi:7705760 
/UG=Hs.5298 CGI-45 protein 
/FL=gb:AF1 51 803.1 
gb:NM_015999.1 


NMJ315999 




NP_057083 


217755_at 


1.26E-04 


gb:NM_016185.1 /DEF=Homo 
sapiens hematological and 
neurological expressed 1 (HN1), 
mRNA. /FEA=mRNA /GEN=HN1 
/PROD=hematological and 
neurological expressed 1 
/DB_XREF=gi:7705876 
/UG=Hs 109706 hematoloaical 
and neurological expressed 1 
/FL=gb:AF060925.1 
gb:BC001420.1 gb:AF177862.1 
gb:NM_016185.1 


NM_016185 




NP_057269 


217758_s_at 


0.00161 


gb:NM_020123.1 /DEF=Homo 
sapiens endomembrane protein 
emp70 precursor isolog 
(LOC56889), mRNA. /FEA=mRNA 
/GEN=LOC56889 
/PROD=endomembrane protein 
emD70 orpcur^or i^olnn 

ui up/ u yj i v.uu i oui iouiuu 

/DB_XREF=gi:10047129 
/UG=Hs 8203 endomembrane 
protein emp70 precursor isolog 
/FL=gb:NM 020123.1 
gb:AF160213.1 gb:AF269150.1 


NM_020123 




NP_064508 


217762_s_at 


1.26E-04 


RAB31, member RAS oncogene 
family 


BE789881 


Hs.223025 


NP_006859 


217764_s_at 


1.26E-04 


gb:AF1 83421.1 /DEF=Homo 
sapiens small GTP-binding 
protein rab22b mRNA, complete 
cds. /FEA=mRNA /PROD=small 
GTP-binding protein rab22b 
/DB_XREF=gi:9963780 
/UG=Hs.223025 RAB31, member 
RAS oncogene family 
/FL=gb:AF234995.1 
gb:BC001 148.1 gb:U59877.1 
gb:U57091.1 gb:NM_006868.1 
gb:AF1 83421.1 


AF1 83421 




NP_006859 



645 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217766_s_at 


0.033381 


gb:NM_014313.1 /DEF=Homo | 
sapiens small membrane protein 
1 (SMP1), mRNA. /FEA=mRNA 
/GEN=SMP1 /PROD=small 
membrane Drotein 1 

■ ■ 1 w III *S 1 1 1 w |hS * ^-^ III 1 

/DB_XREF=gi: 7657594 
/UG=Hs. 107979 small membrane 
protein 1 /FL=gb:AL1 36627.1 
gb:AF081282.1 gb:NM_014313.1 


NM_014313 




NP_055128 


217768_at 


0.026891 


gb:NM_016039.1 /DEF=Homo 
sapiens CGI-99 protein 
(LOC51637), mRNA. /FEA=mRNA 
/GEN=LOC51637 /PROD=CGI-99 
Drotein /DB XREF=ai'7706321 
/UG=Hs.1 10803 CGI-99 protein 
/FL=gb:BC001 722.1 
gb:AF151857.1 gb:AF100755.1 
gb:NM_016039.1 


NM_016039 




NP_057123 


217769_s_at 


0.004341 


gb:NM_01 5932.1 /DEF=Homo 
sapiens hypothetical protein 
(HSPC014), mRNA. /FEA=mRNA 
/GEN=HSPC014 
/PROD=hvnothetioal nrotpin 
/DB_XREF=gi:7705428 
/UG=Hs.279813 hypothetical 
protein /FL=gb:AF275807.1 
gb:BC003390.1 gb:AF077200.1 
gb:AF125097.1 gb:NM 015932.1 


NM_015932 




NP_057016 


217772_s_at 


0.004733 


gb:NM_014342.1 /DEF=Homo 
sapiens mitochondrial carrier 
homolog 2 (MTCH2), nuclear 
gene encoding mitochondrial 
protein, mRNA. /FEA=mRNA 
/GEN=MTCH2 

/PROD=mitochondrial carrier 
homolog 2 /DB_XREF=gi:7657346 
/UG=Hs.279609 mitochondrial 
carrier homolog 2 
/FL=gb:BC000875.1 
gb:AF085361.1 gb:AF1 76008.1 
gb:NM_01 4342.1 


NM_014342 




NP_055157 



646 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217774_s_at 


0.026891 


gb:NM_016404.1 /DEF=Homo 
sapiens hypothetical protein 
(HSPC152), mRNA. /FEA=mRNA 
/GEN=HSPC152 
/PROD=hvnnthptirfll nrntpin 

/DB_XREF=gi:7705476 
/UG=Hs.79259 hypothetical 
protein /FL=gb:AF1 1 0774. 1 
gb:AF161501.1 gb:NM 016404.1 
gb:AF229068.1 


NMJ316404 




NPJD57488 


217780_at 


0.041055 


gb:NM_016145.1 /DEF=Homo 
sapiens PTD008 protein 
(PTD008), mRNA. /FEA=mRNA 
/GEN=PTD008 /PROD=PTDnn8 
protein /DB_XREF=gi:7706664 
/UG=Hs. 108969 PTD008 protein 
/FL=gb:AF059620.1 
gb:AF1 51 898.1 gb:AF078861.1 
gb:NM_016145.1 


NM_016145 




NP_057229 


217781_s_at 


1.26E-04 


gb:NM_022473.1 /DEF=Homo 
sapiens zinc finger protein 106 
(ZFP106), mRNA. /FEA=mRNA 
/GEN=ZFP106 /PROD=zine firmer 
protein 106 

/DB_XREF=gi: 11 968022 
/UG=Hs. 15220 zinc finger protein 
106 /FL=gb:AF205632.1 
gb:NM_022473.1 


NM_022473 




NP_071918 


217783_s_at 


0.013223 


gb:NM_016061.1 /DEF=Homo 
sapiens CGI-127 protein 
(LOC51646), mRNA. /FEA=mRNA 
/gen=i on , iifi4fi /PRnn=rr;i- 
127 protein 

/DB_XREF=gi:7706340 
/UG=Hs. 184542 CGI-127 protein 
/FL=gb:BC000836.1 
gb:AF151885.1 gb:NM 016061.1 


NM_016061 




NP_057145 


217786_at 


9.79E-04 


gb:NM_006109.1 /DEF=Homo 
sapiens skbl (S. pombe) 
homolog (SKB1), mRNA. 
/FEA=mRNA /GEN=SKB1 
/PROD=skb1 (S. pombe) 
homolog /DB_XREF=gi:5174682 
/UG=Hs.12912 skbl (S. pombe) 
homolog /FL=gb:AF015913.1 
gb:NM_006109.1 gb:AF167572.1 


NM_006109 




NP_006100 



647 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217788_s_at 


7.58E-04 


gb:NM_004481.2 /DEF=Homo 
sapiens UDP-N-acetyl-alpha-D- 
galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 2 
(GalNAc-T2) (GALNT2), mRNA. 
/FEA=mRNA /GEN=GALNT2 
/PROD=polypeptide N- 
acetylgalactosaminyltransferase 2 
/DB_XREF=gi:9945385 
/UG=Hs.130181 UDP-N-acetyl- 
alDha-D-aalactosamine'DolvoeDtide 
N-acetylgalactosaminyltransferase 
2 (GalNAc-T2) 
/FL=gb:NM_004481.2 


NM_004481 




NP_004472 


217794_at 


7.58E-04 


gb:NM_01 8457.1 /DEF=Homo 
sapiens DKFZp564J157 protein 
(DKFZP564J157), mRNA. 
/FEA=mRNA 
/GEN=DKFZP564J157 
/PROD=DKFZp564J157 protein 
/DB_XREF=gi:8922156 
/UG=Hs.63042 DKFZp564J157 
protein /FL=gb:AF217517.1 
gb:NM 018457.1 


NM_0 18457 




NP_060927 


217795 s at 


0.005852 


hypothetical protein MGC3222 


W74580 


Hs.323193 


NP 077310 


217797_at 


0.007779 


gb:NM_016406.1 /DEF=Homo 
sapiens hypothetical protein 
(HSPC155), mRNA. /FEA=mRNA 
/GEN=HSPC155 
/PROD=hvDOthetical nrotein 
/DB_XREF=gi:7705480 
/UG=Hs. 177507 hypothetical 
protein /FL=gb:BC005187.1 
gb:AF151884.1 gb:AF161504.1 
gb:NM_01 6406.1 


NM_0 16406 




NP_057490 


217799_x_at 


0.027239 


gb:NM_003344.1 /DEF=Homo 
sapiens ubiquitin-conjugating 
enzyme E2H (homologous to 
yeast UBC8) (UBE2H), mRNA. 
/FEA=mRNA /GEN=UBE2H 
/PROD=ubiquitin-conjugating 
enzyme E2H (homologous 
toyeast UBC8) 
/DB_XREF=gi:4507782 
/UG=Hs.28505 ubiquitin- 
conjugating enzyme E2H 
(homologous to yeast UBC8) 
/FL=gb:NM 003344.1 


NM_003344 




NP_003335 



648 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217800_s_at 


0.001116 


gb:NM_030571.1 /DEF=Homo 
sapiens hypothetical protein 
MGC10924 similar to Nedd4 
WW-binding protein 5 
(MGC10924), mRNA. 
/FEA=mRNA /GEN=MGC10924 
/PROD=hypothetical protein 
MGC10924 similar to Nedd4WW- 
binding protein 5 
/DB_XREF=gi: 13386479 
/UG=Hs.9788 hypothetical protein 
MGC10924 similar to Nedd4 
WW-binding protein 5 
/FL=gb:BC004317.1 
gb:NM_030571.1 


NM_030571 




NP_085048 


217801_at 


0.003171 


gb:NM_006886.1 /DEF=Homo 
sapiens ATP synthase, H+ 
transporting, mitochondrial F1 
complex, epsilon subunit 
(ATP5E), mRNA. /FEA=mRNA 
/GEN=ATP5E /PROD=ATP 
synthase, H+ transporting, 
mitochondrial F1 complex, epsilon 
subunit /DB XREF=gi:5901895 
/UG=Hs. 177530 ATP synthase, 
H+ transporting, mitochondrial F1 
complex, epsilon subunit 
/FL=gb:BC001690.1 
gb:BC003671.1 gb:AF077045.1 
gb:NM_006886.1 gb:AF052955.1 


NM_006886 




NP_008817 


217802_s_at 


1.26E-04 


gb:NM_022731.1 /DEF=Homo 
sapiens similar to rat nuclear 
ubiquitous casein kinase 2 
(NUCKS), mRNA. /FEA=mRNA 
/GEN=NUCKS /PROD=similar to 
rat nuclear ubiquitous casein 
kinase2 /DB_XREF=gi:12232386 
/UG=Hs. 118064 similar to rat 
nuclear ubiquitous casein kinase 
2 /FL=gb:NM_022731.1 
gb:BC000805.1 


NM_022731 




NP_073568 


217803_at 


1.26E-04 


gb:NM_022130.1 /DEF=Homo 
sapiens Golgi protein (GPP34), 
mRNA. /FEA=mRNA 
/GEN=GPP34 /PROD=Golgi 
protein /DB_XREF=gi: 1 1 545858 
/UG=Hs. 18271 Golgi protein 
/FL=gb:NM 022130.1 


NM_022130 




NP_071413 



649 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217805_at 


0.003171 


gb:NM_004516.1 /DEF=Homo 
sapiens interleukin enhancer 
binding factor 3, 90kD (ILF3), 
mRNA. /FEA=mRNA /GEN=ILF3 
/PROD=interleukin enhancer 
binding factor 3, 90kD 
/DB_XREF=gi:4758603 
/UG=Hs.256583 interleukin 
enhancer binding factor 3, 90kD 
/FL=gb:BC003086.1 
gb:NM_004516.1 gb:U1 0324.1 
gb:AF1 67570.1 gb:NM_012218.1 


NM_004516 




NP_703194 


217807_s_at 


0.016934 


gb:NM_015710.1 /DEF=Homo 
sapiens glioma tumor suppressor 
candidate region gene 2 
(GLTSCR2). mRNA. /FEA=mRNA 
/GEN=GLTSCR2 /PROD=glioma 
tumor suppressor candidate 
region gene 2 
/DB_XREF=gi: 7657 129 
/UG=Hs.2237 glioma tumor 
suppressor candidate region 
gene 2; VFL=gb:AF1 82076.1 
gb:NM_01 5710.1 


NM_015710 




NP_056525 


217811_at 


1.26E-04 


gb:NM_01 6275.1 /DEF=Homo 
sapiens selenoprotein T 
(LOC51714), mRNA. /FEA=mRNA 
/GEN=LOC51714 
/PROD=selenoprotein T 
/DB_XREF=gi: 7706470 
/UG=Hs.8148 selenoprotein T 
/FL=gb:AF131856.1 
gb:AF195141.1 gb:NM 016275.1 


NM_016275 




NP_057359 


217812_at 


0.016934 


gb:NM_016258.1 /DEF=Homo 
sapiens high-glucose-regulated 
protein 8 (HGRG8), mRNA. 
/FEA=mRNA /GEN=HGRG8 
/PROD=high-glucose-regulated 
protein 8 /DB_XREF=gi:7705410 
/UG=Hs.20993 high-glucose- 
regulated protein 8 
/FL=gb:BC002559.1 
gb:AF1 55095.1 gb:AF1 92968.1 
gb:NM 016258.1 


NM_016258 




NP_057342 



650 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217814_at 


1.26E-04 


gb:NM_020198.1 /DEF=Homo 
sapiens GK001 protein (GK001), 
mRNA. /FEA=mRNA 
/GEN=GK001 /PROD=GK001 
protein /DB XREF=gi:9910241 
/UG=Hs.8207 GK001 protein 
/FL=gb:AF1 13221.1 
gb:BC001300.1 gb:AF226054.1 
gb:NM_020198.1 


NM_020198 




NP_064583 


217815_at 


0.00161 


gb:NM_007192.1 /DEF=Homo 
sapiens chromatin-specific 
transcription elongation factor, 
140 kDa subunit (FACTP140), 
mRNA. /FEA=mRNA 
/GEN=FACTP140 
/PROD=chromatin-specific 
transcription elongationfactor, 140 
kDa subunit 
/DB_XREF=gi:6005756 
/UG=Hs.14963 chromatin-specific 
transcription elongation factor, 
140 kDa subunit 
/FL=gb:AF1 52961.1 
gb:NM_007192/1 


NM_007192 




NPJ309123 


217819_at 


1.26E-04 


gb:NM_01 6099.1 /DEF=Homo 
sapiens HSPC041 protein 
(LOC51125), mRNA. /FEA=mRNA 
/GEN=LOC51125 
/PROD=HSPC041 protein 
/DB XREF=gi:7705820 
/UG=Hs.7953 HSPC041 protein 
/FL=gb:AF1 251 02.1 
gb:NM 016099.1 


NM_016099 




NP_057183 


217823_s_at 


1.26E-04 


Consensus includes gb:AL562528 
/FEA=EST 

/DB_XREF=gi: 1291 1037 
/DB_XREF=est:AL562528 
/CLONE=CS0DC012YI08 (3 
prime) /UG=Hs. 184325 CGI-76 
protein /FL=gb:AF1 51 834.1 
gb:AF161502.1 gb:AF151039.1 
gb:NM_01 6021.1 


NM_016021 




NP_057420 



651 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217824_at 


0.02145 


Consensus includes 
gb:AW500009 /FEA=EST 
/DB_XREF=gi:71 12213 
/DB_XREF=est:UI-HF-BNO-aki-e- 
09-0-Ul.rl 

/CLONE=IMAGE:3077105 
/UG=Hs. 184325 CGI-76 protein 
/FL=gb:AF1 51 834.1 
gb:AF161502.1 gb:AF151039.1 
gb:NM_01 6021.1 


NM_016021 




NP_057420 


217825_s_at 


0.00228 


gb:AF1 51039.1 /DEF=Homo 
sapiens HSPC205 mRNA, 
complete cds. /FEA=mRNA 
/PROD=HSPC205 
/DB_XREF=gi:71 06799 
/UG=Hs. 184325 CGI-76 protein 
/FL=gb:AF1 51 834.1 
gb:AF161502.1 gb:AF151039.1 
gb:NM_016021.1 


AF151039 




NP_057420 


217826_s_at 


7.58E-04 


gb:NM_01 6021.1 /DEF=Homo 
sapiens CGI-76 protein 
(LOC51632), mRNA. /FEA=mRNA 
/GEN=LOC51632 /PROD=CGI-76 
protein /DB_XREF=gi:770631 1 
/UG=Hs. 184325 CGI-76 protein 
/FL=gb:AF151834.1 
gb:AF161502.1 gb:AF151039.1 
gb:NM_016021.1 


NM_016021 




NP_057420 


217827_s_at 


2.05E-04 


gb:NM_01 6630.2 /DEF=Homo 
sapiens acid cluster protein 33 
(ACP33), mRNA. /FEA=mRNA 
/GEN=ACP33 /PROD=acid cluster 
protein 33 

/DB_XREF=gi: 13699804 
/UG=Hs.71475 acid cluster 
protein 33 /FL=gb:BC000244.1 
gb:NM_016630.2 gb:AF208861.1 


NM_0 16630 




NP_057714 


217835_x_at 


3.26E-04 


gb:NM_01 8840.1 /DEF=Homo 
sapiens putative Rab5-interacting 
protein (LOC55969), mRNA. 
/FEA=mRNA /GEN=LOC55969 
/PROD=putative Rab5-interacting 
protein /DB_XREF=gi: 1 00471 1 5 
/UG=Hs. 184062 putative Rab5- 
interacting protein 
/FL=gb:NM 018840.1 
gb:AF274936.1 gb:AF1 12213.1 


NM_018840 




NP_061328 



652 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217836_s_at 


0.005852 


gb:NM_01 8253.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10875 (FLJ10875), mRNA. 
/FEA=mRNA /GEN=FLJ 10875 
/PROD=hypothetical protein 
FLJ 10875 /DB_XREF=gi:8922730 
/UG=Hs.18851 hypothetical 
protein FLJ 10875 
/FL=gb:BC001655.1 
gb:BC001843.1 gb:NM 018253.1 


NM_018253 




NP_620832 


217837_s_at 


1.26E-04 


gb:NM_016079.1 /DEF=Homo 
sapiens CGI-149 protein 
(LOC51652), mRNA. /FEA=mRNA 
/GEN=LOC51652 /PROD=CGI- 
149 protein 

/DB_XREF=gi:7706352 

/UG=Hs. 189658 CGI-149 protein 

/FL=gb:BC004419.1 

gb:AF1 51907.1 gb:AF219226.1 

gb:NM 016079.1 


NM_016079 




NP_057163 


217838_s_at 


0.033381 


gb:NM_016337.1 /DEF=Homo 
sapiens RNB6 (RNB6), mRNA. 
/FEA=mRNA /GEN=RNB6 
/PROD=RNB6 
/DB_XREF=gi:7706686 
/UG=Hs.241471 RNB6 
/FL=gb:AF052504.1 
gb:NM_01 6337.1 


NM_016337 




NP_057421 


217839_at 


6.42E-04 


gb:NM_006070.1 /DEF=Homo 
saDiens TRK-fused aene fTFG^ 
mRNA. /FEA=mRNA /GEN=TFG 
/PROD=TRK-fused gene 
/DB_XREF=gi:5174718 
/UG=Hs.250897 TRK-fused gene 
/FL=gb:NM_006070.1 


NM_006070 




NP_006061 


217843_s_at 


3.26E-04 


gb:NM_014166.1 /DEF=Homo 
sapiens HSPC126 protein 
(HSPC126), mRNA. /FEA=mRNA 
/GEN=HSPC126 
/PROD=HSPC126 protein 
/DB_XREF=gi:7661787 
/UG=Hs.181112 HSPC126 protein 
/FL=gb:AF300618.1 
gb:BC005189.1 gb:AF161475.1 
gb:AF230381.1 gb:NM 014166.1 


NM_014166 




NP_054885 



653 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217844_at 


0.003529 


gb:NM_021 198.1 /DEF=Homo 
sapiens nuclear LIM interactor- 
interacting factor (NLI-IF), mRNA. 
/FEA=mRNA /GEN=NLI-IF 
/PROD=nuclear LIM interactor- 
interacting factor 
/DB_XREF=gi: 10864008 
/UG=Hs.283724 nuclear LIM 
interactor-interacting factor 
/FL=gb:AF229162.1 
gb:NM_021198.1 


NM_021198 




NP_067021 


217845_x_at 


0.00161 


gb:NM_014056.1 /DEF=Homo 
sapiens DKFZP564K247 protein 
(DKFZP564K247), mRNA. 
/FEA=mRNA 
/GEN=DKFZP564K247 
/PROD=DKFZP564K247 protein 
/DB_XREF=gi:7661619 
/UG=Hs.7917 DKFZP564K247 
protein /FL=gb:BC000601.1 
gb:AF077034.1 gb:AF145385.1 
gb:AL1 10233.1 gb:NM_014056.1 


NM_0 14056 




NP_054775 


217852_s_at 


1.26E-04 


gb:NM_018184.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10702 (FLJ10702), mRNA. 
/FEA=mRNA /GEN=FLJ10702 
/PROD=hypothetical protein 
FLJ10702 /DB_XREF=gi:8922600 
/UG=Hs. 104222 hypothetical 
protein FLJ 10702 
/FL=gb:NM 018184.1 


NM_018184 




NP_060654 


217854_s_at 


0.022795 


gb:NM_002695.1 /DEF=Homo 
sapiens polymerase (RNA) II 
(DNA directed) polypeptide E 
(25kD) (POLR2E), mRNA. 
/FEA=mRNA /GEN=POLR2E 
/PROD=polymerase (RNA) II 
(DNA directed) polypeptide 
E(25kD) /DB_XREF=gi:4505944 
/UG=Hs.24301 polymerase (RNA) 
II (DNA directed) polypeptide E 
(25kD) /FL=gb:BC004441.1 
gb:NM_002695.1 gb:J04965.1 
gb:D38251.1 


NM_002695 




NP_002686 



654 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217855_x_at 


0.004341 


gb:NM_01 6547.1 /DEF=Homo 
sapiens calcium binding protein 
Cab45 precursor, (LOC51767), 
mRNA. /FEA=mRNA 
/GEN=LOC51767 /PROD=calcium 
binding protein Cab45 precursor, 
/DB_XREF=gi:7706572 
/UG=Hs.42806 calcium binding 
protein Cab45 precursor, 
/FL=gb:AF1 78986.1 ! 
gb:NM_016547.1 


NM_016547 




NP_057631 


217862_at 


3.26E-04 


Consensus includes gb:N24868 
/FEA=EST /DB_XREF=gi:1 139018 
/DB_XREF=est:yx70h06.s1 
/CLONE=IMAGE:267131 
/UG=Hs.75251 DEADH (Asp-Glu- 
Ala-AspHis) box binding protein 1 
/FL=gb:AF077951.1 
gb:AF167160.1 gb:NM_016166.1 


NM_016166 




NP_057250 


217863_at 


0.00228 


Consensus includes gb:AI348378 
/FEA=EST /DB_XREF=gi:4085584 
/DB_XREF=est:qo20h06.x1 
/CLONE=IMAGE:1909115 
/UG=Hs.75251 DEADH (Asp-Glu- 
Ala-AspHis) box binding protein 1 
/FL=gb:AF077951.1 
gb:AF167160.1 gb:NM_016166.1 


NM_016166 




NP_057250 


217865_at 


2.05E-04 


gb:NM_01 8434.1 /DEF=Homo 
sapiens goliath protein 
(LOC55819), mRNA. /FEA=mRNA 
/GEN=LOC55819 /PROD=goliath 
protein /DB_XREF=gi: 10092650 
/UG=Hs. 102737 goliath protein 
/FL=gb:NM_018434.1 


NM_018434 




NP_060904 


217868_s_at 


1.26E-04 


gb:NM_016025.1 /DEF=Homo 
sapiens CGI-81 protein (DREV1), 
mRNA. /FEA=mRNA 
/GEN=DREV1 /PROD=CGI-81 
protein /DB XREF=gi:7705788 
/UG=Hs.279583 CGI-81 protein 
/FL=gb:BC000195.1 
gb:AF151839.1 gb:NM 016025.1 


NM_016025 




NP_057109 



655 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217869_at 


1.26E-04 


gb:NM_016142.1 /DEF=Homo 
sapiens steroid dehydrogenase 
homolog (LOC51144), mRNA. 
/FEA=mRNA /GEN=LOC51144 
/PROD=steroid dehydrogenase 
homolog /DB_XREF=gi:7705854 
/UG=Hs.279617 steroid 
dehydrogenase homolog 
/FL=gb:AF078850.1 
gb:NM_016142.1 


NM_0 16142 




NP_057226 


217873_at 


1.26E-04 


gb:NM_01 6289.1 /DEF=Homo 
sapiens M025 protein 
(LOC51719), mRNA. /FEA=mRNA 
/GEN=LOC51719 /PROD=M025 
protein /DB_XREF=gi:7706480 
/UG=Hs.6406 M025 protein 
/FL=gb:AF1 13536.1 
gb:NM_016289.1 


NM_016289 




NP_057373 


217874_at 


1.26E-04 


gb:NM_003849.1 /DEF=Homo 
sapiens succinate-CoA ligase, 
GDP-forming, alpha subunit 
(SUCLG1), mRNA. /FEA=mRNA 
/GEN=SUCLG1 /PROD=succinate- 
CoA ligase, GDP-forming, 
alDhasubunit 

1 Kp' • 1 W V* U Willi 

/DB_XREF=gi:11321580 
/UG=Hs.7043 succinate-CoA 
ligase, GDP-forming, alpha 
subunit /FL=gb:NM 003849.1 
gb:BC000504.1 gb:AF104921.2 


NM_003849 




NP_003840 


217877_s_at 


0.02145 


gb:NM_021 639.1 /DEF=Homo 
sapiens hypothetical protein 
SP192 (SP192), mRNA. 
/FEA=mRNA /GEN=SP192 
/PROD=hypothetical protein 
SP192 /DB_XREF=gi:11056015 
/UG=Hs.169854 hypothetical 
protein SP192 
/FL=gb:NM_021 639.1 


NM_021639 




NP_067652 


217880 at 


0.005852 


cell division cycle 27 


AI203880 


Hs.408978 


NP 001247 


217882_at 


0.00161 


gb:NM_018447.1 /DEF=Homo 
sapiens 30 kDa protein 
(LOC55831), mRNA. /FEA=mRNA 
/GEN=LOC55831 /PROD=30 kDa 
protein /DB_XREF=gi:8923856 
/UG=Hs.283714 30 kDa protein 
/FL=gb:AF157321.1 
gb:NM_01 8447.1 


NM_0 18447 




NP_060917 



656 



Gene Identifier 


p-value I 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217883_at 


1.26E-04 


gb:NM_01 5702.1 /DEF=Homo 
sapiens hypothetical protein 
(CL25022), mRNA. /FEA=mRNA 
/GEN=CL25022 
/PROD=hypothetical protein 
/DB_XREF=gi:7661547 
/UG=Hs.5324 hypothetical protein 
/FL=gb:AF060224.1 
gb:BC000932.2 gb:AF1 31 802.1 
gb:AF161510.1 gb:NM_015702.1 


NM_015702 




NP_056517 


217885_at 


3.26E-04 


gb:NM_01 8085.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10402 (FLJ10402), mRNA. 
/FEA=mRNA /GEN=FLJ10402 
/PROD=hypothetical protein 
FLJ10402 /DB_XREF=gi:8922404 
/UG=Hs.7579 hypothetical protein 
FLJ 10402 /FL=gb:BC003604.1 
gb:NM_01 8085.1 


NM_018085 




NP_060555 


217886_at 


0.001116 


epidermal growth factor receptor 
pathway substrate 15 


BF2 13575 


Hs.389343 


NP_001972 


217887_s_at 


0.007779 


gb:NM_001 981.1 /DEF=Homo 
sapiens epidermal growth factor 
receptor pathway substrate 15 
(EPS15), mRNA. /FEA=mRNA 
/GEN=EPS15 /PROD=epidermal 
growth factor receptor 
pathwaysubstrate 15 
/DB XREF=ai 4503592 
/UG=Hs.79095 epidermal growth 
factor receptor pathway substrate 
15 /FL=gb:NM 001981.1 
gb:U07707.1 


NM_001981 




NP_001972 


217898_at 


2.05E-04 


gb:NM_020154.1 /DEF=Homo 
sapiens chromosome 11 
hypothetical protein ORF3 
(LOC56851), mRNA. /FEA=mRNA 
/GEN=LOC56851 
/PROD=chromosome 11 
hypothetical protein ORF3 
/DB_XREF=gi:9910345 
/UG=Hs.4245 chromosome 11 
hypothetical protein ORF3 
/FL=gb:AF242729.1 
gb:NM_020 154.1 


NM_020154 




NP_064539 



657 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217900_at 


0.005852 


gb:NM_01 8060.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10326 (FU10326), mRNA. 
/FEA=mRNA /GEN=FLJ 10326 
/PROD=hypothetical protein 
FLJ 10326 IDE XREF=gi:8922355 
/UG=Hs.262823 hypothetical 
protein FLJ 10326 
/FL=gb:NM_018060.1 


NM_018060 




NP_060530 


217903_at 


0.016934 


gb:NM_01 3403.1 /DEF=Homo 
sapiens zinedin (ZIN), mRNA. 
/FEA=mRNA /GEN=ZIN 
/PROD=zinedin 
/DB XREF=gi:7019572 
/UG=Hs. 108665 zinedin 
/FL=gb:AF212940.1 
gb:NMJ)1 3403.1 


NM_013403 




NP_037535 


217905_at 


7.58E-04 


gb:NM_024834.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ13081 (FLJ 13081), mRNA. 
/FEA=mRNA /GEN=FLJ 13081 
/PROD=hypothetical protein 
FLJ13081 

/DB_XREF=gi: 13376242 
/UG=Hs. 180638 hypothetical 
protein FLJ 13081 
/FL=gb:BC004183.1 
gb:NM_024834.1 


NM_024834 




NP_079110 


217907_at 


7.58E-04 


gb:NM_014161.1 /DEF=Homo 
sapiens HSPC071 protein 
(HSPC071), mRNA. /FEA=mRNA 
/GEN=HSPC071 
/PROD=HSPC071 Drotein 

/I IX t-r 1 1 1 \*S V/ II yJ 1 \J L W III 

/DB_XREF=gi:7661777 
/UG=Hs.23038 HSPC071 protein 
/FL=gb:AL1 36633.1 
gb:BC001623.1 gb:AF161556.1 
gb:NM_014161.1 


NM_014161 




NP_054880 


217908_s_at 


1.26E-04 


gb:NM_01 8442.1 /DEF=Homo 
sapiens PC326 protein (PC326), 
mRNA. /FEA=mRNA 
/GEN=PC326 /PROD=PC326 
protein /DB_XREF=gi:8923955 
/UG=Hs.279882 PC326 protein 
/FL=gb:AL1 36738.1 
gb:AF150734.1 gb:NM_01 8442.1 


NM_018442 




NP_060912 



658 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217910_x_at 


1.26E-04 


gb:NM_013383.1 /DEF=Homo 
sapiens MAX-like bHLHZIP 
protein (MLX), mRNA. 
/FEA=mRNA /GEN=MLX 
/PROD=MAX-like bHLHZIP 
protein IDE XREF=gi:7019460 
/UG=Hs.78185 MAX-like bHLHZIP 
protein /FL=gb:AF2 13668.1 
gb:AF203978.1 gb:NM_01 3383.1 


NM_013383 




NP_733753 


217911_s_at 


0.003171 


gb:NM_004281.1 /DEF=Homo 
sapiens BCL2-associated 
athanogene 3 (BAG3), mRNA. 
/FEA=mRNA /GEN=BAG3 
/PROD=BCL2-associated 
athanogene 3 
/DB XREF=ai 6631072 
/UG=Hs. 15259 BCL2-associated 
athanogene 3 /FL=gb:AF095193.2 
gb:NM_004281.1 gb:AF127139.1 
gb:AF071218.2 


NM_004281 




NP_004272 


217913_at 


0.013223 


gb:NM_0 13245.1 /DEF=Homo 
sapiens vacuolar sorting protein 
4 (VPS4), mRNA. /FEA=mRNA 
/GEN=VPS4 /PROD=vacuolar 
sorting protein 4 
/DB_XREF=gi:7019568 
/UG=Hs.234839 vacuolar sorting 
protein 4 /FL=gb:AF1 59063.1 
gb:AF1 12215.1 gb:NM 013245.1 


NM_013245 




NP_037377 


217915_s_at 


0.016934 


gb:NM_01 6304.1 /DEF=Homo 
sapiens 60S ribosomal protein 
L30 isolog (LOC51187), mRNA. 
/FEA=mRNA /GEN=LOC51187 
/PROD=60S ribosomal protein 
L30 isolog 

/DB_XREF=gi:10047101 
/UG=Hs.284162 60S ribosomal 
protein L30 isolog 
/FL=gb:NM_016304.1 
gb:AF060926.1 gb:AF212226.1 
gb:BC005344.1 gb:AF201949.1 
gb:AF1 6552 1.1 


NM_016304 




NP_057388 



659 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217916_s_at 


0.00161 


gb:NM_01 6623.1 /DEF=Homo 
sapiens hypothetical protein (BM- 
009), mRNA. /FEA=mRNA 
/GEN=BM-009 
/PROD=hypothetical protein 
/DB_XREF=gi:7705303 
/UG=Hs.92918 hypothetical 
protein /FL=gb:BC003599.1 
gb:AF208851.1 gb:NM 016623.1 


NM_016623 




NP_057707 


217917_s_at 


5.03E-04 


gb:NM_014183.1 /DEF=Homo 
sapiens HSPC162 protein 
(HSPC162), mRNA. /FEA=mRNA 
/GEN=HSPC162 
/PROD=HSPC162 protein 
/DB_XREF=gi:7661821 
/UG=Hs. 100002 HSPC162 protein 
/FL=gb:BC002481.1 
gb:AY026513.1 gb:AF161511.1 
gb:NM_014183.1 gb:AF165516.1 


NM_014183 




NP_808853 


217918_at 


1.26E-04 


gb:NM_014183.1 /DEF=Homo 
sapiens HSPC162 protein 
(HSPC162), mRNA. /FEA=mRNA 
/GEN=HSPC162 
/PROD=HSPC162 protein 
/DB XREF=gi:7661821 
/UG=Hs. 100002 HSPC162 protein 
/FL=gb:BC002481.1 
gb:AY026513.1 gb:AF161511.1 
gb:NM_014183.1 gb:AF165516.1 


NM_014183 




NP_808853 


217923_at 


0.02145 


gb:NM_01 2392.1 /DEF=Homo 

sapiens PEF protein with a long 

N-terminal hydrophobic domain 

(peflin) (PEF), mRNA. 

/FEA=mRNA /GEN=PEF 

/PROD=peflin 

/DB_XREF=gi:6912581 

/UG=Hs.241531 peflin 

/FL=gb:BC002773.1 

gb:AB01 8357.1 gb:AB026628.1 

gb:NM_01 2392.1 


NM_012392 




NP_036524 


217925_s_at 


0.022752 


gb:NM_022758.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22195 (FLJ22195), mRNA. 
/FEA=mRNA /GEN=FLJ22195 
/PROD=hypothetical protein 
FLJ22195 

/DB_XREF=gi: 12232426 
/UG=Hs.25999 hypothetical 
protein FLJ22195 
/FL=gb:NM 022758.1 


NM_022758 




NP_073595 



660 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217927_at 


3.26E-04 


gb:NM_014041.1 /DEF=Homo 
sapiens HSPC033 protein 
(HSPC033), mRNA. /FEA=mRNA 
/GEN=HSPC033 
/PROD=HSPC033 protein 
/DB_XREF=gi:7661745 
/UG=Hs.11125 HSPC033 protein 
/FL=gb:BC000884.1 
gb:AF092138.1 gb:NM_014041.1 


NM_014041 




NP_054760 


217928_s_at 


0.041055 


gb:NM_01 8312.2 /DEF=Homo 
sapiens chromosome 11 open 
reading frame 23 (C110RF23), 
mRNA. /FEA=mRNA 
/GEN=C110RF23 
/PROD=sporulation-induced 
transcript 4-associatedprotein 
/DB_XREF=gi: 13489082 
/UG=Hs.180817 chromosome 11 
open reading frame 23 
/FL=gb:AF264779.1 
gb:NM_018312.2 


NM_018312 




NP_060782 


217930_s_at 


0.009689 


gb:NM_019009.1 /DEF=Homo 
sapiens TOLLIP protein 
(LOC54472), mRNA. /FEA=mRNA 
/GEN=LOC54472 /PROD=TOLLIP 
protein /DB XREF=ar9506854 
/UG=Hs.25413 TOLLIP protein 
/FL=gb:AL136835.1 
gb:BC004420.1 gb:NM_019009.1 


NM_019009 




NP_061882 


217936 at 


0.003171 


Rho GTPase activating protein 5 


AW044631 


Hs.267831 




217938_s_at 


0.00228 


gb:NM_020122.1 /DEF=Homo 
sapiens potassium channel 
modulatory factor 
(DKFZP434L1021), mRNA. 
/FEA=mRNA 
/GEN=DKFZP434L1021 
/PROD=potassium channel 
modulatory factor 
/DB_XREF=gi: 100471 27 
/UG=Hs.5392 potassium channel 
modulatory factor 
/FL=gb:NM 020122.1 
gb:BC000178.2 


NM_020122 




NP_064507 



661 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein j 

Accession 

No. 


217939_s_at 


7.58E-04 


gb:NM_01 7657.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20080 (FLJ20080), mRNA. 
/FEA=mRNA /GEN=FLJ20080 
/PROD=hypothetical protein 
FLJ20080 /DB_XREF=gi:8923087 
/UG=Hs.7942 hypothetical protein 
FLJ20080 /FL=gb:NM_017657.1 


NM_0 17657 




NP_060127 


217941_s_at 


0.00228 


gb:NM_01 8695.1 /DEF=Homo 
sapiens erbb2-interacting protein 
ERBIN (LOC55914), mRNA. 
/FEA=mRNA /GEN=LOC55914 
/PROD=prbb2-intpractinn nrotpin 
ERBIN /DB_XREF=gi:8923908 
/UG=Hs.8117 erbb2-interacting 
protein ERBIN 
/FL=gb:AF263744.1 
gb:NM_01 8695.1 


NM_0 18695 




NP_061165 


217949_s_at 


5.03E-04 


gb:NM_024006.1 /DEF=Homo 
sapiens hypothetical protein 
IMAGE3455200 (IMAGE3455200), 
mRNA. /FEA=mRNA 
/GEN=IMAGE3455200 
/PROD=hypothetical protein 
IMAGE3455200 
/DB XREF=aM3124769 
/UG=Hs 324844 hvDothetical 

/FL=gb:BC002911.1 
gb:NM_024006.1 


NM_024006 




NP_076869 


217951 s at 


5.03E-04 


PHD finger protein 3 


AW1 89430 


Hs.78893 


NP 055968 


217952 x at 


0.016934 


PHD finger protein 3 


AW1 89430 


Hs.78893 


NP 055968 


217954 s at 


0.026891 


gb:NM_015153.1 /DEF=Homo 
sapiens KIAA0244 protein 
(KIAA0244), mRNA. /FEA=mRNA 
/GEN=KIAA0244 
/PROD=KIAA0244 protein 
/DB XREF=gi:7662017 
/UG=Hs.78893 KIAA0244 protein 
/FL=gb:AF091622.1 
gb:NM_015153.1 


NM_015153 




NP 055968 



662 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217955_at 


1.26E-04 


gb:NM_015367.1 /DEF=Homo 
sapiens MIL1 protein (MIL1), 
nuclear gene encoding 
mitochondrial protein, mRNA. 
/FEA=mRNA /GEN=MIL1 
/PROD=MIL1 protein 
/DB_XREF=gi:7662505 
/UG=Hs. 10267 MIL1 protein 
/FL=gb:AF325209.1 
gb:AF146568.1 gb:NM 015367.1 


NM_015367 




NP_056182 


217958_at 


0.026891 


gb:NM_016146.1 /DEF=Homo 
sapiens PTD009 protein 
(PTD009), mRNA. /FEA=mRNA 
/GEN=PTD009 /PROD=PTD009 
protein /DB_XREF=gi:7706666 
/UG=Hs.279901 PTD009 protein 
/FL=gb:AF151862.1 
gb:AF078862.1 gb:AF1 61 520.1 
gb:NM_016146.1 


NM_016146 




NP_057230 


217959_s_at 


0.004341 


gb:NM_016146.1 /DEF=Homo 
sapiens PTD009 protein 
(PTD009), mRNA. /FEA=mRNA 
/GEN=PTD009 /PROD=PTD009 
protein /DB XREF=gi:7706666 
/UG=Hs.279901 PTD009 protein 
/FL=gb:AF1 51 862.1 
gb:AF078862.1 gb:AF1 61 520.1 
gb:NM_016146.1 


NM_016146 




NP_057230 


217962_at 


1.26E-04 


gb:NM_01 8648.1 /DEF=Homo 
sapiens nucleolar protein family 
A, member 3 (HACA small 
nucleolar RNPs) (NOLA3), 
mRNA. /FEA=mRNA 
/GEN=NOLA3 /PROD=nucleolar 
protein family A, member 3 
(HACAsmall nucleolar RNPs) 

/DB XREF=ai 8923Q41 
/UG=Hs.14317 nucleolar protein 
family A, member 3 (HACA 
small nucleolar RNPs) 
/FL=gb:AB043104.1 
gb:NM 018648.1 


NM_018648 




NP_061118 


217967_s_at 


0.033381 


gb:AF288391.1 /DEF=Homo 
sapiens C1orf24 mRNA, 
complete cds. /FEA=mRNA 
/PROD=C1orf24 
/DB_XREF=gi: 126201 91 
/UG=Hs.48778 niban protein 
/FL=gb:AB050477.1 
gb:NM 022083.1 gb:AF288391.1 


AF288391 




NP_443198 



663 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217969_at 


0.041055 


gb:NM_01 3265.2 /DEF=Homo 
sapiens chromosome 11 open 
reading frame2 (C110RF2), 
mRNA. /FEA=mRNA 
/GEN=C110RF2 
/PROD=chromosome 11 open 
readina frame2 
/DB_XREF=gi:8393008 
AJG=Hs.5258 chromosome 11 
open reading frame2 
/FL=gb:AF024631.2 
gb:NM_01 3265.2 


NM_013265 




NP_008917 


217970_s_at 


0.002313 


gb:NM_01 5455.1 /DEF=Homo 
sapiens KIAA1194 protein 
(KIAA1194} mRNA /FEA=mRNA 
/GEN=KIAA1194 

/PROD=DKFZP564G1964 protein 
/DB_XREF=gi:7661613 
/UG=Hs.5801 KIAA1194 protein 
/FL=gb:NM_015455.1 


NM_015455 




NP_056270 


217971_at 


1.26E-04 


gb:NM_021 970.1 /DEF=Homo 
sapiens MEK partner 1 (MP1), 
mRNA. /FEA=mRNA /GEN=MP1 
/PROD=MEK Dartner 1 < 
/DB_XREF=gi: 11 496276 
/UG=Hs.6361 MEK partner 1 
/FL=gb:AF1 301 15.1 
gb:NM_021 970.1 gb:AF201947.1 


NM_021970 




NP_068805 


217972_at 


0.02145 


gb:NM_017812.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20420 (FLJ20420), mRNA. 
/FEA=mRNA /GFN=FI 190490 
/PROD=hypothetical protein 
FLJ20420 /DB_XREF=gi:8923389 
/UG=Hs.6693 hypothetical protein 
FLJ20420 /FL=gb:NM_017812.1 


NM_017812 




NP_060282 


217977_at 


0.00161 


gb:NM_016332.1 /DEF=Homo 
sapiens selenoprotein X, 1 
(SEPX1), mRNA. /FEA=mRNA 
/GEN=SEPX1 
/PROD=selenoprotein X, 1 
/DB_XREF=gi:7706510 
/UG=Hs.279623 selenoprotein X, 
1 /FL=gb:AF1 87272.1 
gb:BC003127.1 gb:AF166124.1 
gb:NM 016332.1 


NM_016332 




NP_057416 



664 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217978_s_at 


7.58E-04 


gb:NM_01 7582.1 /DEF=Homo 
sapiens NICE-5 protein 
(HSA243666). mRNA. 
/FEA=mRNA /GEN=HSA243666 
/PR0D=NICE-5 protein 
/DB_XREF=gi:8923743 
/UG=Hs.284233 NICE-5 protein 
/FL=gb:AF1 16721.1 
gb:NM_01 7582.1 


NM_017582 




NP_060052 


217980_s_at 


0.005852 


gb:NM_01 7840.1 /DEF=Homo ] 
sapiens hypothetical protein 
FLJ20484 (FLJ20484), mRNA. 
/FEA=mRNA /GEN=FLJ20484 
/PROD=hypothetical protein 
FLJ20484 /DB XREF=ar8923447 
/UG=Hs.5080 hypothetical protein 
FLJ20484 /FL=gb:AF275806.1 
gb:BC001040.1 gb:NM_017840.1 
gb:AF1 83428.1 


NM_017840 




NPJD60310 


217981_s_at 


0.004341 


gb:NM_012192.1 /DEF=Homo 
sapiens fracture callus 1 (rat) 
homolog (FXC1), mRNA. <± 
/FEA=mRNA /GEN=FXC1 
/PROD=fracture callus 1 (rat) 

homoloa /DB XREF=ar691?'3R1 
/UG=Hs.54943 fracture callus 1 
(rat) homolog /FL=gb:AF1 501 05.1 
gb:AF152355.1 gb:NM_012192.1 
gb:AF183415.1 


NM_012192 




NP_036324 


217983_s_at 


0.007779 


gb:NM_003730.2 /DEF=Homo 
sapiens ribonuclease 6 precursor 
(RNASE6PL), mRNA. 
/FEA=mRNA /GEN=RNASE6PL 
/PROD=ribonuclease 6 precursor 
/DB_XREF=gi:5231227 
/UG=Hs.8297 ribonuclease 6 
precursor /FL=gb:BC001660.1 
gb:BC001819.1 gb:U85625.2 
gb:NM 003730.2 


NM_003730 




NP_003721 



665 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217986_s_at 


2.05E-04 


gb:NM_0 13448.1 /DEF=Homo 
sapiens bromodomain adjacent to 
zinc finger domain, 1A (BAZ1A), 
mRNA. /FEA=mRNA 
/GEN=BAZ1A 

/PROD=bromodomain adjacent to 
zinc finapr domain 1A 

Lll 1 Ks Ml IUUI UVl 1 lull 1) 1/1 

/DB_XREF=gi:7304918 
/UG=Hs.8858 bromodomain 
adjacent to zinc finger domain, 
1A /FL=gb:AB032252.1 
gb:NM_013448.1 


NM_013448 




NP_038476 


217989_at 


0.010205 


gb:NM_016245.1 /DEF=Homo 
sapiens retinal short-chain 
dehydrogenasereductase retSDR2 
(LOC51170), mRNA. /FEA=mRNA 
/GEN=LOC51170 /PROD=retinal 
short-chain 

dehvdroaenasereductaseretSDR2 
/DB_XREF=gi:7705904 
/UG=Hs.12150 retinal short-chain 
dehydrogenasereductase retSDR2 
/FL=gb:AF1 26780.1 
gb:NMJ)16245.1 


NM_016245 




NP_057329 


217990_at 


7.58E-04 


gb:NM_016576.1 /DEF=Homo 
sapiens GMPR2 for guanosine 
monophosphate reductase isolog 
(LOC51292), mRNA. /FEA=mRNA 
/GEN=LOC51292 /PROD=GMPR2 
for guanosine monophosphate 
reductaseisolog 
/DB XREF=ar7706108 

/ L-/ LJ XXI \ 1 — i y 1 . f 1 \J\J I \J \J 

/UG=Hs.234546 GMPR2 for 
guanosine monophosphate 
reductase isolog 
/FL=gb:AB032903.1 
gb:NM_016576.1 gb:AF135159.1 


NM_016576 




NP_057660 


217995_at 


1.26E-04 


gb:NM_021 199.1 /DEF=Homo 
sapiens CGI-44 protein; sulfide 
dehydrogenase like (yeast) (CGI- 
44), mRNA. /FEA=mRNA 
/GEN=CGI-44 /PROD=CGI-44 
protein; sulfide dehydrogenase 
like(yeast) 

/DB_XREF=gi:10864010 
/UG=Hs,8185 CGI-44 protein; 
sulfide dehydrogenase like 
(yeast) /FL=gb:NM_021 199.1 
gb:AF1 51 802.1 gb:AF1 18085.1 


NM_021199 




NP_067022 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218004_at 


0.016934 


gb:NM_0 18045.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 10276 (FLJ 10276), mRNA. 
/FEA=mRNA /GEN=FLJ10276 
/PROD=hypothetical protein 
FLJ 10276 /DB_XREF=gi:8922323 
/UG=Hs.6937 hypothetical protein 
FLJ10276 /FL=gb:NM_018045.1 


NM_018045 




NP_060515 


218006_s_at 


0.001618 


gb:NM_006963.1 /DEF=Homo 
sapiens zinc finger protein 22 
(KOX 15) (ZNF22), mRNA. 
/FEA=mRNA /GEN=ZNF22 
/PROD=zinc finger protein 22 
(KOX 15) /DB_XREF=gi:5902159 
/UG=Hs. 108642 zinc finger 
protein 22 (KOX 15) 
/FL=gb:NM_006963.1 


NM_006963 




NP_008894 


218008_at 


7.58E-04 


gb:NM_01 7994.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 10099 (FLJ 10099), mRNA. 
/FEA=mRNA /GEN=FLJ10099 
/PROD=hypothetical protein 
FLJ 10099 /DB_XREF=gi:8922228 
/UG=Hs.278619 hypothetical 
protein FLJ 10099 
/FL=gb:NM_01 7994.1 


NM_017994 




NP_060464 


21801 1_at 


1.26E-04 


gb:NM_024292.1 /DEF=Homo 
sapiens ubiquitin-like 5 (UBL5), 
mRNA. /FEA=mRNA /GEN=UBL5 
/PROD=ubiquitin-like 5 
/DB_XREF=gi: 13236509 
/UG=Hs. 109701 ubiquitin-like 5 
/FL=gb:AF313915.1 
gb:NM_024292.1 


NM_024292 




NP_077268 


218013_x_at 


0.034221 


gb:NM_016221.1 /DEF=Homo 
sapiens dynactin p62 subunit 
(LOC51164), mRNA. /FEA=mRNA 
/GEN=LOC51164 /PROD=dynactin 
p62 subunit 
/DB_XREF=gi:7705892 
/UG=Hs. 180952 dynactin 4 (p62) 
/FL=gb:AF195120.1 
gb:NM_016221.1 


NM_016221 




NP_057305 



667 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218017_s_at 


0.026891 


gb:NM_025070.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22242 (FLJ22242), mRNA. 
/FEA=mRNA /GEN=FLJ22242 
/PROD=hvDothetical orotein 
FLJ22242 

/DB_XREF=gi:13376612 
/UG=Hs.288057 hypothetical 
protein FLJ22242 
/FL=gb:NM_025070.1 


NM_025070 




NP_079346 


218018_at 


0.021448 


Consensus includes 
gb:AW449022 /FEA=EST 
/DB_XREF=gi:6989798 
/DB_XREF=est:UI-H-BI3-ake-f-11-0 
Ul s1 /CLONE=IMAGE 2734220 
/UG=Hs.4746 hypothetical protein 
FLJ21324 /FL=gb:NM_021941.1 
gb:BC003651.1 


NM_021941 




NP_068760 


218019_s_at 


0.013223 


gb:NM_021 941.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21324 (FLJ21324), mRNA. 
/FEA=mRNA /GEN=FLJ21324 
/PROD=hypothetical protein 
FLJ21324 

/DB_XREF=gi: 11 345479 
/UG=Hs.4746 hypothetical protein 
FLJ21324 /FL=gb:NM_021941.1 
gb:BC003651.1 


NM_021941 




NP_068760 


218023_s_at 


5.03E-04 


gb:NM_016605.1 /DEF=Homo 
sapiens putative nuclear protein 
(LOC51307), mRNA. /FEA=mRNA 
/GEN=LOC51307 /PROD=putative 
nuclear protein 
/DB_XREF=gi:7706138 
/UG=Hs. 102469 putative nuclear 
protein /FL=gb:AF251 040.1 
gb:NM 016605.1 


NM_016605 




NP_057689 



668 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218030_at 


1.26E-04 


gb:NM_01 4030.1 /DEF=Homo 
sapiens G protein-coupled 
receptor kinase-interactor 1 
(GIT1), mRNA. /FEA=mRNA 
/GEN=GIT1 /PROD=G protein- 
coupled receptor kinase-interactor 
1 /DB XREF=ai'7661711 
/UG=Hs.318339 G protein- 
coupled receptor kinase-interactor 
1 /FL=gb:AF1 24490.1 
gb:NM_014030.1 


NM_014030 




NP_054749 


218032_at 


0.007779 


gb:AF070673.1 /DEF=Homo 
sapiens stannin mRNA, complete 
cds. /FEA=mRNA /PROD=stannin 
/DB XREF=ai - 3978241 
/UG=Hs.76691 stannin 
/FL=gb:AF030196.1 
gb:AF070673.1 gb:NM 003498.1 
gb:AL161976.1 


AF070673 




NP_003489 


218034_at 


0.005852 


gb:NM_016068.1 /DEF=Homo 
sapiens CGI-135 protein 
(LOC51024), mRNA. /FEA=mRNA 
/GEN=LOC51024 /PROD=CGI- 
135 protein 
/DB_XREF=gi:7705631 
/UG=Hs.84344 CGI-135 protein 
/FL=gb:BC003540.1 
gb:AF151893.1 gb:NM 016068.1 


NM_016068 




NP_057152 


218037_at 


0.00161 


gb:NM_024293.1 /DEF=Homo 
sapiens hypothetical protein 
MGC3035 (MGC3035), mRNA. 
/FEA=mRNA /GEN=MGC3035 
/PROD=hypothetical protein 
MGC3035 

/DB_XREF=gi: 13236511 
/UG=Hs.22412 hypothetical 
protein MGC3035 
/FL=gb:AL136758.1 
gb:BC002420.1 gb:NM 024293.1 


NM_024293 




NP_077269 



669 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218039_at 


0.00161 


gb:NM_016359.1 /DEF=Homo 
sapiens clone HQ0310 
PRO0310p1 (LOC51203), mRNA. 
/FEA=mRNA /GEN=LOC51203 
/PROD=clone HQ0310 
PRO0310d1 
/DB_XREF=gi:7705950 
/UG=Hs.279905 clone HQ0310 
PRO0310p1 /FL=gb:AF305711.1 
gb:BC001308.1 gb:AF290612.1 
gb:AF090915.1 gb:NM 016359.1 


NM_016359 




NP_060924 


218041_x_at 


1.26E-04 


gb:NM_01 8573.1 /DEF=Homo 
sapiens hypothetical protein 
PRO1068 (PRO1068), mRNA. 
/FEA=mRNA /GEN=PRO1068 
/PROD=hvnothptiral nrotpin 

l\\/L/ 1 1 y UU LI ICllval UlwlCIII 

PRO1068 /DB_XREF=gi:8924006 
/UG=Hs.321158 hypothetical 
protein PRO1068 
/FL=gb:AF1 16620.1 
gb:NM_018573.1 


NM_018573 






218043_s_at 


0.00228 


gb:NM_022461.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21939 similar to 5-azacytidine 
induced gene 2 (FLJ21939), 
mRNA. /FEA=mRNA 
/GEN=FLJ21939 
/PROD=hypothetical protein 
FLJ21939 similar to5-azacytidine 

inHiiPpd fipn** 0 

ii iuuocu yc i ic £- 

/DB_XREF=gi:1 1968002 
/UG=Hs. 164478 hypothetical 
protein FLJ21939 similar to 5- 
azacytidine induced gene 2 
/FL=gb:NM_022461.1 


NM_022461 




NP_071906 


218047_at 


5.03E-04 


gb:NM_024586.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12492 (FLJ12492), mRNA. 
/FEA=mRNA /GEN=FLJ12492 
/PROD=hypothetical protein 
FLJ 12492 

/DB_XREF=gi: 13375771 
/UG=Hs.21938 hypothetical 
protein FLJ12492 
/FL=gb:NM 024586.1 


NM_024586 




NP_683707 



670 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218049_s_at 


0.02141 


gb:NM_0 14078.1 /DEF=Homo 
sapiens L13 protein (L13), 
mRNA. /FEA=mRNA /GEN=L13 
/PROD=L13 protein 
/DB_XREF=gi:7662495 
/UG=Hs.43946 L13 protein 
/FL=gb:AF1 1221 4.1 
gb:NM 014078.1 


NM_014078 




NP_054797 


218057_x_at 


0.003171 


gb:NM_006067.1 /DEF=Homo 
sapiens neighbor of COX4 
(NOC4) mRNA /FEA=mRNA 
/GEN=NOC4 /PROD=neighbor of 
COX4 /DB XREF=gi:51 74614 
/UG=Hs.173162 neighbor of 
COX4 /FL=gb:BC001472.1 
gb:AF005888.1 gb:NM_006067.1 


NM_006067 




NP_006058 


218066_at 


0.016934 


gb:NM_006598.1 /DEF=Homo 
sapiens solute earner family 12 
(potassiumchloride transporters), 
member 7 (SLC12A7), mRNA. 
/FEA=mRNA /GEN=SLC12A7 
/PROD=solute carrier family 12 
(potassiumchloridetransporters), 
member 7 /DB_XREF=gi:5730042 
/UG=Hs 172613 solute carrier 
family 12 (potassiumchloride 
transporters), member 7 
/FL=gb:AF1 05365.1 
gb:NM_006598.1 


NM_006598 




NP_006589 


218068_s_at 


0.026891 


gb:NM_024836.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22301 (FLJ22301), mRNA. 
/FEA=mRNA /GEN=FLJ22301 
/PROD=hvDnthetical nrotein 
FLJ22301 

/DB_XREF=gi: 1 3376246 
/UG=Hs. 181406 hypothetical 
protein FLJ22301 
/FL=gb:NM 024836.1 


NM_024836 




NP_079112 


218071_s_at 


7.58E-04 


gb:NM_014160.2 /DEF=Homo 
sapiens HSPC070 protein 
(HSPC070), mRNA. /FEA=mRNA 
/GEN=HSPC070 
/PROD=HSPC070 protein 
/DB_XREF=gi:8850222 
/UG=Hs.279474 HSPC070 protein 
/FL=gb:AF302084.1 
gb:AF161555.2 gb:NM 014160.2 


NM_014160 




NP_054879 



671 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein i 

Access ion 
No. 


218077_s_at 


0.00476 


601063935F1 NIH_MGC_10 Homo 
sapiens cDNA clone 
IMAGE:3450249 5', mRNA 
sequence. 


BE542551 






218078_s_at 


1.26E-04 


gb:NM_016598.1 /DEF=Homo 
sapiens DHHC1 protein 
(LOC51304), mRNA. /FEA=mRNA 
/GEN=LOC51304 /PROD=DHHC1 
protein /DB_XREF=gi:7706132 
/UG=Hs.14896 DHHC1 protein 
/FL=gb:AF247703.1 
gb:NM_016598.1 


NM_016598 




NP_057682 


218080_x_at 


0.034317 

I ■ 


gb:NM_007051.1 /DEF=Homo 
sapiens Fas (TNFRSF6) 
associated factor 1 (FAF1), 
mRNA. /FEA=mRNA /GEN=FAF1 
/PROD=Fas (TNFRSF6) 
associated factor 1 
/DB_XREF=gi:5901 947 
/UG=Hs.25821 Fas (TNFRSF6) 
associated factor 1 
/FL=gb:BC004970.1 
gb:AF1 32938.1 gb:AF1 06798.1 
gb:NM_007051.1 


NM_007051 




NP_572051 


218085_at 


0.00161 


gb:NM_01 5961.1 /DEF=Homo 
sapiens CGI-34 protein 
(LOC51612), mRNA. /FEA=mRNA 
/GEN=LOC51612 /PROD=CGI-34 
protein /DB XREF=ai'7706273 

fcX ■ VX K\* III 9 fc^ XXI \ L« 1 1 • 9 9 W \-f --— f XX 

/UG=Hs.36237 CGI-34 protein 
/FL=gb:AF275810.1 
gb:AF132968.1 gb:NM_015961.1 


NM_015961 






218091 at 


1.26E-04 


HIV-1 Rev binding protein 


AI989512 


Hs. 171 545 


NP 004495 


218092_s_at 


1.26E-04 


gb:NM_004504.2 /DEF=Homo 
sapiens HIV-1 Rev binding 
protein (HRB), mRNA 
/FEA=mRNA /GEN=HRB 
/PROD=HIV-1 Rev binding 
protein /DB_XREF=gi:7262381 
/UG=Hs.171545 HIV-1 Rev 
binding protein 
/Fl=gb:-NM_004504.2 


NM_004504 




NP_004495 



672 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218093_s_at 


7.58E-04 


gb:NM_01 7664.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20093 (FLJ20093), mRNA. 
/FEA=mRNA /GEN=FLJ20093 
/PROD=hypothetical protein 
FLJ20093 /DB_XREF=gi:8923103 
/UG=Hs. 172572 hypothetical 
protein FLJ20093 , 
/FL=gb:NM_017664.1 


NM_0 17664 




NP_060134 


218095_s_at 


0.010205 


gb:NM_01 8475.1 /DEF=Homo 
sapiens uncharacterized 
hypothalamus protein HTMP 
(LOC55858), mRNA. /FEA=mRNA 
/GEN=LOC55858 
/PROD=uncharacterized 
hypothalamus protein HTMP 
/DB_XREF=gi:8923860 
/UG=Hs,236510 uncharacterized 
hypothalamus protein HTMP 
/FL=gb:BC003545.1 
gb:AF220188.1 gb:NM 018475.1 
gb:AF1 83409.1 


NM^0 18475 




NP_060945 


218097_s_at 


0.003171 


gb:NM_024040.1 /DEF=Homo 
sapiens hypothetical protein 
MGC2491 (MGC2491), mRNA. 
/FEA=mRNA /GEN=MGC2491 
/PROD=hypothetical protein 
MGC2491 

/DB_XREF=gi: 131 28995 
/UG=Hs.11270 hypothetical 
protein MGC2491 
/FL=gb:BC000262.1 
gb:NM 024040.1 


NM_024040 




NP_076945 


218099_at 


0.041973 


gb:NM_01 8469.1 /DEF=Homo 
sapiens uncharacterized 
hypothalamus protein HT008 
(HT008), mRNA. /FEA=mRNA 
/GEN=HT008 
/PROD=uncharacterized 
hypothalamus protein HT008 
/DB_XREF=gi:8923803 
/UG=Hs. 16206 uncharacterized 
hypothalamus protein HT008 
/FL=gb:AF220182.1 
gb:NMJD1 8469.1 


NM_018469 




NP_060939 



673 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218101_s_at 


3.26E-04 


gb:NM_004549.1 /DEF=Homo 
sapiens NADH dehydrogenase 
(ubiquinone) 1, subcomplex 
unknown, 2 (14.5kD, B14.5b) 
(NDUFC2), mRNA. /FEA=mRNA 
/GEN=NDUFC2 /PROD=NADH 
dehydrogenase (ubiquinone) .1, 
subcomplexunknown, 2 (14.5kD, 
B14.5b) /DB_XREF=gi:4758783 
/UG=Hs 193313 NADH 
dehydrogenase (ubiquinone) 1, 
subcomplex unknown, 2 (14.5kD, 
B14.5b) /FL=gb:AF087659.1 
gb:AF070652.1 gb:NM_004549.1 


NM_004549 




NP_004540 


218102_at 


0.00161 


gb:NM_01 5954.1 /DEF=Homo 
sapiens CGI-26 protein 
(LOC51071), mRNA. /FEA=mRNA 
/GEN=LOC51071 /PROD=CGI-26 
protein /DB XREF=gi:7705717 
/UG=Hs.24332 CGI-26 protein. 
/FL=gb:AF 132960.1 
gb:NM_01 5954.1 


NM_015954 




NP_057038 


218107_at 


2.05E-04 


gb:NM_025160.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21016 (FLJ21016), mRNA. 
/FEA=mRNA /GEN=FLJ21016 
/PROD=hvoothetical Drotein 
FLJ21016 

/DB_XREF=gi: 13376760 
/UG=Hs.289069 hypothetical 
protein FLJ21016 
/FL=gb:NM 025160.1 


NM_025160 




NP_079436 


218108_at 


2.05E-04 


gb:NM_018108.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 10483 (FLJ 10483), mRNA. 
/FEA=mRNA /GEN=FLJ 10483 
/PROD=hypothetical protein 
FLJ10483 /DB_XREF=gi:8922451 
/UG=Hs.6877 hypothetical protein 
FLJ10483 /FL=gb:NM_018108.1 


NM_018108 




NP_786924 



674 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218109_s_at 


1.26E-04 


gb:NM_022736.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ14153 (FLJ14153), mRNA. 
/FEA=mRNA /GEN=FLJ14153 
/PROD=hypothetical protein 
FLJ14153 

/DB_XREF=gi: 12232392 
/UG=Hs.7503 hypothetical protein 
FLJ14153 /FL=gb:NM_022736.1 
gb:AB014732.1 


NM_022736 




NP_073573 


218111_s_at 


0.002313 


gb:NM_01 8686.1 /DEF=Homo 
sapiens CMP-N-acetylneuraminic 
acid synthase (LOC55907), 
mRNA. /FEA=mRNA 
/GEN=LOC55907 /PROD=CMP-N- 
3cetylneuraminic acid synthase 
/DB XREF=gi:8923899 
/UG=Hs. 12492 CMP-N- 
acetylneuraminic acid synthase 
/FL=gb:AF271388.1 
gb:NM_01 8686.1 


NM_018686 




NP_061156 


218113_at 


5.03E-04 


gb:NM_013390.1 /DEF=Homo 
sapiens transmembrane protein 2 
(TMEM2), mRNA. /FEA=mRNA 
/GEN=TMEM2 

/PROD=transmembrane protein 2 
/DB_XREF=gi:7019554 
/UG=Hs.160417 transmembrane 
protein 2 /FL=gb:AF1 37030.1 
gb:NM 013390.1 


NM_013390 




NP_037522 


218116_at 


0.026891 


gb:NM_016520.1 /DEF=Homo 
sapiens hepatocellular carcinoma- 
associated antigen 59 
(LOC51759), mRNA. /FEA=mRNA 
/GEN=LOC51759 
/PROD=hepatocellular carcinoma- 
associated antigen 59 
/DB_XREF=gi:7706556 
/UG=Hs.278429 hepatocellular 
carcinoma-associated antigen 59 
/FL=gb:AF1 51054.1 
gb:AF218421.1 gb:NM_016482.1 
gb:NM_016520.1 


NM_016520 




NP_057604 



675 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218117_at 


0.00228 


gb:NM_014248.1 /DEF=Homo 
sapiens ring-box 1 (RBX1), 
mRNA. /FEA=mRNA /GEN=RBX1 
/PROD=ring-box 1 
/DB_XREF=gi:7657507 
/UG=Hs.279919 ring-box 1 
/FL=gb:BC001466.1 
gb:AF140598.1 gb:AF142059.1 
gb:NM_014248.1 


NMJD14248 




NP_055063 


218118_s_at 


0.010061 


gb:NM_006327.1 /DEF=Homo 
sapiens translocase of inner 
mitochondrial membrane 23 
(yeast) homolog (TIM23), mRNA. 
/FEA=mRNA /GEN=TIM23 
/PROD=translocase of inner 
mitochondrial membrane 
23(yeast) homolog 
/DB_XREF=gi:5454121 
/UG=Hs.283684 translocase of 
inner mitochondrial membrane 23 
(yeast) homolog 
/FL=gb:AF030162.1 
gb:NM_006327.1 


NM_006327 




NP_006318 


218119_at 


0.033381 


gb:NM_006327.1 /DEF=Homo 
sapiens translocase of inner 
mitochondrial membrane 23 
(yeast) homolog (TIM23), mRNA. 
/FEA=mRNA /GEN=TIM23 
/PROD=translocase of inner 
mitochondrial membrane 
23(yeast) homolog 
/DB_XREF=gi:5454121 
/UG=Hs 283684 translocase of 
inner mitochondrial membrane 23 
(yeast) homolog 
/FL=gb:AF030162.1 
gb:NM_006327.1 


NM_006327 




NP_006318 


218122_s_at 


0.013088 


gb:NM_021627.1 /DEF=Homo 
sapiens sentrin-specific protease 
(SENP2), mRNA. /FEA=mRNA 
/GEN=SENP2 /PROD=sentrin- 
specific protease 
/DB_XREF=gi: 11055993 
/UG=Hs.3355 sentrin-specific 
protease /FL=gb:AF1 51697.2 
gb:NM 021627.1 


NM_021627 




NP_067640 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218124_at 


7.58E-04 


gb:NM_017750.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20296 (FLJ20296), mRNA. 
/FEA=mRNA /GEN=FLJ202Q6 
/PROD=hypothetical protein 
FLJ20296 /DB_XREF=gi:8923274 
/UG=Hs.6603 hypothetical protein 
FLJ20296 /FL=gb:NMJ)17750.1 


NM_017750 




NP_060220 


218129_s_at 


0.001078 


gb:NM_006166.2 /DEF=Homo 
sapiens nuclear transcription 
factor Y, beta (NFYB), mRNA. 
/FEA=mRNA /GEN=NFYB 
/PROD=nuclear transcription 
factor Y, beta 
/DR XRFF=ai H4QfiQ7R 

/UG=Hs.84928 nuclear 
transcription factor Y, beta 
/FL=gb:NM_006166.2 
gb:BC005316.1 gb:BC005317.1 
gb:L06145.1 


NM_006166 




NP_006157 


218130_at 


1.26E-04 


gb:NM_024510.1 /DEF=Homo 
sapiens hypothetical protein 
MGC4368 (MGC4368), mRNA. ' 
/FEA=mRNA /GEN=MGC4368 
/PROD=hypothetical protein 

/DB_XREF=gi: 13375647 
/UG=Hs.9732 hypothetical protein 
MGC4368 /FL=gb:BC003595.1 
gb:BC004171.1 gb:NM_024510.1 


NM_024510 




NP_078786 


218131_s_at 


0.004341 


gb:NM_01 7660.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20085 (FLJ20085), mRNA. 
/FEA=mRNA /GEN=FLJ20085 
/PROD=hypothetical protein 
FLJ20085 /DB_XREF=gi:8923093 
/UG=Hs.1 18964 hypothetical 
protein FLJ20085 
/FL=gb:NM_01 7660.1 


NM_017660 




NP_060130 



677 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218134_s_at 


0.010205 


gb:NM_01 8047.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10290 (FLJ10290), mRNA. 
/FEA=mRNA /GEN=FLJ10290 
/PROD=hvDothetical Drotein 
FLJ10290 /DB_XREF=gi:8922327 
/UG=Hs.25516 hypothetical 
protein FLJ 10290 
/FL=gb:AL1 36933.1 
gb:BC003402.1 gb:NM_01 8047.1 


NM_018047 




NP_060517 


218135_at 


0.00228 


gb:NM_01 6570.1 /DEF=Homo 
sapiens CDA14 (LOC51290), 
mRNA. /FEA=mRNA 
/GEN=LOC51290 /PR0D=CDA14 
/DB XREF=ai 7706104 
/UG=Hs.26813 CDA14 
/FL=gb:BC000887.1 
gb:AF216751.1 gb:NM 016570.1 
gb:AF183410.1 


NM_0 16570 




NP_057654 


218137_s_at 


5.03E-04 


gb:NM_021 940.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ13159 (FLJ13159), mRNA. 
/FEA=mRNA /GEN=FLJ13159 
/PROD=hvnnthpticial nrotpin 
FLJ 131 59 

/DB_XREF=gi:1 1345477 
/UG=Hs.4273 hypothetical protein 
FLJ13159 /FL=gb:NM_021 940.1 


NM_021940 




NP_068759 


218138_at 


0.005852 


gb:NM_01 8848.1 /DEF=Homo 
sapiens McKusick-Kaufman 
syndrome (MKKS), mRNA. 
/FEA=mRNA /GEN=MKKS 
/PROD=McKusick-Kaufman 
syndrome protein 
/DB XREF=gi:9055271 
/UG=Hs.46743 McKusick-Kaufman 
syndrome /FL=gb:AF275813.1 
gb:AF221992.1 gb:AF221993.1 
gb:NM 018848.1 


NM_018848 




NP_740754 



678 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218139_s_at 


0.010205 


gb:NM_01 8229.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10813 (FLJ10813), mRNA. I 
/FEA=mRNA /GEN=FLJ10813 
/PROD=hvnothetical orotein 
FLJ10813 /DB_XREF=gi:8922687 
/UG=Hs. 106210 hypothetical 
protein FLJ10813 
/FL=gb:AL1 36685.1 
gb:NM_01 8229.1 


NM_0 18229 




NP_060699 


218142_s_at 


0.00161 


gb:NM_01 6302.1 /DEF=Homo 
sapiens protein x 0001 
(LOC51185), mRNA. /FEA=mRNA 
/GEN=LOC51185 /PROD=Drotein 
x 0001 /DB_XREF=gi: 10047097 
/UG=Hs. 18925 protein x 0001 
/FL=gb:NM_01 6302.1 
gb:AF1 17230.1 


NM_016302 




NP_057386 


218157_x_at 


0.00161 


gb:NM_020239.2 /DEF=Homo 
sapiens small protein effector 1 
of Cdc42 (SPEC1), mRNA. 
/FEA=mRNA /GEN=SPEC1 
/PROD=small protein effector 1 

of Cdc42 /DB XRFFsaMPQfi'ilfiQ 
/UG=Hs.22065 small protein 
effector 1 of Cdc42 
/FL=gb:AF1 87845.2 
gb:NM_020239.2 


NM_020239 




NP_064624 


218158_s_at 


0.036254 


gb:NM_01 2096.1 /DEF=Homo 
sapiens adaptor protein 
containing pH domain, PTB 
domain and leucine zipper motif 
(APPL), mRNA. /FEA=mRNA 
/GEN=APPL /PROD=adaptor 
protein containing pH domain, 
PTB domainand leucine zipper 
motif /DB_XREF=gi:6912241 
AJG=Hs.27413 adaptor protein 
containing pH domain, PTB 
domain and leucine zipper motif 
/FL=gb:AF169797.1 
gb:NM_01 2096.1 


NM_012096 




NP_036228 



679 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218159_at 


0.007258 


gb:NM_023935.1 /DEF=Homo 
sapiens hypothetical protein 
MGC2592 (MGC2592), mRNA. 
/FEA=mRNA /GEN=MGC2592 
/PROD=hypothetical protein 
MGC2592 

/DB_XREF=gi: 13027601 
/UG=Hs.28393 hypothetical 
protein MGC2592 
/FL=gb:BC000643.1 
gb:NM_023935.1 


NM_023935 




NP_076424 


218163_at 


2.05E-04 


gb:NM_014060.1 /DEF=Homo 
sapiens MCT-1 protein (MCT-1), 

mRNA /FFA=mRNA /f5FN=MCT- 
1 /PROD=MCT-1 protein 
/DB_XREF=gi:7662501 
/UG=Hs. 102696 MCT-1 protein 
/FL=gb:BC001013.1 
gb:AB034206.1 gb:NM 014060.1 


NM_014060 




NP_054779 


218167_at 


0.033381 


gb:NM_016627.1 /DEF=Homo 
sapiens hypothetical protein 
(LOC51321), mRNA. /FEA=mRNA 
/GEN=LOC51321 
/PROD=hypothetical protein 
/DB_XREF=gi:7706167 
/UG=Hs.268122 hypothetical 
protein /FL=gb:AF208856.1 
gb:NM_01 6627.1 


NM_016627 




NP_057711 


218168_s_at 


0.007779 


gb:NM_020247.1 /DEF=Homo 
sapiens hypothetical protein, 
clone 

Telethon(ltaly_B41 )_Strait02270 F 
L142 (LOC56997), mRNA. 
/FEA=mRNA /GEN=LOC56997 
/PROD=hypothetical protein, 
cloneTelethon(ltaly B41) Strait022 
70_FL142 /DB_XREF=gi:9910387 
/UG=Hs.273186 hypothetical 
protein, clone 

Telethon(ltaly B41) Strait02270 F 
L142 /FL=gb:BC005171.1 
gb:NM_020247.1 


NM_020247 




NP_064632 



680 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218171_at 


2.05E-04 


gb:AF1 95514.1 /DEF=Homo 
sapiens VPS4-2 ATPase (VPS42) 
mRNA, complete cds. 
/FEA=mRNA /GEN=VPS42 
/PROD=VPS4-2 ATPase 
/DB XREF=ar 11225484 
/UG=Hs.126550 suppressor of K+ 
transport defect 1 
/FL=gb:AF1 9551 4.1 
gb:AF038960.1 gb:NM_004869.1 


AF195514 




NP_004860 


218177 at 


0.016934 


CHMP1 .5 protein 


AA293502 


Hs.380932 


NP 065145 


218178_s_at. 


0.02145 


gb:NM_020412.1 /DEF=Homo 
sapiens CHMP1.5 protein 
(CHMP1.5), mRNA. /FEA=mRNA 
/GEN=CHMP1 5 
/PROD=CHMP1.5 protein 
/DB_XREF=gi:9966900 
/UG=Hs.42733 CHMP1.5 protein 
/FL=gb:AF281064.1 
gb:NM_020412.1 


NM_020412 




NP_065145 


218179_s_at 


0.02145 


gb:NM_021942.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12716 (FLJ12716), mRNA. 
/FEA=mRNA /GEN=FLJ12716 
/PROD=hypothetical protein 
FLJ12716 

/DB_XREF=gi:1 1345481 
/UG=Hs.5354 hypothetical protein 
FLJ12716 /FL=gb:NM 021942.1 
gb:AL1 36752.1 


NM_021942 




NP_068761 


218181_s_at 


1.26E-04 


gb:NM_017792.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20373 (FLJ20373), mRNA. 
/FEA=mRNA /GEN=FLJ20373 
/PROD=hypothetical protein 
FLJ20373 /DB_XREF=gi:8923351 
/UG=Hs.6631 hypothetical protein 
FLJ20373 /FL=gb:NM_017792.1 


NM_017792 




NP_060262 


218185_s_at 


0.013223 


gb:NM_018120.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10511 (FLJ10511), mRNA. 
/FEA=mRNA /GEN=FLJ10511 
/PROD=hypothetical protein 
FLJ 10511 /DB_XREF=gi:8922478 
/UG=Hs. 106768 hypothetical 
protein FLJ10511 
/FL=gb:NM_018120.1 


NM_018120 




NP_060590 



681 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein . i 
Accession 
No. I 


218187_s_at 


0.02145 


gb:NM_023080.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20989 (FLJ20989), mRNA. 
/FEA=mRNA /GEN=FLJ20989 
/PROD=hvDothetical Drotein 
FLJ20989 

/DB_XREF=gi:12751496 
/UG=Hs.169615 hypothetical 
protein FLJ20989 
/FL=gb:NM 023080.1 


NM_023080 




NP_075568 


218189_s_at 


3.26E-04 


gb:NM_018946.2 /DEF=Homo 
sapiens N-acetylneuraminic acid 
phosphate synthase; sialic acid 
synthase (SAS), mRNA. 
/FEA=mRNA /GEN=SAS 
/PROD=N-acetylneuraminic acid 
phosphate synthase 
/DB XREF=aM 2056472 
/UG=Hs.274424 N- 
acetylneuraminic acid phosphate 
synthase; sialic acid synthase 
/FL=gb:NM_01 8946.2 
gb:BC000008.1 gb:AF257466.1 


NM_018946 




NP_061819 


218191_s_at 


0.003171 


gb:NM_01 8368.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11240 (FLJ11240), mRNA. 
/FEA=mRNA /GEN=FLJ11240 
/PROD^hvnothptiral nrotpin 
FLJ11240 /DB_XREF=gi:8922955 
/UG=Hs.301308 hypothetical 
protein FLJ11240 
/FL=gb:AF1 13224.1 
gb:AF21 1480.1 gb:NM 018368.1 


NM_018368 




NP_060838 


218195_at 


1.26E-04 


gb:NM_024573.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12910 (FLJ12910), mRNA. 
/FEA=mRNA /GEN=FLJ12910 
/PROD=hypothetical protein 
FLJ 12910 

/DB_XREF=gi: 13375745 
/UG=Hs.15929 hypothetical 
protein FLJ12910 
/FL=gb:NM_024573.1 


NM_024573 




NP_078849 



682 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218196_at 


3.26E-04 


gb:NM_014028.1 /DEF=Homo 
sapiens HSPC019 protein 
(HSPC019), mRNA. /FEA=mRNA 
/GEN=HSPC019 

(VL.li 1 I % V>/w 1 V 

/PROD=HSPC019 protein 

/DB_XREF=gi:7661737 

/UG=Hs. 163724 HSPC019 protein 

/FL=gb:AF077205.1 

gb:NM_014028.1 


NM_014028 




NP_054747 


218202_x_at 


0.00161 


gb:NM_022915.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12701 (FLJ12701), mRNA. 
/FEA=mRNA /GEN=FLJ12701 
/PROD=hvnnthptiral nrotpin 
FLJ12701 

/DB_XREF=gi: 12597660 
/UG=Hs.203559 hypothetical 
protein FLJ12701 
/FL=gb:NM_022915.1 


NM_022915 




NP_075066 


218208_at 


3.26E-04 


gb:NM_025078.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22378 (FLJ22378), mRNA. 
/FEA=mRNA /GEN=FLJ22378 
/PROD=hvDothetical orotpin 
FLJ22378 

/DB_XREF=gi: 1 3376629 
/UG=Hs.288284 hypothetical 
protein FLJ22378 
/FL=gb:NM_025078.1 


NM_025078 




NP_079354 


218209_s_at 


3.26E-04 


gb:NM_018170.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10656 (FLJ10656), mRNA. 
/FEA=mRNA /GEN=FLJ 10656 
/PROD=hypothetical protein 
FLJ 10656 /DB_XREF=gi:8922574 
/UG=Hs.300906 hypothetical 
protein FLJ 10656 
/FL=gb:NM_018170.1 


NM_018170 




NP_060640 



683 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218213_s_at 


0.00161 


gb:NM_01 4206.1 /DEF=Homo 
sapiens chromosome 11 open 
reading frame 10 (C11orf10), 
mRNA. /FEA=mRNA 
/GEN=C11orf10 
/PROD=chromosome 11 open 
reading frame 10 
/DB XREF=ai'7656933 
/UG=Hs.90918 chromosome 11 
open reading frame 10 
/FL=gb:BC002750.1 
gb:AF070661.1 gb:AF086763.1 
gb:NM 014206.1 


NM_0 14206 




NP_055021 


218217_at 


1.26E-04 


gb:NM_021626.1 /DEF=Homo 
sapiens serine carboxypeptidase 
1 precursor protein (HSCP1), 
mRNA. /FEA=mRNA 
/GEN=HSCP1 /PROD=serine 
carboxypeptidase 1 precursor 
protein /DB XREF=gi: 11 055991 
/UG=Hs. 106747 serine 
carboxypeptidase 1 precursor 
protein /FL=gb:AF282618.1 
gb:NM_02 1626.1 gb:AF113214.1 
gb:AF265441.1 


NM_021626 




NP_067639 


218218_at 


1.26E-04 


gb:NM_018171.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10659 (FLJ10659), mRNA. 
/FEA=mRNA /GEN=FLJ10659 

/ 1 * ' \ 1 III XI ^ t \ § \m/ L. 1 ^ 1 L.V 1 W V</ v/ 

/PROD=hvDothetical Drotein 
FLJ 10659 /DB_XREF=gi:8922576 
/UG=Hs. 107882 hypothetical 
protein FLJ 10659 
/FL=gb:NM_018171.1 


NM_018171 




NP_060641 


218221 at 


1.26E-04 


ESTs 


AL042842 


Hs.166172 


NP 848514 


218223_s_at 


0.001116 


gb:NM_01 6274.1 /DEF=Homo 
sapiens CK2 interacting protein 
1; HQ0024C protein (LOC51177), 
mRNA. /FEA=mRNA 
/GEN=LOC51177 /PROD=CK2 
interacting protein 1; HQ0024c 
protein /DB_XREF=gi:7705918 
/UG=Hs. 173380 CK2 interacting 
protein 1; HQ0024c protein 
/FL=gb:AF291 105.1 
gb:AF073836.1 gb:NM 016274.1 
gb:AF168676.1 


NM_016274 




NP_057358 



684 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218226_s_at 


0.010205 


gb:NM_004547.2 /DEF=Homo 
sapiens NADH dehydrogenase 
(ubiquinone) 1 beta subcomplex, 
4 (15kD, B15) (NDUFB4), 
mRNA. /FEA=mRNA 
/GEN=NDUFB4 /PROD=NADH 
dehydrogenase (ubiquinone) 1 
betasubcomplex, 4 (15kD, B15) 
/DB XREF=ar6041668 
/UG=Hs.227750 NADH 
dehydrogenase (ubiquinone) 1 
beta subcomplex, 4 (15kD, B15) 
/FL=gb:BC000855.1 
gb:AF044957.1 gb:NM_004547.2 


NM_004547 




NP_004538 


218228_s_at 


0.005852 


gb:NM_025235.1 /DEF=Homo 
sapiens tankyrase 2 (TNKL), 
mRNA. /FEA=mRNA /GEN=TNKL 
/PROD=tankyrase 2 
/DB_XREF=gi: 13376841 
/UG=Hs.280776 tankyrase 2 
/FL=gb:AF264912.1 
gb:AF329696.1 gb:NM_025235.1 
gb:AF342982.1 


NM_025235 




NP_079511 


218237_s_at 


0.001116 


gb:NM_030674.1 /DEF=Homo 
sapiens amino acid transporter 
system A1 (ATA1), mRNA. 
/FEA=mRNA /GEN=ATA1 
/PROD=amino acid transporter 
svstem A1 

/DB_XREF=gi: 13492978 
/UG=Hs. 18272 amino acid 
transporter system A1 
/FL=gb:AF271 070.1 
gb:NM_030674.1 


NM_030674 




NP_1 09599 


218243_at 


5.03E-04 


gb:NM_025158.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22251 (FLJ22251), mRNA. 
/FEA=mRNA /GEN=FLJ22251 
/PROD=hypothetical protein 
FLJ22251 

/DB_XREF=gi: 13376756 
/UG=Hs.289064 hypothetical 
protein FLJ22251 
/FL=gb:NM_025158.1 


NM_025158 




NP_079434 



685 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218249_at 


0.033381 


gb:NM_022494.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21952 (FLJ21952), mRNA. 
/FEA=mRNA /GEN=FLJ21952 
/PROD=hvDOthetical Drotein 
FLJ21952 

/DB_XREF=gi: 11 968052 
/UG=Hs.22353 hypothetical 
protein FLJ21952 
/FL=gb:NM 022494.1 


NM_022494 




NP_071939 


218250_s_at 


0.004341 


gb:NM_01 3354.2 /DEF=Homo 
sapiens CCR4-NOT transcription 
complex, subunit 7 (CNOT7), 
mRNA. /FEA=mRNA 
/GEN=CNOT7 /PROD=CCR4-NOT 
transcription complex, subunit 7 
/DB XREF=aM0518495 
/UG=Hs.226318 CCR4-NOT 
transcription complex, subunit 7 
/FL=gb:NM_013354.2 gb:L46722.1 


NM_013354 




NP_473367 


218251_at 


2.05E-04 


gb:NM_021242.1 /DEF=Homo 
sapiens hypothetical protein 
STRAIT11499 (STRAIT11499), 
mRNA. /FEA=mRNA 
/GEN=STRAIT11499 
/PROD=h\/nnthptif % al nrntpin 
STRAIT11499 
/DB_XREF=gi: 10864050 
/UG=Hs.236556 hypothetical 
protein STRAIT11499 
/FL=gb:NM_021242.1 


NM_021242 




NP_067065 


218252_at 


3.26E-04 


gb:NM_01 8204.1 /DEF=Homo 
sapiens cytoskeleton associated 
protein 2 (CKAP2), mRNA. 
/FEA=mRNA /GEN=CKAP2 
/PROD=cytoskeleton associated 
protein 2 /DB_XREF=gi:8922641 
/UG=Hs.24641 cytoskeleton 
associated protein 2 
/FL=gb:AL1 36848.1 
gb:NM_01 8204.1 


NM_018204 




NP_060674 



686 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218253_s_at 


0.028893 


gb:NM_006893.1 /DEF=Homo 
sapiens ligatin (LGTN), mRNA. 
/FEA=mRNA /GEN=LGTN 
/PROD=ligatin 
/DB_XREF=gi:11386190 
/UG=Hs.274151 ligatin 
/FL=gb:NM_006893.1 
gb:AF220417.2 


NM_006893 




NP_008824 


218254_s_at 


2.05E-04 


gb:NM_016103.1 /DEF=Homo 
sapiens GTP-binding protein Sara 
(LOC51128), mRNA. /FEA=mRNA 
/GEN=LOC51128 /PROD=GTP- 
binding protein Sara 
/DB_XREF=gi:7705826 
/UG=Hs.279582 GTP-binding 
protein Sara /FL=gb:AF092130.1 
gb:NM_016103.1 


NM_016103 




NP_057187 


218255_s_at 


0.041055 


gb:NM_022452.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11618 (FLJ11618), mRNA. 
/FEA=mRNA /GEN=FLJ11618 
/PROD=hvDothetical Drotein 
FLJ11618 

/DB_XREF=gi: 11967986 
/UG=Hs.77735 hypothetical 
protein FLJ11618 
/FL=gb:NM_022452.1 


NM_022452 




NP_071897 


218262_at 


7.58E-04 


gb:NM_022762.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22318 (FLJ22318), mRNA. 
/FEA=mRNA /GEN=FLJ22318 
/PROD=hvoothe*tiral nrntpin 
FLJ22318 

/DB_XREF=gi: 12232432 
/UG=Hs.22753 hypothetical 
protein FLJ22318 
/FL=gb:NM 022762.1 


NM_022762 




NP_073599 


218268_at 


0.013223 


gb:NM_022771.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12085 (FLJ12085), mRNA. 
/FEA=mRNA /GEN=FLJ12085 
/PROD=hypothetical protein 
FLJ 12085 

/DB_XREF=gi: 12232450 
/UG=Hs.48827 hypothetical 
protein FLJ12085 
/FL=gb:NM 022771.1 


NM_022771 




NP_073608 



687 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218271_s_at 


3.26E-04 


gb:NM_018622.1 /DEF=Homo 
sapiens presenilins associated 
rhomboid-like protein (PRO2207), 
mRNA. /FEA=mRNA 
/GEN=PRO2207 
/PROD=presenilins associated 
rhomboid-like Drotein 
/DB_XREF=gi:8924133 
/UG=Hs. 13094 presenilins 
associated rhomboid-like protein 
/FL=gb:AF1 97937.1 
gb:AF116692.1 gb:NM 018622.1 


NM_0 18622 




NP_061092 


218273_s_at 


7.58E-04 


gb:NM_0 18444.1 /DEF=Homo 
sapiens pyruvate dehydrogenase 
phosphatase (PDP), mRNA. 
/FEA=mRNA /GEN=PDP 
/PROD= pyruvate dehydrogenase 
phosphatase 
/DB_XREF=gi:8923959 
/UG=Hs.22265 pyruvate 
dehydrogenase phosphatase 
/FL=gb:AF1 55661.1 
gb:NM_018444.1 


NM_018444 




NP_060914 


218277_s_at 


0.010205 


gb:NM_024612.1 /DEF=Hdmo 
sapiens hypothetical protein 
FLJ22060 (FLJ22060), mRNA. 
/FEA=mRNA /GEN=FLJ22060 
/PROD=hvDothptiral Drotein 
FLJ22060 

/DB_XREF=gi: 13375824 
/UG=Hs.29403 hypothetical 
protein FLJ22060 
/FL=gb:NM_024612.1 


NM_024612 




NP_078888 


218280_x_at 


5.03E-04 


gb:NM_003516.1 /DEF=Homo 
sapiens H2A histone family, 
member 0 (H2AFO), mRNA. 
/FEA=mRNA /GEN=H2AFO 
/PROD=H2A histone family, 
member O 

/DB_XREF=gi:4504250 
/UG=Hs.795 H2A histone family, 
member 0 /FL=gb:BC001629.1 
gb:L19779.1 gb:NM_003516.1 


NM_003516 




NP_003507 



688 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218286_s_at 


0.003171 


gb:NM_014245.1 /DEF=Homo 
sapiens ring finger protein 7 
(RNF7), mRNA. /FEA=mRNA 
/GEN=RNF7 /PROD=ring finger 
protein 7 /DB_XREF=gi:7657521 
/UG=Hs.14084 ring finger protein 
7 /FL=gb:AF092878.1 
gb:AF164679.1 gb:NM 014245.1 


NM_014245 




NP_055060 


218291_at 


7.58E-04 


gb:NM_014017.1 /DEF=Homo 
sapiens HSPC003 protein 
(HSPC003), mRNA. /FEA=mRNA 
/GEN=HSPC003 
/PROD=HSPC003 protein 
/DB_XREF=gi:7661727 
/UG=Hs.25635 HSPC003 protein 
/FL=gb:AF070659.1 
gb:NM_014017.1 


NM_014017 




NP_054736 


218301_at 


0.010205 


gb:NM_01 8226.1 /DEF=Homo 
sapiens arginyl aminopeptidase 
(aminopeptidase B)-like 1 
(RNPEPL1), mRNA. /FEA=mRNA 
/GEN=RNPEPL1 /PROD=arginyl 
aminopeptidase (aminopeptidase 
BVIikel /DB XREF=ai 8922680 W 
/UG=Hs.5345 arginyl 
aminopeptidase (aminopeptidase 
B)-like 1 /FL=gb:AF300795.1 
gb:NM_01 8226.1 


NM_018226 




NP_060696 


218303_x_at 


1.26E-04 


gb:NM_016618.1 /DEF=Homo 
sapiens hypothetical protein 
(LOC51315), mRNA. /FEA=mRNA 
/GEN=LOC51315 
/PROD=hypothetical protein 
/DB_XREF=gi:7706155 
/UG=Hs.5721 hypothetical protein 
/FL=gb:AF208845.1 
gb:AF217520.1 gb:NM 016618.1 


NM_016618 




NP_057702 


218304_s_at 


1.26E-04 


gb:NM_022776.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ13164 (FLJ13164), mRNA. 
/FEA=mRNA /GEN=FLJ13164 
/PROD=hypothetical protein 
FLJ13164 

/DB_XREF=gi: 12232460. 
/UG=Hs.61260 hypothetical 
protein FLJ13164 
/FL=gb:NM 022776.1 


NM_022776 




NP_073613 



689 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218306_s_at 


0.013223 


gb:NM_003922.1 /DEF=Homo 
sapiens hect (homologous to the 
E6-AP (UBE3A) carboxyl 
terminus) domain and RCC1 
(CHCI)-like domain (RLD) 1 
(HERC1), mRNA. /FEA=mRNA 
/GEN=HERC1 /PROD=guanine 
nucleotide exchange factor p532 
/DB_XREF=gi:4557025 
/UG=Hs.76127 hect (homologous 
to the E6-AP (UBE3A) carboxvl 
terminus) domain and RCC1 
(CHCI)-like domain (RLD) 1 
/FL=gb:U50078.1 
gb:NM_003922.1 


NM_003922 




NP_003913 


218308_at 


0.02145 


gb:NMJX)6342.1 /DEF=Homo 
sapiens transforming, acidic 
coiled-coil containing protein 3 
(TACC3), mRNA. /FEA=mRNA 
/GEN=TACC3 

/PROD=transforming acidic coiled- 
coil containingprotein 3 
/DB_XREF=gi:5454101 
/UG=Hs.104019 transforming, 
acidic coiled-coil containing 
protein 3 /FL=gb:AF093543.1 
gb:NIVL006342.1 


NM_006342 




NP_006333 


218310_at 


2.05E-04 


gb:NM_014504.1 /DEF=Homo 
sapiens putative Rab5 GDPGTP 
exchange factor homologue 
(RABEX5), mRNA. /FEA=mRNA 
/GEN=RABEX5 /PROD=putative 
Rab5 GDPGTP exchange factor 
homologue /DB_XREF=gi:7657495 
/UG=Hs. 187660 putative Rab5 
GDPGTP exchange factor 
homologue /FL=gb:NM_01 4504.1 


NM_0 14504 




NP_055319 



690 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218313_s_at 


2.05E-04 


gb:NM_01 7423.1 /DEF=Homo 
sapiens UDP-N-acetyl-alpha-D- 
galactosamine: polypeptide N- 
acetylgalactosaminyltransferase 7 
(GalNAc-T7) (GALNT7), mRNA. 
/FEA=mRNA /GEN=GALNT7 
/PROD=polypeptide N- 
acetylgalactosaminyltransferase 7 
/DB_XREF=gi:8393408 
/UG=Hs.246315 UDP-N-acetyl- 
alpha-D-galactosamine:polypeptide 
N-acetylgalactosaminyltransferase 
7 (GalNAc-T7) 
/FL=gb:NM_01 7423.1 


NM_017423 




NP_059119 


218318_s_at 


0.04734 


gb:NM_01 6231.1 /DEF=Homo 
sapiens nemo-like kinase 
(LOC51701), mRNA. /FEA=mRNA 
/GEN=LOC51701 /PROD=nemo- 
like kinase /DB_XREF=gi:7706444 
/UG=Hs.3532 nemo-like kinase 
/FL=gb:AF180819.1 
gb:AF197898.1 gb:NM_016231.1 


NM_016231 




NP_057315 


218323_at 


0.001116 


gb:NM_01 8307.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11040 (FLJ11040), mRNA. 
/FEA=mRNA /GEN=FLJ11040 
/PROD=hypothetical protein 
FLJ11 040 /DB_XREF=gi:8922837 
/UG=Hs. 14202 hypothetical 
protein FLJ11040 
/FL=gb:NM 018307.1 


NM_018307 




NP_060777 


218332_at 


8.94E-04 


gb:NM_01 8476.1 /DEF=Homo 
sapiens uncharacterized 
hypothalamus protein HBEX2 
(HBEX2), mRNA. /FEA=mRNA 
/GEN=HBEX2 
/PROD=uncharacterized 
hypothalamus protein HBEX2 
/DB_XREF=gi:8923715 
/UG=Hs.283719 uncharacterized 
hypothalamus protein HBEX2 
/FL=gb:AF220189.1 
gb:NM_01 8476.1 gb:AF183416.1 
gb:AF237783.1 


NM_018476 




NP_060946 



691 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218333_at 


0.007779 


gb:NM_01 6041.1 /DEF=Homo 
sapiens CGI-101 protein 
(LOC51009), mRNA. /FEA=mRNA 
/GEN=LOC51009 /PROD=CGI- 
101 protein 

/DB_XREF=gi:7705603 
/UG=Hs.286131 CGI-101 protein 
/FL=gb:AF1 32289.1 
gb:AF151859.1 gb:NM_016041.1 
gb:AF242523.1 


NM_016041 




NP_057125 


218334_at 


0.00228 


gb:NM_025075.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ23445 (FLJ23445), mRNA. 
/FEA=mRNA /GEN=FLJ23445 
/PROD=hypothetical protein 
FLJ23445 

/DB_XREF=gi: 13376622 . 
/UG=Hs.288151 hypothetical 
protein FLJ23445 
/FL=gb:NMJ)25075.1 


NM_025075 




NP_079351 


218341_at 


0.004341 


gb:NM_024664.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11838 (FLJ11838), mRNA. 
/FEA=mRNA /GEN=FLJ11838 
/PROD=hvDOthetical Drotein 
FLJ11838 

/DB_XREF=gi:13375918 
/UG=Hs.72531 hypothetical 
protein FLJ 11838 
/FL=gb:NM 024664.1 


NM_024664 




NP_078940 


218343_s_at 


0.026891 


gb:NM_01 2086.1 /DEF=Homo 
sapiens general transcription 
factor IMC, polypeptide 3 (102kD) 
(GTF3C3), mRNA. /FEA=mRNA 
/GEN=GTF3C3 /PROD=general 
transcription factor IMC, 
polypeptide 3(102kD) 
/DB_XREF=gi:6912397 
/UG=Hs.90847 general 
transcription factor IIIC, 
polypeptide 3 (102kD) 
/FL=gb:AF1 33123.1 
gb:NM 012086.1 


NM_0 12086 




NP_036218 



692 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218344_s_at 


0.013223 


gb:NM_01 8254.1 /DEF=Homo | 
sapiens hypothetical protein 
FLJ10876 (FLJ10876), mRNA. 
/FEA=mRNA /GEN=FLJ 10876 
/PROD=hypothetical protein 
FLJ 10876 /DB_XREF=gi:8922732 
/UG=Hs.94042 hypothetical 
protein FLJ 10876 
/FL=gb:NM_018254.1 


NM_018254 




NP_060724 


218345_at 


0.02049 


gb:NM_018487.1 /DEF=Homo 
sapiens hepatocellular carcinoma- 
associated antigen 112 
(HCA112), mRNA. /FEA=mRNA 
/GEN=HCA112 

/PROD=hepatocellular carcinoma- 
associated antigen 112 
/DB_XREF=gi:8923717 
/UG=Hs.12126 hepatocellular 
carcinoma-associated antigen 112 
/FL=gb:AF258340.1 
gb:NM_01 8487.1 


NM_018487 




NP_060957 


218348_s_at 


2.05E-04 


gb:NM_014153.1 /DEF=Homo 

sapiens HSPC055 protein 

(HSPC055), mRNA. /FEA=mRNA 

/GEN=HSPC055 

/PROD=HSPC055 protein 

/DB_XREF=gi:7661761 

/UG=Hs. 179898 HSPC055 protein 

/FL=gb:AF161540.1 

gb:NM_014153.1 


NM_014153 




NP_054872 


218350_s_at 


0.002743 


gb:NM_01 5895.1 /DEF=Homo 
sapiens geminin (LOC51053), 
mRNA. /FEA=mRNA 
/GEN=LOC51053 /PROD=aeminin 
/DB_XREF=gi:7705681 
/UG=Hs.234896 geminin 
/FL=gb:AF067855.1 
gb:NM_015895.1 


NM_015895 




NP_056979 


218351_at 


0.026891 


gb:NM_01 7845.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20502 (FLJ20502), mRNA. 
/FEA=mRNA /GEN=FLJ20502 
/PROD=hypothetical protein 
FLJ20502 /DB_XREF=gi:8923457 
/UG=Hs.23956 hypothetical 
protein FLJ20502 
/FL=gb:AF182421.1 
gb:NM_01 7845.1 


NM_017845 




NP_060315 



693 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218352_at 


3.26E-04 


gb:NM_018191.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10716 (FLJ10716), mRNA. 
/FEA=mRNA /GEN=FLJ10716 
/PROD=hypothetical protein 
FLJ10716 /DB_XREF=gi:8922616 
/UG=Hs.24129 hypothetical 
protein FLJ 10716 
/FL=gb:NM_018191.1 


NM_018191 




NP_060661 


218354_at 


1.26E-04 


gb:NM_016209.1 /DEF=Homo 

sapiens unknown (LOC51693), 

mRNA. /FEA=mRNA 

/GEN=LOC51693 

/PROD=unknown 

/DB_XREF=gi:7706428 

/UG=Hs.27445 unknown 

/FL=gb:AF089106.1 

gb:AF161 524.1 gb:NM_0 16209.1 


NM_016209 




NP_057293 


218357_s_at 


2.05E-04 


gb:NM_012459.1 /DEF=Homo 
sapiens translocase of inner 
mitochondrial membrane 8 
(yeast) homolog B (TIMM8B), 
mRNA. /FEA=mRNA 
/GEN=TIMM8B 
/PROD=translocase of inner 
mitochondrial membrane 8(yeast) 
homolog B 

/DB_XREF=gi:691271 1 
/UG=Hs.279915 translocase of 
inner mitochondrial membrane 8 
(yeast) homolog B 
/FL=gb:AF1 50087.1 
gb:AF152350.1 gb:NM 012459.1 


NM_012459 




NP_036591 


218360_at 


1.26E-04 


gb:NM_020673.1 /DEF=Homo 
sapiens RAB22A, member RAS 
oncogene family (RAB22A), 
mRNA. /FEA=mRNA 
/GEN=RAB22A /PROD=RAB22A, 
member RAS oncogene family 
/DB XREF=gi:10190713 
/UG=Hs.288968 RAB22A, 
member RAS oncogene family 
/FL=gb:NM_020673.1 
gb:AF091 034.2 


NM_020673 




NP_065724 



694 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218364_at 


7.58E-04 


gb:NM_01 7724.1 /DEF=Homo 
sapiens leucine rich repeat (in 
FLU) interacting protein 2 
(LRRFIP2), mRNA. /FEA=mRNA 
/GEN=LRRFIP2 /PROD=leucine 
rich repeat (in FLU) 
interactingprotein 2 
/DB_XREF=gi:8923223 
/UG=Hs.57672 leucine rich repeat 
(in FLU) interacting protein 2 
/FL=gb:NM_01 7724.1 


NMJ317724 




NP_060194 


218375_at 


0.033533 


gb:NM_024047.1 /DEF=Homo 
sapiens hypothetical protein 
MGC3037 (MGC3037), mRNA. 
/FEA=mRNA /GEN=MGC3037 
/PROD=hypothetical protein 
MGC3037 

/DB_XREF=gi: 131 29009 
/UG=Hs.301789 hypothetical 
protein MGC3037 
/FL=gb:BC000542.1 
gb:NM_024047.1 


NM_024047 




NP_076952 


218376_s_at 


0.013223 


gb:NM_022765.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11937 (FLJ11937), mRNA. 
/FEA=mRNA /GEN=FLJ11937 
/PROD=hvDothetical Drotein 
FLJ 11937 

/DB_XREF=gi: 12232438 
/UG=Hs.33476 hypothetical 
protein FLJ 11 937 
/FL=gb:NM 022765.1 


NM_022765 




NP_073602 


218379_at 


0.007779 


gb:NM_01 6090.1 /DEF=Homo 
sapiens RNA binding motif 
protein 7 (RBM7), mRNA. 
/FEA=mRNA /GEN=RBM7 
/PROD=RNA binding motif 
protein 7 /DB_XREF=gi:9994184 
/UG=Hs.5887 RNA binding motif 
protein 7 /FL=gb:AF1 56098.1 
gb:NM 016090.1 


NM_016090 




NP_057174 



695 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218383_at 


0.001116 


gb:NM_017815.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20424 (FLJ20424), mRNA. 
/FEA=mRNA /GEN=FLJ20424 
/PROD=hypothetical protein 
FLJ20424 /DB_XREF=gi:8923395 
/UG=Hs.8886 hypothetical protein 
FLJ20424 /FL=gb:BC002554.1 
gb:BC001916.1 gb:NM_017815.1 


NM_017815 




NP_060285 


218394_at 


0.00161 


gb:NM_024589.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22386 (FLJ22386), mRNA. 
/FEA=mRNA /GEN=FLJ22386 
/PROD=hypothetical protein 
FLJ22386 

/DB_XREF=gi: 1 3375778 
/UG=Hs.22795 hypothetical 
protein FLJ22386 
/FL=gb:AL1 36675.1 
gb:NM 024589.1 


NM_024589 




NP_078865 


218399_s_at 


0.033793 


gb:NM_01 7955.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20764 (FLJ20764), mRNA. 
/FEA=mRNA /GEN=FLJ20764 
/PROD=hypothetical protein 
FLJ20764 /DB_XREF=gi:8923673 
/UG=Hs.34045 hypothetical 
protein FLJ20764 
/FL=gb:NM_017955.1 


NM_017955 




NP_663747 


218404_at 


0.001116 


gb:NM_01 3322.1 /DEF=Homo 
sapiens sorting nexin 10 
(SNX10} mRNA /FEA=mRNA 
/GEN=SNX10 /PROD=sorting 
nexin 10 /DB_XREF=gi:7019536 
/UG=Hs. 106260 sorting nexin 10 
/FL=gb:AF121 860.1 
gb:NM_013322.1 


NM_013322 




NP_037454 


218414_s_at 


5.03E-04 


gb:NM_01 7668.1 /DEF=Homo 
sapiens LIS1 -interacting protein 
NUDE1, rat homolog (FLJ20101), 
mRNA. /FEA=mRNA 
/GEN=FLJ20101 /PROD=LIS1- 
interacting protein NUDE1, rat 
homolog /DB_XREF=gi:8923109 
/UG=Hs.263925 LIS1-interacting 
protein NUDE1, rat homolog 
/FL=gb:BC001421.1 
gb:NM 017668.1 


NM_017668 




NP_060138 



696 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


21841 9_s_at 


0.02145 


gb:NM_024107.1 /DEF=Homo 
sapiens hypothetical protein 
MGC3123 (MGC3123), mRNA. 
/FEA=mRNA /GEN=MGC3123 
/PROD=hypothetical protein 
MGC3123 

/DB_XREF=gi:13129117 
/UG=Hs.288600 hypothetical 
protein MGC3123 
/FL=gb:BC001792.1 
gb:NM 024107.1 


NM_024107 




NP_803190 


218420_s_at 


0.037567 


gb:NM_025138.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12661 (FLJ12661), mRNA. 
/FEA=mRNA /GEN=FLJ12661 
/PROD=hypothetical protein 
FLJ 12661 i 
/DB_XREF=gi: 13376720 
/UG=Hs.318526 hypothetical | 
protein FLJ 12661 
/FL=gb:NM 025138.1 


NM_025138 




NP_733837 


218423_x_at 


1.26E-04 


gb:NM_016516.1 /DEF=Homo 
sapiens tumor antigen SLP-8p 
(HCC8), mRNA. /FEA=mRNA 
/GEN=HCC8 /PROD=tumor 
antigen SLP-8p 
/DB_XREF=gi:7705396 
/UG=Hs.48499 tumor antigen 
SLP-8p /FL=gb:AF102177.1 
gb:NM_016516.1 


NM_016516 




NP_057600 


218424_s_at 


0.008237 


gb:NM_018234.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10829 (FLJ10829), mRNA. 
/FEA=mRNA /GEN=FLJ10829 
/PROD=hypothetical protein 
FLJ10829 /DB_XREF=gi:8922696 
/UG=Hs. 57655 hypothetical 
protein FLJ 10829 
/FL=gb:NM_018234.1 


NM_018234 




NP_060704 


218426_s_at 


0.00161 


gb:NM_019011.1 /DEF=Homo 
sapiens TRIAD3 protein 
(TRIAD3), mRNA. /FEA=mRNA 
/GEN=TRIAD3 /PROD=TRIAD3 
protein /DB_XREF=gi:9507204 
/UG=Hs. 86228 TRIAD3 protein 
/FL=gb:BC000787.1 
gb:NM 019011.1 


NM_019011 




NP_061884 



697 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218431_at 


0.02145 


gb:NM_022067.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12707 (FLJ12707), mRNA. 
/FEA=mRNA /GEN=FLJ12707 
/PROD=hypothetical protein 
FLJ 12707 

/DB_XREF=gi: 11545778 
/UG=Hs.16157 hypothetical 
protein FLJ 12707 
/FL=gb:NM_022067.1 


NM_022067 




NP_071350 


218439_s_at 


0.003817 


gb:NM_016144.1 /DEF=Homo 
sapiens PTD002 protein 
(PTD002), mRNA. /FEA=mRNA 
/GEN=PTD002 /PROD=PTD002 
protein /DB_XREF=gi:7706662 
/UG=Hs.41767 PTD002 protein 
/FL=gb:BC005179.1 
gb:AF078857.1 gb:NM_01 6144.1 


NM_016144 




NP_057228 


218448_at 


0.010205 


gb:NM_017896.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20602 (FLJ20602), mRNA. 
/FEA=mRNA /GEN=FLJ20602 
/PROD=hypothetical protein 
FLJ20602 /DB_XREF=gi:8923556 
/UG=Hs. 103808 hypothetical 
protein FLJ20602 
/FL=gb:NM_01 7896.1 


NM_017896 




NP_060366 


218450_at 


0.004341 


gb:NM_01 5987.1 /DEF=Homo 
sapiens heme-binding protein 
(HEBP), mRNA. /FEA=mRNA 
/GEN=HEBP /PROD=heme- 
binding protein 
/DB_XREF=gi:7705404 
/UG=Hs.108675 heme-binding 
protein /FL=gb:AF1 17615.1 
gb:NM 015987.1 gb:AF167473.1 


NM_015987 




NP_057071 


218454_at 


1.26E-04 


gb:NM_024829.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22662 (FLJ22662), mRNA. 
/FEA=mRNA /GEN=FLJ22662 
/PROD=hypothetical protein 
FLJ22662 

/DB_XREF=gi:13376231 
/UG=Hs. 178470 hypothetical 
protein FLJ22662 
/FL=gb:NM 024829.1 


NM_024829 




NP_079105 



698 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218458_at 


1.26E-04 


gb:NM_022471.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ13057 similar to germ cell- 
less (FLJ13057), mRNA. 
/FEA=mRNA /GEN=FLJ13057 
/PROD=hypothetical protein 
FLJ 13057 similar to germcell-less 
/DB XREF=gi: 11968020 
/UG=Hs.243122 hypothetical 
protein FLJ 13057 similar to germ 
cell-less /FL=gb:NM_022471.1 


NM_022471 




NP_848526 


218465_at 


2.05E-04 


gb:NM_018126.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10525 (FLJ10525), mRNA. 
/FEA=mRNA /GEN=FLJ10525 
/PROD=hypothetical protein 
FLJ 10525 /DB_XREF=gi:8922490 
/UG=Hs.31082 hypothetical 
protein FLJ 10525 
/FL=gb:BC000948.1 
gb:NM_01 8126.1 


NM_018126 




NP_060596 


218471_s_at 


0.001886 

i 


gb:NM_024649.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ23590 (FLJ23590), mRNA. 
/FEA=mRNA /GEN=FLJ23590 
/PROD=hypothetical protein 
FLJ23590 

/DB_XREF=gi: 13375892 
/UG=Hs.54890 hypothetical 
protein FLJ23590 
/FL=gb:NM 024649.1 


NM_024649 




NP_078925 


218472_s_at 


5.03E-04 


gb:NM_01 5946.1 /DEF=Homo 
sapiens pelota (Drosophila) 
homolog (PELO), mRNA. 
/FEA=mRNA /GEN=PELO 
/PROD=CGI-17 protein 
/DB_XREF=gi:7705599 
/UG=Hs.5798 pelota (Drosophila) 
homolog /FL=gb:AF1 39828.1 
gb:AF1 32951.1 gb:NM_01 5946.1 


NM_015946 




NP_057030 


218482_at 


2.05E-04 


gb:NM_020189.1 /DEF=Homo 
sapiens DC6 protein (DC6), 
mRNA. /FEA=mRNA /GEN=DC6 
/PROD=DC6 protein 
/DB_XREF=gi:9910185 
/UG=Hs.283740 DC6 protein 
/FL=gb:AF201 940.1 
gb:AF173296.1 gb:NMJ)20189.1 


NM_020189 




NP_064574 



699 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218487_at 


2.05E-04 


gb:BC000977.1 /DEF=Homo 
sapiens, aminolevulinate, delta-, 
dehydratase, clone MGC.5057, 
mRNA, complete cds. 
/FEA=mRNA 

/PROD=aminolevulinate, delta-, 
dehydratase 

/DB_XREF=gi: 1265431 2 
/UG=Hs.1227 aminolevulinate, 
delta-, dehydratase 
/FL=gb:BC000977.1 gb:M1 3928.1 
gb:NM 000031.1 


BC000977 




NPJD00022 


218490_s_at 


0.022795 


gb:NM_01 8443.1 /DEF=Homo 
sapiens zinc finger protein 
ZNF140-like protein (LOC55828), 
mRNA. /FEA=mRNA 
/GEN=LOC55828 /PROD=zinc 
finger protein ZNF140-like protein 
/DB_XREF=gi:8923850 
/UG=Hs. 125287 zinc finger 
protein ZNF140-like protein 
/FL=gb:AF1 55656.1 
gb:NM_01 8443.1 


NM_018443 




NP_061145 


218492_s_at 


0.020793 


gb:NM_030573.1 /DEF=Homo 
sapiens hypothetical protein 
MGC10963 (MGC10963), mRNA. 
/FEA=mRNA /GEN=MGC10963 
/PROD=hypothetical protein 
MGC10963 

/DB_XREF=gi: 13386483 
/UG=Hs. 14927 hypothetical 
protein MGC 10963 
/FL=gb:BC004346.1 
gb:NM_030573.1 


NM_030573 




NP_085050 


218493_at 


0.025958 


gb:NM_024571.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22940 (FLJ22940), mRNA. 
/FEA=mRNA /GEN=FLJ22940 
/PROD=hypothetical protein 
FLJ22940 

/DB_XREF=gi:13443017 
/UG=Hs. 15277 hypothetical 
protein FLJ22940 
/FL=gb:BC001381.1 
gb:NM_024571.1 


NM_024571 




NP_078847 



700 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218498_s_at 


1.32E-04 


gb:NM_014584.1 /DEF=Homo 

sapiens ER01 (S. cerevisiae)-like 

(EROIL), mRNA. /FEA=mRNA 

/GEN=ER01L /PROD=ER01 (S. 

cerevisiae)-like 

/DB XREF=gi:7657068 

/UG=Hs.25740 EROI (S. 

cerevisiae)-like 

/FL=gb:AF081 886.1 

gb:NM_014584.1 


NM_014584 




NP_055399 


218499_at 


0.026891 


gb:NM_016542.1 /DEF=Homo 
sapiens serinethreonine protein 
kinase MASK (LOC51765), 
mRNA. /FEA=mRNA 
/GEN=LOC51765 
/PROD=serinethreonine protein 
kinase MASK 
/DB_XREF=gi:7706568 
/UG=Hs.23643 serinethreonine 
protein kinase MASK 
/FL=gb:AB040057.1 
gb.NM 016542.1 


NM_016542 




NP_057626 


218502_s_at 


0.005852 


gb:NM_014112.1 /DEF=Homo 
sapiens trichorhinophalangeal 
syndrome I gene (TRPS1), 
mRNA. /FEA=mRNA 
/GEN=TRPS1 

/PROD=trichorhinophalangeal 
svndrome I aene 
/DB XREF=gi:7657658 
/UG=Hs.26102 

trichorhinophalangeal syndrome I 

/FL=gb:AF183810.1 

gb:NM_014112.1 


NM_014112 




NP_054831 


218506_x_at 


2.05E-04 


gb:NM_018459.1 /DEF=Homo 
sapiens uncharacterized bone 
marrow protein BM045 (BM045), 
mRNA. /FEA=mRNA 
/GEN=BM045 

/PROD=uncharacterized bone 
marrow protein BM045 
/DB_XREF=gi:8922103 
/UG=Hs.8750 uncharacterized 
bone marrow protein BM045 
/FL=gb:AF217521.1 
gb:NM_01 8459.1 


NM_018459 




NP_060929 



701 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218508_at 


5.64E-04 


gb:NM_0 18403.1 /DEF=Homo 
sapiens transcription factor (SMIF 
gene) (HSA275986), mRNA. 
/FEA=mRNA /GEN=HSA275986 
/PROD=transcription factor (SMIF 
gene) /DB_XREF=gi:8923766 
/UG=Hs.71414 transcription factor 
(SMIF gene) 
/FL=gb:NM_018403.1 


NM_0 18403 




NP_060873 


218514_at 


3.26E-04 


gb:NM_018149.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10587 (FLJ10587), mRNA. 
/FEA=mRNA /GEN=FLJ 10587 
/PROD=hypothetical protein 
FLJ 10587 /DB_XREF=gi:8922539 
/UG=Hs.7296 hypothetical protein 
FLJ 10587 /FL=gb:NM_01 8149.1 


NM_018149 




NPJD60619 


218518_at 


0.016934 


gb:NM_016603.1 /DEF=Homo 
sapiens GAP-like protein 
(LOC51 306), • mRNA. /FEA=mRNA 
/GEN=LOC51306 /PROD=GAP- 
like protein 

/DB_XREF=gi:7706136 
/UG=Hs.82035 potential nuclear 
protein C50RF5; GAP-like 
protein /FL=gb:AF251 038.1 
gb:AF157316.1 gb:NM 016603.1 


NM_016603 




NP_057687 


218519_at 


0.005852 


gb:NM_01 7945.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20730 (FLJ20730), mRNA. 
/FEA=mRNA /GEN=FLJ20730 
/PROD=hypothetical protein 
FLJ20730 /DB_XREF=gi:8923656 
/UG=Hs.237480 hypothetical 
protein FLJ20730 
/FL=gb:BC005207.1 
gb:NM_01 7945.1 


NM_017945 




NP_060415 


218520_at 


0.005852 


gb:NM_01 3254.1 /DEF=Homo 
sapiens TANK-binding kinase 1 
(TBK1), mRNA /FEA=mRNA 
/GEN=TBK1 /PROD=TANK- 
binding kinase 1 
/DB_XREF=gi:7019546 
/UG=Hs.21712 TANK-binding 
kinase 1 /FL=gb:AF191838.1 
gb:NM_01 3254.1 gb:AF174536.1 


NM_013254 




NP_037386 



702 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218522_s_at 


0.001116 


gb:NM_018174.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10669 (FLJ10669), mRNA. 
/FEA=mRNA /GEN=FLJ10669 
/PROD=hypothetical protein 
FLJ10669 /DB_XREF=gi:8922582 
/UG=Hs.66048 hypothetical 
protein FLJ10669 
/FL=gb:NM_018174.1 


NM_018174 




NP_060644 


218526_s_at 


0.029453 


gb:NM_014185.1 /DEF=Homo 

sapiens HSPC165 protein 

(HSPC165), mRNA. /FEA=mRNA 

/GEN=HSPC165 

/PROD=HSPC165 protein 

/DB_XREF=gi:7661825 

/UG=Hs.13605^HSPC165 protein 

/FL=gb:AF161 514.1 

gb:AF1 51 070.1 gb:NM_014185.1 

gb:NM_01 6492.1 gb:AF168714.1 

gb:AF265206.1 


NM_014185 




NP_057576 


218528_s_at 


1.26E-04 


gb:NM_022781.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21343 (FLJ21343), mRNA. 
/FEA=mRNA /GEN=FLJ21343 
/PROD=hypothetical protein 
FLJ21343 

/DB_XREF=gi: 12232470 
/UG=Hs. 77823 hypothetical 
protein FLJ21343 
/FL=gb:AL1 3681 7.1 
gb:NM_022781.1 


NM_022781 




NP_073618 


218531_at 


0.013223 


gb:NM_025124.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21749 (FLJ21749), mRNA. 
/FEA=mRNA /GEN=FLJ21749 
/PROD=hypothetical protein 
FLJ21749 

/DB XREF=gi: 13376700 
/UG=Hs.288761 hypothetical 
protein FLJ21749 
/FL=gb:NM 025124.1 


NM_025124 




NP_079400 


218534_s_at 


7.58E-04 


gb:NM_018046.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10283 (FLJ10283), mRNA. 
/FEA=mRNA /GEN=FLJ10283 
/PROD=hypothetical protein 
FLJ10283 /DB_XREF=gi:8922325 
/UG=Hs.284216 hypothetical 
protein FLJ 10283 
/FL=gb:NM_01 8046.1 


NM_018046 




NP_060516 



703 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218539_at 


0.026891 


gb:NM_017943.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20725 (FLJ20725), mRNA. 
/FEA=mRNA /GEN=FLJ20725 
/PROD=hypothetical protein 
FLJ20725 /DB_XREF=gi:8923650 
/UG=Hs.15467 hypothetical 
protein FLJ20725 
/FL=gb:NM_01 7943.1 


NM_017943 




NP_060413 


218549_s_at 


1.26E-04 


gb:NM_01 6033.1 /DEF=Homo 
sapiens CGI-90 protein 
(LOC51115), mRNA. /FEA=mRNA 
/GEN=LOC51115 /PROD=CGI-90 
protein /DB XREF=gi:7705802 
/UG=Hs.44222 CGI-90 protein 
/FL=gb:AF151848.1 
gb:NM_01 6033.1 


NM_016033 




NP_057117 


218556_at 


1.26E-04 


gb:NM_014182.1 /DEF=Homo 
sapiens HSPC160 protein 
(HSPC160), mRNA. /FEA=mRNA 
/GEN=HSPC160 
/PROD=HSPC160 protein , 
/DB_XREF=gi:7661819 *= 
/UG=Hs.13144 HSPC160 protein 
/FL=gb:AF161509.1 
gb:NM_014182.1 


NM_014182 




NP_054901 


218563_at 


0.013223 


gb:NM_004542.1 /DEF=Homo 
sapiens NADH dehydrogenase 
(ubiquinone) 1 alpha subcomplex, 
3 (9kD, B9) (NDUFA3), mRNA. 
/FEA=mRNA /GEN=NDUFA3 
/PROD=NADH dehydrogenase 
(ubiquinone) 1 alphasubcomplex, 
3 (9kD. B9) 
/DB_XREF=gi:4758771 
/UG=Hs. 198269 NADH 
dehydrogenase (ubiquinone) 1 
alpha subcomplex, 3 (9kD, B9) 
/FL=gb:AF044955.1 
gb:AF070653.1 gb:NM 004542.1 


NM_004542 




NP_004533 


218572_at 


0.021435 


gb:NM_014169.1 /DEF=Homo 
sapiens HSPC134 protein 
(HSPC134), mRNA. /FEA=mRNA 
/GEN=HSPC134 
/PROD=HSPC134 protein 
/DB_XREF=gi:7661793 
/UG=Hs.279761 HSPC134 protein 
/FL=gb:AF21 2243.1 
gb:AF161483.1 gb:NM 014169.1 


NM_014169 




NP_054888 



704 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218578_at 


1.32E-04 


gb:NM_024529.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ23316 (FLJ23316), mRNA. 
/FEA=mRNA /GEN=FLJ23316 
/PROD=hypothetical protein 
FLJ23316 

/DB_XREF=gi: 13375677 
/UG=Hs.5722 hypothetical protein 
FLJ23316 /FL=gb:AF312865.1 
gb:NM_024529.1 


NM_024529 




NP_078805 


218580_x_at 


0.007779 


gb:NM_017900.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20608 (FLJ20608), mRNA. 
/FEA=mRNA /GEN=FLJ20608 
/PROD=hypothetical protein 
FLJ20608 /DB_XREF=gi:8923564 
/UG=Hs.76239 hypothetical 
protein FLJ20608 
/FL=gb:NM_017900.1 


NM_017900 




NP_060370 


218582_at 


2.05E-04 


gb:NM_01 7824.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20445 (FLJ20445), mRNA. 
/FEA=mRNA /GEN=FLJ20445 
/PROD=hypothetical protein 
FLJ20445 /DB_XREF=gi:8923414 
/UG=Hs. 10340 hypothetical 
protein FLJ20445 
/FL=gb:NM_01 7824.1 


NM_017824 




NP_060294 


218583_s_at 


2.05E-04 


gb:NM_020640.1 /DEF=Homo 
sapiens RP42 homolog (RP42), 
mRNA. /FEA=mRNA /GEN=RP42 
/PROD=RP42 homolog 
/DB_XREF=gi:10190677 
AJG=Hs.104613 RP42 homolog 
/FL=gb:NM 020640.1 
gb:AF292100.2 


NM_020640 




NP_065691 


218586_at 


0.010205 


gb:NM_01 8270.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10914 (FLJ10914), mRNA. 
/FEA=mRNA /GEN=FLJ10914 
/PROD=hypothetical protein 
FLJ10914 /DB_XREF=gi:8922763 
/UG=Hs. 143954 hypothetical 
protein FLJ10914 
/FL=gb:NM 018270.1 


NM_018270 




NP_060740 



705 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218588_s_at 


0.00161 


gb:NM_01 8691.1 /DEF=Homo 
sapiens chromosome 5 open 
reading frame 3 (C50RF3), 
mRNA. /FEA=mRNA 
/GEN=C50RF3 
/PROD=hypothetical protein 
/DB_XREF=gi:8922068 ! 
/UG=Hs.166551 chromosome 5 
open reading frame 3 
/FL=gb:NM 018691.1 


NM_018691 




NP_061161 


218597_s_at 


0.001477 


gb:NM_018464.1 /DEF=Homo 
sapiens uncharacterized 
hematopoietic stemprogenitor 
cells protein MDS029 (MDS029), 
mRNA. /FEA=mRNA 
/GEN=MDS029 
/PROD=uncharacterized 
hematopoietic stemprogenitorcells 
protein MDS029 
/DB_XREF=gi:8923929 
/UG=Hs.43549 uncharacterized 
hematopoietic stemprogenitor 
cells protein MDS029 
/FL=gb:AF220049.1 
gb:NM_01 8464.1 


NM_018464 




NP_060934 


218603_at 


0.001116 


gb:NM_016217.1 /DEF=Homo 
sapiens hHDC for homolog of 
Drosophila headcase 
(LOC51696), mRNA. /FEA=mRNA 
/GEN=LOC51696 /PROD=hHDC 
for homolog of Drosophila 
headcase /DB_XREF=gi:7706434 
/UG=Hs.6679 hHDC for homolog 
of Drosophila headcase 
/FL=gb:AB033492.1 
gb:NM_016217.1 


NM_016217 




NP_057301 


218606_at 


1.26E-04 


gb:NM_01 7740.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20279 (FLJ20279), mRNA. 
/FEA=mRNA /GEN=FLJ20279 
/PROD=hypothetical protein 
FLJ20279 /DB_XREF=gi:8923254 
/UG=Hs.9725 hypothetical protein 
FLJ20279 /FL=gb:NM_01 7740.1 


NM_017740 




NP_060210 



706 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218616_at 


2.05E-04 


gb:NM_020395.1 /DEF=Homo 
sapiens hypothetical nuclear 
factor SBBI22 (LOC57117), 
mRNA. /FEA=mRNA 
/GEN=LOC57117 
/PROD=hypothetical nuclear 
factor SBBI22 
/DB_XREF=gi:9966872 
/UG=Hs.26323 hypothetical 
nuclear factor SBBI22 
/FL=gb:AF242524.1 
gb:NM_020395.1 


NM_020395 




NP_065128 


218617_at 


0.035611 


gb:NM_017646.1 /DEF=Homo 
sapiens tRNA 
isopentenylpyrophosphate 
transferase (IPT), mRNA. 
/FEA=mRNA /GEN=IPT 
/PROD=tRNA 
isopentenylpyrophosphate 
transferase 

/DB_XREF=gi:8923064 
/UG=Hs.288036 tRNA 
isopentenylpyrophosphate 
transferase /FL=gb:NM 017646.1 


NM_017646 




NP_060116 


218625_at 


0.002864 


gb:NM_016588.1 /DEF=Homo 
sapiens neuritin (LOC51299), 
mRNA. /FEA=mRNA 
/GEN=LOC51299 /PROD=neuritin 
/DB_XREF=gi:7706122 
/UG=Hs.103291 neuritin 
/FL=gb:BC002683.1 
gb:AF1 36631.1 gb:NM_016588.1 


NM_016588 




NP_057672 


218627_at 


1.26E-04 


gb:NM_018370.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11259 (FLJ11259), mRNA. 
/FEA=mRNA /GEN=FLJ11259 
/PROD=hypothetical protein 
FLJ11259 /DB_XREF=gi:8922957 
/UG=Hs. 184465 hypothetical 
protein FLJ 11259 
/FL=gb:NM 018370.1 


NM_018370 




NP_060840 



707 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218628_at 


0.001116 


gb:NM_016053.1 /DEF=Homo 
sapiens CGI-116 protein 
(LOC51019), mRNA. /FEA=mRNA 
/GEN=LOC51019 /PROD=CGI- 
116 protein 
/DB XREF=gi:7705621 
/UG=Hs. 18885 CGI-116 protein 
/FL=gb:AF1 51 874.1 
gb:NM 016053.1 


NM_0 16053 




NP_057137 


218632_at 


0.026891 


gb:NM_024602.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21156 (FLJ21156), mRNA. 
/FEA=mRIMA /GEN=FLJ21156 
/PROD=hypothetical protein 
FLJ21156 

/DB_XREF=gi: 13375804 
/UG=Hs.26058 hypothetical 
protein FLJ21156 
/FL=gb:NMJ)24602.1 


NM_024602 




NP_078878 


218637_at 


0.033381 


gb:NM_018439.1 /DEF=Homo 
sapiens hypothetical protein 
IMPACT (IMPACT), mRNA. 
/FEA=mRNA /GEN=IMPACT 
/PROD=hypothetical protein 
IMPACT /DB_XREF=gi:8923818 
/UG=Hs.284245 hypothetical 
protein IMPACT 
/FL=gb:AF208694.1 
gb:AB026264.1 gb:NMJ)1 8439.1 


NM_018439 




NP_060909 


218639_s_at 


0.035171 


gb:NM_025112.1 /DEF=Homo 
sapiens hypothetical protein 
MGC11349 (MGC11349), mRNA. 
/FEA=mRNA /GEN=MGC11349 
/PROD=hypothetical protein 
MGC11349 

/DB_XREF=gi: 1 3376684 
/UG=Hs.288697 hypothetical 
protein MGC 11349 
/FL=gb:BC002940.1 
gb:NM 025112.1 


NM_025112 




NP_079388 



708 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218645_at 


0.046906 


gb:NM_021 994.1 /DEF=Homo 
sapiens zinc finger protein 277 
(ZNF277), mRNA. /FEA=mRNA 
/GEN=ZNF277 /PROD=zinc finger 
protein 277 

/DB_XREF=gi: 11496268 
/UG=Hs.42636 zinc finger protein 
277 /FL=gb:NM_021 994.1 
gb:AF209198.1 


NM_021994 




NP_068834 


218652_s_at 


0.007779 


gb:NM_017733.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20265 (FLJ20265), mRNA. 
/FEA=mRNA /GEN=FLJ20265 
/PROD=hypothetical protein 
FLJ20265 /DB_XREF=gi:8923239 
/UG=Hs.7099 hypothetical protein 
FLJ20265 /FL=gb:BC001 249.1 
gb:BC000937.2 gb:NM_01 7733.1 


NM_017733 




NP_060203 


218660_at 


3.26E-04 


gb:NM_003494.1 /DEF=Homo 
sapiens dysferlin, limb girdle 
muscular dystrophy 2B 
(autosomal recessive) (DYSF), 
mRNA. /FEA=mRNA /GEN=DYSF 
/PROD=dysferlin 
/DB XREF=gi:4503430 
/UG=Hs.143897 dysferlin, limb 
girdle muscular dystrophy 2B 
(autosomal recessive) 
/FL=gb:AF075575.1 
gb:NM_003494.1 


NM_003494 




NP_003485 


218661_at 


5.64E-04 


gb:NM_024845.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ14154 (FLJ14154), mRNA. 
/FEA=mRNA /GEN=FLJ14154 
/PROD=hypothetical protein 
FLJ14154 

/DB_XREF=gi: 13376260 
/UG=Hs. 184870 hypothetical 
protein FLJ14154 
/FL=gb:NM 024845.1 


NM_024845 




NP_079121 



709 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218662_s_at 


2.05E-04 


gb:NM_022346.1 /DEF=Homo 
sapiens chromosome 
condensation protein G (HCAP- 
G), mRNA. /FEA=mRNA 
/GEN=HCAP-G 
/PROD=chromosome 
condensation protein G 
/DB_XREF=gi: 11641252 
/UG=Hs. 193602 chromosome 
condensation protein G 
/FL=gb:AF235023.1 
gb:NM_022346.1 gb:AF331796.1 
gb:BC000827.1 gb:AB013299.1 


NM_022346 




NP_071741 


218668_s_at 


3.26E-04 


gb:NM_021 183.1 /DEF=Homo 
sapiens hypothetical protein 
similar to small G proteins, 
especially RAP-2A (LOC57826), 
mRNA. /FEA=mRNA 
/GEN=LOC57826 
/PROD=hypothetical protein 
similar to small Gproteins, 
especially RAP-2A 
/DB_XREF=gi: 10880976 
/UG=Hs.225979 hypothetical 
protein similar to small G 
proteins, especially RAP-2A 
/FL=gb:NM_021 183.1 
gb:BC003403.1 


NM_021183 




NP_067006 


218669_at 


0.00161 


gb:NM_021 183.1 /DEF=Homo 
sapiens hypothetical protein 
similar to small G proteins, 
especially RAP-2A (LOC57826), 
mRNA. /FEA=mRNA 
/GEN=LOC57826 
/PROD=hypothetical protein 
similar to small Gproteins, 
especially RAP-2A 
/DB_XREF=gi: 10880976 
/UG=Hs.225979 hypothetical 
protein similar to small G 
proteins, especially RAP-2A 
/FL=gb:NM 021183.1 
gb:BC003403.1 


NM_021183 




NP_067006 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218673_s_at 


0.041055 


gb:NM_006395.1 /DEF=Homo 
sapiens ubiquitin activating 
enzyme E1-like protein (GSA7), 
mRNA. /FEA=mRNA /GEN=GSA7 
/PROD=ubiquitin activating 
enzyme E1-like protein 
/DB_XREF=gi:5453667 
/UG=Hs.278607 ubiquitin 
activating enzyme E1-like protein 
/FL=gb:AF094516.1 
gb:NM 006395.1 


NM_006395 




NP_006386 


218676_s_at 


0.005852 


gb:NM_021213.1 /DEF=Homo 
sapiens phosphatidylcholine 
transfer protein (PCTP), mRNA. 
/FEA=mRNA /GEN=PCTP 
/PROD=phosphatidylcholine 
transfer protein 
/DB_XREF=gi: 10864026 
/UG=Hs.285218 
phosphatidylcholine transfer 
protein /FL=gb:NM 021213.1 
gb:AF1 51 638.1 


NM_021213 




NP_067036 


218679 s at 

i 


0.004341 


gb:NM_0 16208.1 /DEF=Homo 
sapiens VPS28 protein 
(LOC51160), mRNA. /FEA=mRNA 
/GEN=LOC51160 /PROD=VPS28 
protein /DB XREF=gi:7705884 
/UG=Hs.293441 VPS28 protein 
/FL=gb:AF316887.1 
gb:AF182844.1 gb:NM_016208.1 


NM_016208 




NP_057292 


218682_s_at 


1.26E-04 


gb:NM_018158.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 10624 (FLJ 10624), mRNA. 
/FEA=mRNA /GEN=FLJ10624 
/PROD=hypothetical protein 
FLJ10624 /DB_XREF=gi:8922556 
/UG=Hs. 306000 hypothetical 
protein FLJ 10624 
/FL=gb:NM 018158.1 


NM_018158 




NP_060628 


218698_at 


0.02145 


gb:NM_015957.1 /DEF=Homo 
sapiens CGI-29 protein 
(LOC51074), mRNA. /FEA=mRNA 
/GEN=LOC51074 /PROD=CGI-29 
protein /DB_XREF=gi:7705723 
/UG=Hs.104058 CGI-29 protein 
/FL=gb:AF1 32963.1 
gb:NM 015957.1 


NM_015957 




NP_057041 



711 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218703_at 


0.021448 


gb:NM_01 2430.1 /DEF=Homo 
sapiens sec22 homolog 
(SEC22A), mRNA. /FEA=mRNA 
/GEN=SEC22A /PROD=sec22 
homolog /DB_XREF=gi:6912647 
/UG=Hs. 183655 sec22 homolog 
/FL=gb:AF1 00749.1 
gb:NM_012430.1 


NM_012430 




NP_036562 


218718_at 


3.26E-04 


gb:NM_0 16205.1 /DEF=Homo 
sapiens platelet derived growth 
factor C (PDGFC), mRNA. 
/FEA=mRNA /GEN=PDGFC 
/PROD=secretory growth factor- 
like protein fallotein 
/DB_XREF=gi:9994186 
/UG=Hs.43080 platelet derived 
growth factor C 
/FL=gb:AF091 434.1 
gb:AF244813.1 gb:AB033831.1 
gb:NM_01 6205.1 


NM_016205 




NP_057289 


218722_s_at 


0.025245 


gb:NM_024661.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12436 (FLJ12436), mRNA. 
/FEA=mRNA /GEN=FLJ12436 
/PROD=hypothetical protein 
FLJ12436 

/DB_XREF=gi:13375914 
/UG=Hs.69485 hypothetical 
protein FLJ12436 
/FL=gb:NM 024661.1 


NM_024661 




NP_078937 


218723_s_at 


0.016934 


gb:NM_014059.1 /DEF=Homo 
sapiens RGC32 protein (RGC32), 
mRNA. /FEA=mRNA 
/GEN=RGC32 /PROD=RGC32 
protein /DB_XREF=gi:7662650 
/UG=Hs.76640 RGC32 protein 
/FL=gb:AF036549.1 
gb:NM_014059.1 


NM_014059 




NP_054778 


218724_s_at 


0.003539 


gb:NM_021809.1 /DEF=Homo 
sapiens TGF(beta)-induced 
transcription factor 2 (TGIF2), 
mRNA. /FEA=mRNA 
/GEN=TGIF2 /PROD=TGF(beta)- 
induced transcription factor 2 
/DB_XREF=gi:1 1141880 
/UG=Hs.94785 TGF(beta)-induced 
transcription factor 2 
/FL=gb:AB042646.1 
gb:NM 021809.1 


NM_021809 




NP_068581 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218728_s_at 


1.26E-04 


gb:NM_014184.1 /DEF=Homo 
sapiens HSPC163 protein 
(HSPC163), mRNA. /FEA=mRNA 
/GEN=HSPC163 
/PROD=HSPC163 protein 
/DB_XREF=gi:7661823 
/UG=Hs. 108854 HSPC163 protein 
/FL=gb:BC000573.1 
gb:AF161512.1 gb:NM_014184.1 


NM_014184 




NP_054903 


218729_at 


0.007258 


gb:NM_020169.1 /DEF=Homo 
sapiens latexin protein (LXN), 
mRNA. /FEA=mRNA /GEN=LXN 
/PROD=latexin protein 
/DB_XREF=gi:9910395 
/UG=Hs. 109276 latexin protein 
/FL=gb:BC005346.1 
gb:AF282626.1 gb:NM 020169.1 


NM_020169 




NP_064554 


218734_at 


0.004341 


gb:NM_024771.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ13848 (FLJ13848), mRNA. 
/FEA=mRNA /GEN=FLJ13848 
/PROD=hypothetical protein 
FLJ 13848 

/DB_XREF=gi: 133761 18 
/UG=Hs. 136976 hypothetical 
protein FLJ 13848 
/FL=gb:NM 024771.1 


NM_024771 




NP_079047 


218738_s_at 


5.03E-04 


gb:NM_01 6271.1 /DEF=Homo 
sapiens STRIN protein (STRIN), 
mRNA. /FEA=mRNA 
/GEN=STRIN /PROD=STRIN 
protein /DB_XREF=gi:7706722 
/UG=Hs. 180403 STRIN protein 
/FL=gb:AF162680.3 
gb:NM_016271.1 


NM_016271 




NP_057355 


218739_at 


2.05E-04 


gb:NM_01 6006.1 /DEF=Homo 
sapiens CGI-58 protein 
(LOC51099), mRNA. /FEA=mRNA 
/GEN=LOC51099 /PROD=CGI-58 
protein /DB_XREF=gi:7705770 
/UG=Hs. 19385 CGI-58 protein 
/FL=gb:AF1 51 816.1 
gb:NM_016006.1 


NM_016006 




NP_057090 
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Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218761_at 


7.58E-04 


gb:NM_017610.1 /DEF=Homo 
sapiens hypothetical protein 
DKFZp761D081 
(DKFZp761D081), mRNA. 
/FEA=mRNA 
/GEN=DKFZp761D081 
/PROD=hypothetical protein 
DKFZp761D081 
/DB_XREF=gi:8922164 
/UG=Hs. 12504 hypothetical 
protein DKFZp761D081 
/FL=gb:NM_017610.1 


NM_017610 




NP_060080 


218764_at 


5.03E-04 


gb:NM_024064.1 /DEF=Homo 
sapiens hypothetical protein 
MGC5363 (MGC5363), mRNA. 
/FEA=mRNA /GEN=MGC5363 
/PROD=hypothetical protein 
MGC5363 

/DB_XREF=gi: 131 29041 
/UG=Hs.1880 hypothetical protein 
MGC5363 /FL=gb:BC00 1000.2 
gb:NM_024064.1 


NM_024064 






218773_s_at 


7.58E-04 


gb:NM_012228.1 /DEF=Homo 
sapiens pilin-like transcription 
factor (PILB), mRNA. 
/FEA=mRNA /GEN=PILB 
/PROD = Dilin-like transcriotion 

/ 1 i \v-/ 1— / fa/iiii i 1 1 r\^ li ai tool iLjiiui 1 

factor /DB_XREF=gi:6912591 
/UG=Hs.279754 pilin-like 
transcription factor 
/FL=gb:AF122004.1 
gb:NM_012228.1 


NM_012228 




NP_036360 


218782_s_at 


0.013223 


gb:NM_014109.1 /DEF=Homo 
sapiens PRO2000 protein 
(PRO2000), mRNA. /FEA=mRNA 
/GEN=PRO2000 
/PROD=PRO2000 protein 
/DB_XREF=gi:7662630 
/UG=Hs.46677 PRO2000 protein 
/FL=gb:AF1 18088.1 
gb:NM_014109.1 


NM_014109 




NP_054828 


218789_s_at 


0.001848 


gb:NM_01 9021.1 /DEF=Homo 
sapiens hypothetical protein 
(FLJ20010), mRNA. /FEA=mRNA 
/GEN=FLJ20010 
/PROD=hypothetical protein 
/DB_XREF=gi: 9506646 
/UG=Hs.91816 hypothetical 
protein /FL=gb:NM 019021.1 


NM_019021 




NP_061894 



714 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218799_at 


0.001205 


gb:NM_018066.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10349 (FLJ10349), mRNA. 
/FEA=mRNA /GEN=FLJ10349 
/PROD=hypothetical protein 
FLJ10349 /DB_XREF=gi:8922365 
/UG=Hs.19333 hypothetical 
protein FLJ 10349 
/FL=gb:NM_01 8066.1 


NM_018066 




NP_060536 


218805_at 


0.001116 


gb:NM_018384.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11296 (FLJ11296), mRNA. 
/FEA=mRNA /GEN=FLJ11296 
/PROD=hypothetical protein 
FLJ 11 296 /DB_XREF=gi:8922984 
/UG=Hs.26194 hypothetical 
protein FLJ 11296 
/FL=gb:NM 018384.1 


NM_018384 




NP_060854 


218806_s_at 


2.32E-04 


gb:AF1 18887.1 /DEF=Homo 
sapiens VAV-3 protein (VAV-3) 
mRNA, alternatively spliced, 
complete cds. /FEA=mRNA 
/GEN=VAV-3 /PROD=VAV-3 
protein /DB_XREF=gi:4416407 
/UG=Hs.267659 vav 3 oncogene 
/FL=gb:AF067817.1 
gb:AF1 18887.1 gb:NM 006113.2 


AF1 18887 




NP_006104 


218809_at 


0.005852 


gb:NM_024960.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11729 (FLJ11729), mRNA. 
/FEA=mRNA /GEN=FLJ11729 
/PROD=hypothetical protein 
FLJ11729 

/DB_XREF=gi: 13376450 
/UG=Hs.286212 hypothetical 
protein FLJ 11729 
/FL=gb:NM 024960.1 


NM_024960 




NP_705905 


218827_s_at 


0.016074 


gb:NM_01 8069.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10352 (FLJ10352), mRNA. 
/FEA=mRNA /GEN=FLJ10352 
/PROD=hypothetical protein 
FLJ10352 /DB XREF=gi:8922371 
/UG=Hs.100914 hypothetical 
protein FLJ 10352 
/FL=gb:NM 018069.1 


NM_018069 







715 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218829_s_at 


1.26E-04 


gb:NM_01 7780.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20357 (FLJ20357), mRNA. 
/FEA=mRNA /GEN=FLJ20357 
/PROD=hypothetical protein 
FLJ20357 /DB_XREF=gi:8923329 
/UG=Hs. 105461 hypothetical 
protein FLJ20357 
/FL=gb:NM_01 7780.1 


NM_017780 






218833_at 


3.09E-04 


gb:NM_01 6653.1 /DEF=Homo 
sapiens sterile-alpha motif and 
leucine zipper containing kinase 
AZK (ZAK), mRNA. /FEA=mRNA 
/GEN=ZAK /PROD=sterile-alpha 
motif and leucine zippercontaining 
kinase AZK 
/DB_XREF=gi:7706600 
/UG=Hs.1 15175 sterile-alpha motif 
and leucine zipper containing 
kinase AZK /FL=gb:AB049733.1 
gb:AF238255.1 gb:AF251441.1 
gb:NM_016653.1 gb:AB030034.1 


NM_016653 




NP_598407 


218841_at 


0.00161 


gb:NM_024095.1 /DEF=Homo 
sapiens hypothetical protein 
MGC5540 (MGC5540), mRNA. 
/FEA=mRNA /GEN=MGC5540 
/PROD=hypothetical protein 
MGC5540 

/DB_XREF=gi: 13129097 
/UG=Hs.267400 hypothetical 
protein MGC5540 
/FL=gb:BC001321.1 
gb:NM 024095.1 


NM_024095 




NP_077000 


218846_at 


7.58E-04 


gb:NM_004830.1 /DEF=Homo 
sapiens cofactor required for Sp1 
transcriptional activation, subunit 
3 (130kD) (CRSP3), mRNA. 
/FEA=mRNA /GEN=CRSP3 
/PROD=cofactor required for Sp1 
transcriptionalactivation, subunit 3 
(130kD) /DB_XREF=gi:7019352 
/UG=Hs.29679 cofactor required 
for Sp1 transcriptional activation, 
subunit 3 (130kD) 
/FL=gb:AF1 35022.1 
gb:AF105332.1 gb:NM 004830.1 


NM_004830 




NP_057063 



716 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218850_s_at ; 


0.020793 


gb:NM_014240.1 /DEF=Homo 
sapiens LIM domains containing 
1 (LIMD1), mRNA. /FEA=mRNA 
/GEN=LIMD1 /PROD=LIM 
domains containing 1 
/DB_XREF=gi:7657306 
/UG=Hs.48469 LIM domains 
containing 1 /FL=gb:NM_01 4240.1 


NM_014240 




NP_055055 


218852_at 


0.003171 


gb:NM_017917.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20644 (FLJ20644), mRNA. 
/FEA=mRNA /GEN=FLJ20644 
/PROD=hypothetical protein 
FLJ20644 /DB_XREF=gi:8923599 
/UG=Hs.49376 hypothetical 
protein FLJ20644 
/FL=gb:NM_017917.1 


NM_017917 




NP_060387 


218853_s_at 


0.004341 


gb:NM_019556.1 /DEF=Homo 
sapiens hypothetical protein 
dJ473B4 (DJ473B4), mRNA. 
/FEA=mRNA /GEN=DJ473B4 
/PROD=hypothetical protein 
dJ473B4 /DB_XREF=gi:9506542 
/UG=Hs.57549 hypothetical 
protein dJ473B4 
/FL=gb:NM_019556.1 


NM_019556 




NP_062456 


218854_at 


5.03E-04 


gb:NM_013352.1 /DEF=Homo 
sapiens squamous cell carcinoma 
antigen recognized by T cell 
(SART-2), mRNA. /FEA=mRNA 
/GEN=SART-2 /PROD=squamous 
cell carcinoma antigen recognized 
by Tcell /DB_XREF=gi:7019520 
/UG=Hs.58636 squamous cell 
carcinoma antigen recognized by 
T cell /FL=gb:AF098066.1 
gb:NM_01 3352.1 


NM_013352 




NP_037484 



717 



Gene Identifier 


p-value 
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Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218870_at 


0.026891 


gb:NM_01 8460.1 /DEF=Homo 
sapiens uncharacterized bone 
marrow protein BM046 (BM046), 
mRNA. /FEA=mRNA 
/GEN=BM046 

/PROD=uncharacterized bone \ 
marrow protein BM046 
/DB_XREF=gi:8922105 
/UG=Hs.177812 uncharacterized 
bone marrow protein BM046 
/FL=gb:AF21 7507.1 
gb:AF217522.1 gb:NM_0 18460.1 
gb:AF212222.1 


NM_018460 




NP_060930 


218871_x_at 


2.05E-04 


gb:NM_018590.1 /DEF=Homo 
sapiens hypothetical protein 
PRO0082 (PRO0082), mRNA. 
/FEA=mRNA /GEN=PRO0082 
/PROD=hypothetical protein 
PRO0082 /DB_XREF=gi:8923965 
/UG=Hs. 180758 hypothetical 
protein PRO0082 
/FL=gb:AF1 16646.1 
gb:NM_018590.1 


NM_018590 




NP_061060 


218872_at 


2.75E-04 


gb:NM_01 7899.1 /DER=Homo 
sapiens hypothetical protein 
FLJ20607 (FLJ20607), mRNA. 
/FEA=mRNA /GEN=FLJ20607 
/PROD=hypothetical protein 
FLJ20607 /DB_XREF=gi:8923562 
/UG=Hs.18791 hypothetical 
protein FLJ20607 
/FL=gb:NM_017899.1 


NM_017899 




NP_060369 


218873_at 


0.041055 


gb:NM_017710.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20203 (FLJ20203), mRNA. 
/FEA=mRNA /GEN=FLJ20203 
/PROD=hypothetical protein 
FLJ20203 /DB_XREF=gi:8923193 
/UG=Hs.20594 hypothetical 
protein FLJ20203 
/FL=gb:NM_017710.1 


NM_017710 




NP_1 15668 


218880 at 


0.010205 


FOS-like antigen 2 


N36408 


Hs.301612 


NP 005244 
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Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218882_s_at 


0.041055 


gb:NM_006784.1 /DEF=Homo 
sapiens WD repeat domain 3 
(WDR3), mRNA. /FEA=mRNA 
/GEN=WDR3 /PROD=WD repeat- 
containing protein 3 
/DB_XREF=gi: 5803220 
/UG=Hs.33085 WD repeat 
domain 3 /FL=gb:AF083217.1 
gb:NM_006784.1 


NM_006784 




NP_006775 


218883_s_at 


2.05E-04 


gb:NM_024629.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ23468 (FLJ23468), mRNA. 
/FEA=mRNA /GEN=FLJ23468 
/PROD=hvDOthetical Drotein 
FLJ23468 

/DB_XREF=gi: 13375855 
/UG=Hs.38178 hypothetical 
protein FLJ23468 
/FL=gb:NM_024629.1 


NM_024629 




NP_078905 


218888_s_at 


0.048086 


gb:NM_01 8092.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 10430 (FLJ 10430), mRNA. 
/FEA=mRNA /GEN=FLJ 10430 
/PROD=hypothetical protein V 
FLJ 10430 /DB_XREF=gi:8922419 
/UG=Hs.6823 hypothetical protein 
FLJ10430 /FL=gb:NM_01 8092.1 


NM_018092 




NP_060562 


218896_s_at 


0.001116 


gb:NM_0 18553.1 /DEF=Homo 
sapiens ELG protein 
(HSA2778411 mRNA 
/FEA=mRNA /GEN=HSA277841 
/PROD=ELG protein 
/DB_XREF=gi:8923770 
/UG=Hs. 120963 ELG protein 
/FL=gb:NM 018553.1 


NM_018553 




NP_061023 


218904_s_at 


1.92E-04 


gb:NM_01 7998.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10110 (FLJ10110), mRNA. 
/FEA=mRNA /GEN=FLJ10110 
/PROD=hypothetical protein 
FLJ10110 /DB_XREF=gi:8922232 
/UG=Hs.264363 hypothetical 
protein FLJ10110 
/FL=gb:NM 017998.1 


NM_017998 




NP_060468 



719 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218909_at 


0.027243 


gb:NM_012424.1 /DEF=Homo 
sapiens ribosomal protein S6 
kinase, 52kD, polypeptide 1 
(RPS6KC1), mRNA. /FEA=mRNA 
/GEN=RPS6KC1 
/PROD=ribosomal protein S6 
kinase, 52kD, polypeptidel 
/DB_XREF=gi:6912635 
/UG=Hs.30352 ribosomal protein 
S6 kinase, 52kD, polypeptide 1 
/FL=gb:AF037447.1 
gb:NM_012424.1 


NMJD12424 




NP_036556 


218917_s_at 


1.26E-04 


gb:NMJ)18450.1 /DEF=Homo 
sapiens uncharacterized bone 
marrow protein BM029 (BM029), 
mRNA. /FEA=mRNA 
/GEN=BM029 

/PROD=uncharacterized bone 
marrow protein BM029 
/DB_XREF=gi:8922086 
/UG=Hs.8740 uncharacterized 
bone marrow protein BM029 
/FL=gb:AF21 7506.1 
gb:NM 018450.1 


NM_018450 




NP_624361 


218921_at 


0.022795 


gb:NM_021805.1 /DEF=Homo 
sapiens single Ig IL-1R-related 
molecule (SIGIRR), mRNA. 
/FEA=mRNA /GEN=SIGIRR 
/PROD=single Ig IL-1R-related 
molecule /DB XREF=aM1 141876 
/UG=Hs 11809 sinale la IL-1R- 
related molecule 
/FL=gb:NM_021 805.1 
gb:BC003591.1 


NM_021805 




NP_068577 


218923 at 


0.001116 


chitobiase, di-N-acetyl- 


AW304174 


Hs. 135578 


NP 004379 


218930_s_at 


0.00161 


gb:NM_018374.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11273 (FLJ11273), mRNA. 
/FEA=mRNA /GEN=FLJ11273 
/PROD=hypothetical protein 
FLJ11273 /DB_XREF=gi:8922965 
/UG=Hs.3542 hypothetical protein 
FLJ 11273 /FL=gb:NM_01 8374.1 


NM_018374 




NP_060844 
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Gene 
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No. 


Unigene 

Accession 

No. 


Protein 
Accession 
No. I 


218937_at 


0.033381 


gb:NM_01 7810.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20417 (FU20417), mRNA. 
/FEA=mRNA /GEN=FLJ20417 
/PROD=hypothetical protein 
FLJ20417 /DB_XREF=gi:8923385 
/UG=Hs.10710 hypothetical 
protein FLJ20417 
/FL=gb:NM_017810.1 


NM_017810 




NP_060280 


218941_at 


1.26E-04 


gb:NM_012164.2 /DEF=Homo 
sapiens f-box and WD-40 
domain protein 2 (FBXW2), 
mRNA. /FEA=mRNA 
/GEN=FBXW2 /PROD=f-box and 
WD-40 domain protein 2 
/DB_XREF=gi:7549806 
/UG=Hs. 13755 f-box and WD-40 
domain protein 2 
/FL=gb:AF1 76698.1 
gb:NM_012164.2 


NM_012164 




NP_036296 


218942_at 


0.002536 


gb:NM_024779.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22055 (FLJ22055), mRNA. 
/FEA=mRNA /GEN=FLJ22055 
/PROD=hypothetical protein 
FLJ22055 

/DB_XREF=gi: 13376135 
/UG=Hs. 144502 hypothetical 
protein FLJ22055 
/FL=gb:NM_024779.1 


NM_024779 




NP_079055 


218946_at 


0.033381 


gb:NM_01 5700.1 /DEF=Homo 
sapiens HIRIP5 protein (HIRIP5), 
mRNA. /FEA=mRNA 
/GEN=HIRIP5 /PROD=HIRIP5 
protein /DB_XREF=gi:7661719 
/UG=Hs. 17368 HIRIP5 protein; 
HIRA-interacting protein 5 
/FL=gb:AF1 32967.1 
gb:NM_01 5700.1 


NM_015700 




NP_056515 


218949_s_at 


3.26E-04 


gb:NM_01 8292.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 10989 (FLJ 10989), mRNA. 
/FEA=mRNA /GEN=FLJ 10989 
/PROD=hypothetical protein 
FLJ10989 /DB_XREF=gi:8922807 
/UG=Hs.210778 hypothetical 
protein FLJ10989 
/FL=gb:AL1 36679.1 
gb:NM 018292.1 


NM_018292 




NP_060762 



721 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218961_s_at 


0.018693 


gb:NM_007254.1 /DEF=Homo 
sapiens polynucleotide kinase 3- 
phosphatase (PNKP), mRNA. 
/FEA=mRNA /GEN=PNKP 
/PROD=polynucleotide kinase 3- 
phosphatase 
/DB XREF=gi:6005835 
/UG=Hs.78016 polynucleotide 
kinase 3-phosphatase 
/FL=gb:AF1 20499.1 
gb:AF125807.1 gb:AF126486.1 
gb:NM_007254.1 


NM_007254 




NP_009185 


218963_s_at 


0.021448 


gb:NM_01 5515.1 /DEF=Homo 
sapiens DKFZP434G032 protein 
(DKFZP434G032), mRNA. 
/FEA=mRNA 
/GEN=DKFZP434G032 
/PROD=DKFZP434G032 protein 
/DB_XREF=gi:7661573 
/UG=Hs.9029 DKFZP434G032 
protein /FL=gb:AF1 02848.1 
gb:NM_015515.1 


NM_015515 




NP_775320 


218964_at 


0.021312 


gb:NM_006465.1 /DEF=Homo * 
sapiens dead ringer (Drosophila) 1 '- 
like 2 (bright and dead ringer) 
(DRIL2), mRNA. /FEA=mRNA 
/GEN=DRIL2 /PROD=dead ringer- 
like 2 /DB_XREF=gi:5453637 
/UG=Hs. 10431 dead ringer 
(Drosophila)-like 2 (bright and 
dead ringer) /FL=gb:AF1 16846.1 
gb:NM_006465.1 


NM_006465 




NP_006456 


218967_s_at 


0.003597 


gb:NM_030664.1 /DEF=Homo 
sapiens phosphotriesterase 
related (PTER), mRNA. 
/FEA=mRNA /GEN=PTER 
/PROD=phosphotriesterase related 
/DB_XREF=gi: 1 3489055 
/UG=Hs.129915 
phosphotriesterase related 
/FL=gb:AF2 12237.1 
gb:NM 030664.1 


NM_030664 




NP_1 09589 



722 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218968_s_at 


0.03018 


gb:NM_018197.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10734 (FLJ10734), mRNA. 
/FEA=mRNA /GEN=FLJ10734 
/PROD=hypothetical protein 
FLJ10734 /DB_XREF=gi:8922626 
/UG=Hs. 146332 hypothetical 
protein FLJ 10734 
/FL=gb:NMJ)18197.1 


NM_018197 




NP_071371 


218969_at 


0.023827 


gb:NM_016069.1 /DEF=Homo 
sapiens CGI-136 protein 
(LOC51025), mRNA. /FEA=mRNA 
/GEN=LOC51025 /PROD=CGI- 
136 protein 

/DB_XREF=gi:7705633 
/UG=Hs. 16089 CGI-136 protein 
/FL=gb:BC005024.1 
gb:AF151894.1 gb:NM 016069.1 


NM_016069 




NP_057153 


218970_s_at 


0.016934 


gb:NM_01 5960.1 /DEF=Homo 
sapiens CGI-32 protein 
(LOC51076), mRNA. /FEA=mRNA 
/GEN=LOC51076 /PROD=CGI-32 
protein /DB_XREF=gi:7705727 
/UG=Hs. 16606 CGI-32 protein 
/FL=gb:AF1 32966.1 
gb:NM_015960.1 


NM_015960 




NP_057044 


218979_at 


0.001911 


gb:NM_024945.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12888 (FLJ 12888), mRNA. 
/FEA=mRNA /GEN=FLJ12888 
/PROD=hypothetical protein 
FLJ 12888 

/DB_XREF=gi: 13376426 
/UG=Hs.284137 hypothetical 
protein FLJ 12888 
/FL=gb:NM 024945.1 


NM_024945 




NP_079221 


218981_at 


1.28E-04 


gb:NM_020186.1 /DEF=Homo 
sapiens DC11 protein (DC11), 
mRNA /FEA=mRNA /GEN=DC11 
/PROD=DC11 protein 
/DB_XREF=gi:9910179 
/UG=Hs.42785 DC11 protein 
/FL=gb:AF201 933.1 
gb:NM 020186.1 


NM_020186 




NP_064571 



723 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218983_at 


1.26E-04 


gb:NM_016546.1 /DEF=Homo 
sapiens complement C1 r-like 
proteinase precursor, 
(LOC51279), mRNA. /FEA=mRNA 
/GEN=LOC51279 
/PROD=complement C1 r-like 
proteinase precursor, 
/DB_XREF=gi:7706082 
/UG=Hs.98571 complement C1r- 
like proteinase precursor, 
/FL=gb:AF1 78985.1 
gb:NM_016546.1 


NM_016546 




NP_057630 


218992_at 


1.72E-04 


gb:NM_018465.1 /DEF=Homo 
sapiens uncharacterized 
hematopoietic stemprogenitor 
cells protein MDS030 (MDS030), 
mRNA /FEA=mRNA 
/GEN=MDS030 
/PROD=uncharacterized 
hematopoietic stemprogenitorcells 
protein MDS030 
/DB_XREF=gi:8923931 
/UG=Hs.181385 uncharacterized 
hematopoietic stemprogenitor 
cells protein MDS030 
/FL=gb:AF220050.1 
gb:NM 018465.1 gb:AF225420.1 


NM_018465 




NP_060935 


218996_at 


0.001786 


gb:NM_013342.1 /DEF=Homo 
sapiens TCF3 (E2A) fusion 
partner (in childhood Leukemia) 
(TFPT), mRNA /FEA=mRNA 
/GEN=TFPT /PROD=TCF3 (E2A) 
fusion partner (in 
childhoodLeukemia) 
/DB_XREF=gi:7019370 
/UG=Hs.233765 TCF3 (E2A) 
fusion partner (in childhood 
Leukemia) /FL=gb:BC001728.1 
gb:BC004281.1 gbAF052052.1 
gb:NM_0 13342.1 


NM_013342 




NP_037474 



724 



Gene Identifier 


p-value I 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218997_at 


0.006705 


gb:NM_022490.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 13390 similar to PAF53 
(FLJ13390), mRNA. /FEA=mRNA 
/GEN=FLJ 13390 
/PROD=hypothetical protein 
FLJ13390 similar to PAF53 
/DB_XREF=gi: 11968046 
/UG=Hs.24884 hypothetical 
protein FLJ 13390 similar to 
PAF53 /FL=gb:NM_022490.1 
gb:BC001 337.1 


NM_022490 




NP_071935 


218998_at 


1.26E-04 


gb:NM_01 7832.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20457 (FLJ20457), mRNA. 
/FEA=mRNA /GEN=FLJ20457 
/PROD=hypothetical protein 
FLJ20457 /DB_XREF=gi:8923430 
/UG=Hs.29276 hypothetical 
protein FLJ20457 
/FL=gb:AF153417.1 
gb:NM_01 7832.1 


NM_017832 




NP_060302 


219001_s_at 


0.041055 


gb:NM_024345.1 /DEF=Homo 
sapiens hypothetical protein 
MGC10765 (MGC10765), mRNA. 
/FEA=mRNA /GEN=MGC10765 
/PROD=hypothetical protein 
MGC 10765 

/DB_XREF=gi: 1 3236596 
/UG=Hs.317589 hypothetical 
protein MGC10765 
/FL=gb:BC003520.1 
gb:NM_024345.1 


NM_024345 




NP_077321 


219004_s_at 


0.007581 


gb:NM_01 8944.1 /DEF=Homo 
sapiens chromosome 21 open 
reading frame 45 (C210RF45), 
mRNA. /FEA=mRNA 
/GEN=C210RF45 
/PROD=chromosome 21 open 
reading frame 45 
/DB_XREF=gi:9506436 
/UG=Hs.49932 chromosome 21 
open reading frame 45 
/FL=gb:NM_01 8944.1 


NM_018944 




NP_061817 



725 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219012_s_at 


0.006966 


gb:NM_020193.1 /DEF=Homo 
sapiens GL002 protein (GL002), 
mRNA. /FEA=mRNA 
/GEN=GL002 /PROD=GL002 
protein /DB_XREF=gi:9910245 
/UG=Hs.9567 GL002 protein 
/FL=gb:AF226047.1 
gb:NM_020193.1 


NM_020193 




NP_064578 


219014_at 


1.26E-04 


gb:NM_016619.1 /DEF=Homo 
sapiens hypothetical protein 
(LOC51316), mRNA. /FEA=mRNA 
/GEN=LOC51316 
/PROD=hypothetical protein 
/DB XREF=gi:7706157 
/UG=Hs.107139 hypothetical 
protein /FL=gb:AF208846.1 
gb:NM_016619.1 


NM_016619 




NP_057703 


219015_s_at 


0.00228 


gb:NM_018466.1 /DEF=Homo 
sapiens uncharacterized 
hematopoietic stemprogenitor 
cells protein MDS031 (MDS031), 
mRNA. /FEA=mRNA 
/GEN=MDS031 
/PROD=uncharacterized 
hematopoietic stemprogenitorcells 
protein MDS031 
/DB XREF=ai'8923933 
/UG=Hs.1 10853 uncharacterized 
hematopoietic stemprogenitor 
cells protein MDS031 
/FL=gb:BC005336.1 
gb:AF220051.1 gb:NM_018466.1 


NM_018466 




NP_060936 


219016_at 


1.36E-04 


gb:NM_021 826.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ13149 (FLJ13149), mRNA. 
/FEA=mRNA /GEN=FLJ13149 
/PROD=hypothetical protein 
FLJ13149 

/DB_XREF=gi:1 1141902 
/UG=Hs.1 12188 hypothetical 
protein FLJ 13149 
/FL=gb:NM 021826.1 


NM_021826 




NP_068598 



726 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219017_at 


1.26E-04 


gb:NM_01 8638.2 /DEF=Homo 
sapiens ethanolamine kinase 
(EKI1), mRNA. /FEA=mRNA 
/GEN=EKI1 /PROD=ethanolamine 
kinase /DB_XREF=gi: 1009261 4 
/UG=Hs.120439 ethanolamine 
kinase /FL=gb:NM_01 8638.2 
gb:AF207600.2 


NM_018638 




NP_061108 


219020_at 


0.027418 


gb:NM_022460.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ14249 similar to HS1 binding 
protein 3 (FLJ14249), mRNA. 
/FEA=mRNA /GEN=FLJ14249 
/PROD=hypothetical protein 
FLJ14249 similar to HS1 binding 
protein 3 /DB_XREF=gi: 11968000 
/UG=Hs. 125520 hypothetical 
protein FLJ 14249 similar to HS1 
binding protein 3 
/FL=gb:NM_022460.1 


NM_022460 




NP_567825 


219035_s_at 


1.26E-04 


gb:NM_025126.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21786 (FLJ21786), mRNA. 
/FEA=mRNA /GEN=FLJ21786 
/PROD=hypothetical protein 
FLJ21786 

/DB_XREF=gi: 13376704 
/UG=Hs.316809 hypothetical 
protein FLJ21786 
/FL=gb:NM 025126.1 


NM_025126 




NP_079402 


219049_at 


1.26E-04 


gb:NM_01 8371.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11264 (FLJ11264), mRNA. 
/FEA=mRNA /GEN=FLJ11264 
/PROD=hypothetical protein 
FLJ11264 /DB_XREF=gi:8922959 
/UG=Hs.11260 hypothetical 
protein FLJ 11 264 
/FL=gb:NM 018371.1 


NM_018371 




NP_060841 



727 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219065_s_at 


0.010205 


gb:NM_015955.1 /DEF=Homo 
sapiens CGI-27 protein 
(LOC51072), mRNA. /FEA=mRNA 
/GEN=LOC51072 /PROD=CGI-27 
protein /DB_XREF=gi:7705719 
/UG=Hs.20814 CGI-27 protein 
/FL=gb:AF 13296 1.1 
gb:NM_015955.1 


NM_0 15955 




NP_057039 


219070_s_at 


0.001483 


gb:NM_023948.1 /DEF=Homo 
sapiens hypothetical protein 
AF053356_CDS3 
(AF053356 CDS3), mRNA. 
/FEA=mRNA 
/GEN=AF053356_CDS3 
/PROD=AF053356_CDS3 protein 
/DB_XREF=gi:13122607 
/UG=Hs.296200 hypothetical 
protein AF053356_CDS3 
/FL=gb:NM_023948.1 
gb:BC005042.1 


NM_023948 




NP_076438 


219074_at 


0.036688 


gb:NM_01 8241.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10846 (FLJ10846), mRNA. 
/FEA=mRNA /GEN=FLJ10846 
/PROD=hypothetical protein 
FLJ10846 /DB XREF=gi:8922706 
/UG=Hs.32271 hypothetical 
protein FLJ 10846 
/FL=gb:NM 018241.1 


NM_0 18241 




NP_060711 


219079_at 


1.26E-04 


gb:NM_01 6230.1 /DEF=Homo 
sapiens flavohemoprotein b5+b5R 
(LOC51167), mRNA. /FEA=mRNA 
/GEN=LOC51167 
/PROD=flavohemoprotein b5+b5R 
/DB_XREF=gi:7705898 
/UG=Hs.5741 flavohemoprotein 
b5+b5R /FL=gb:AF169803.1 
gb:NM_01 6230.1 


NM_0 16230 


- 


NP_057314 


219099_at 


0.010205 


gb:NM_020375.1 /DEF=Homo 
sapiens chromosome 12 open 
reading frame 5 (C120RF5), 
mRNA. /FEA=mRNA 
/GEN=C120RF5 
/PROD=chromosome 12 open 
reading frame 5 
/DB_XREF=gi:9966848 
/UG=Hs.24792 chromosome 12 
open reading frame 5 
/FL=gb:NM_020375.1 


NM_020375 




NP_065108 



728 



Gene Identifier 


p-value 


Description 

* 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219104_at 


5.03E-04 


gb:NM_016422.1 /DEF=Homo 
sapiens C3HC4-like zinc finger 
protein (ZFP26), mRNA. 
/FEA=mRNA /GEN=ZFP26 
/PROD=C3HC4-like zinc finger 
protein /DB_XREF=gi:7706776 
/UG=Hs.44685 C3HC4-like zinc 
finger protein. /FL=gb:AF214680.1 
gb:NM_016422.1 


NM_016422 




NP_057506 


219112_at 


0.00161 


gb:NM_016340.1 /DEF=Homo 
sapiens PDZ domain-containing 
guanine nucleotide exchange 
factor I (LOC51735), mRNA. 
/FEA=mRNA /GEN=LOC51735 
/PROD=PDZ domain-containing 
guanine nucleotideexchange 
factor I /DB XREF=gi:7706512 
/UG=Hs. 174795 PDZ domain- 
containing guanine nucleotide 
exchange factor I 
/FL=gb:AF1 17947.1 
gb:NM_01 6340.1 


NM_016340 




NP_057424 


219116_s_at 


0.003395 


gb:NM_018185.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10704 (FLJ10704), mRNA. 
/FEA=mRNA /GEN=FLJ10704 
/PROD=hypothetical protein 
FLJ10704 /DB_XREF=gi:8922602 
/UG=Hs.23618 hypothetical 
protein FLJ 10704 
/FL=gb:NM_018185.1 


NM_018185 




NP_060655 


219123_at 


0.022926 


gb:NM_014519.1 /DEF=Homo 
sapiens zinc finger protein 232 
(ZNF232), mRNA. /FEA=mRNA 
/GEN=ZNF232 /PROD=zinc finger 
protein 232 

/DB_XREF=gi:7657704 
/UG=Hs.279914 zinc finger 
protein 232 /FL=gb:NM_014519.1 


NM_014519 




NP_055334 



729 



Gene identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219129_s_at 


1.49E-04 


gb:NM_024632.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11526 (FLJ11526), mRNA. 
/FEA=mRNA /GEN=FLJ 11526 
/PROD=hypothetical protein 
FLJ11526 

/DB_XREF=gi: 13375861 
/UG=Hs.38750 hypothetical 
protein FLJ11526 
/FL=gb:NM_024632.1 


NM_024632 




NP_078908 


219132_at 


5.03E-04 


gb:NM_021255.1 /DEF=Homo 
sapiens pellino (Drosophila) 
homolog 2 (PELI2), mRNA. 
/FEA=mRNA /GEN=PELI2 
/PROD=pellino (Drosophila) 
homolog 2 

/DB_XREF=gi: 10864062 
/UG=Hs.44038 pellino 
(Drosophila) homolog 2 
/FL=gb:AF302502.1 
gb:NM_021 255.1 


NM_021255 




NP_067078 


219137_s_at 


1.26E-04 


gb:NM_020194.1 /DEF=Homo 
sapiens GL004 protein (GL004), 
mRNA. /FEA=mRNA 
/GEN=GL004 /PROD=GL004 
protein /DB_XREF=gi:9910247 
/UG=Hs.7045 GL004 protein 
/FL=gb:AF226049.1 
gb:NM_020 194.1 


NM_020194 




NP_064579 


219149_x_at 


0.004908 


gb:NM_016216.1 /DEF=Homo 
sapiens RNA lariat debranching 
enzyme (LOC51163), mRNA. 
/FEA=mRNA /GEN=LOC51163 
/PROD=RNA lariat debranching 
enzyme /DB_XREF=gi:7705890 
/UG=Hs.1 18194 RNA lariat 
debranching enzyme 
/FL=gb:AF1 8091 9.2 
gb:NM_016216.1 


NM_016216 




NP_057300 


219156_at 


1.26E-04 


gb:NM_018373.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11271 (FLJ11271), mRNA. 
/FEA=mRNA /GEN=FLJ11271 
/PROD=hypothetical protein 
FLJ11271 /DB_XREF=gi:8922963 
/UG=Hs.1 09654 hypothetical 
protein FLJ 11271 
/FL=gb:NM_018373.1 


NM_018373 




NP_060843 



730 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219157_at 


0.001116 


gb:NM_007246.1 /DEF=Homo 
sapiens kelch (Drosophila)-like 2 
(Mayven) (KLHL2), mRNA. 
/FEA=mRNA /GEN=KLHL2 
/PROD=kelch (Drosophila)-like 2 
(Mayven) /DB_XREF=gi:6005702 
/UG=Hs. 122967 kelch 
(Drosophila)-like 2 (Mayven) 
/FL=gb:AF059569.1 
gb:NM_007246.1 


NM_007246 




NP_009177 


219158_s_at 


6.68E-04 


gb:NM_025085.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ13340 (FLJ13340), mRNA. 
/FEA=mRNA /GEN=FLJ13340 
/PROD=hypothetical protein 
FLJ 13340 

/DB_XREF=gi: 13376639 
/UG=Hs. 125034 hypothetical 
protein FLJ 13340 
/FL=gb:AF327722.1 
gb:NM_025085.1 


NM_025085 




NP_476516 


219161_s_at 


0.004341 


gb:NM_016951.2 /DEF=Homo 
sapiens transmembrane 
proteolipid (HSPC224), mRNA. 
/FEA=mRNA /GEN=HSPC224 
/PROD=transmembrane 
proteolipid 

/DB_XREF=gi:1 0092593 
/UG=Hs.15159 chemokine-like 
factor, alternatively spliced 
/FL=gb:NM_016951.2 
gb:BC004380.1 gb:AF057306.1 
gb:AF1 51 058.1 gb:AF1 35380.2 


NM_016951 




NP_058647 


219163_at 


0.007052 


gb:NM_01 7656.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20079 (FLJ20079), mRNA. 
/FEA=mRNA /GEN=FLJ20079 
/PROD=hypothetical protein 
FLJ20079 /DB_XREF=gi:8923085 
/UG=Hs. 165948 hypothetical 
protein FLJ20079 
/FL=gb:NM_017656.1 


NM_017656 


« 


NP_060126 



731 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219165_at 


0.016934 


gb:NM_021630.1 /DEF=Homo 
sapiens PDZ-LIM protein 
mystique (LOC59346), mRNA. 
/FEA=mRNA /GEN=LOC59346 
/PROD=PDZ-LIM Drotein mvstiaue 
/DB_XREF=gi:1 1055999 
/UG=Hs.19447 PDZ-LIM protein 
mystique /FL=gb:AY007729.1 
gb:NM_021 630.1 


NM_021630 




NP_789847 


219172_at 


0.034221 


gb:NM_024954.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11807 (FLJ11807), mRNA. 
/FEA=mRNA /GEN=FLJ11807 
/PROD=hvnothf a tif > al nrotpin 
FLJ11807 

/DB_XREF=gi: 1 3376438 
/UG=Hs.285813 hypothetical 
protein FLJ11807 
/FL=gb:NM_024954.1 


NM_024954 




NP_079230 


219180_s_at 


0.02145 


hypothetical protein FLJ20695 


AI817074 


Hs.5420 


NP 060399 


219190_s_at 


0.005852 


gb:NM_017629.1 /DEF=Homo 
sapiens . hypothetical protein 
FLJ20033 (FLJ20033), mRNA. 
/FEA=mRNA /GEN=FLJ20033 
/PROD=hypothetical protein 
FLJ20033 /DB_XREF=gi:8923033 
/UG=Hs. 134757 hypothetical 
protein FLJ20033 
/FL=gb:NM 017629.1 


NM_017629 




NP_060099 


219191_s_at 


3.26E-04 


gb:NM_016293.1 /DEF=Homo 
sapiens bridging integrator 2 
(BIN2), mRNA. /FEA=mRNA 
/GEN=BIN2 /PROD=breast cancer 
as^oriatpd nrotein BRAP1 
/DB_XREF=gi:7706486 
/UG=Hs.14770 bridging integrator 
2 /FL=gb:AF146531.1 
gb:AB032698.1 gb:NM 016187.1 
gb:NM_016293.1 


NM_016293 




NP_057377 


219221_at 


0.003539 


gb:NM_024724.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22332 (FLJ22332), mRNA. 
/FEA=mRNA /GEN=FLJ22332 
/PROD=hypothetical protein 
FLJ22332 

/DB_XREF=gi: 13376033 
/UG=Hs.1 11092 hypothetical 
protein FLJ22332 
/FL=gb:NM_024724.1 


NM_024724 







732 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219228_at 


6.68E-04 


gb:NM_01 8555.2 /DEF=Homo 
sapiens C2H2-like zinc finger 
protein (ZNF361), mRNA. 
/FEA=mRNA /GEN=ZNF361 
/PROD=C2H2-like zinc finger 
protein /DB_XREF=gi: 1009261 2 
/UG=Hs. 147644 zinc finger 
protein 331 /FL=gb:AF251515.2 
gb:NM_01 8555.2 gb:AF272148.1 


NM_018555 




NP_061025 


219229_at 


0.001116 


gb:NM_01 3272.2 /DEF=Homo 
sapiens solute carrier family 21 
(organic anion transporter), 
member 11 (SLC21A11), mRNA. 
/FEA=mRNA /GEN=SLC21A11 
/PROD=solute carrier family 21 
(organic aniontransporter), 
member 11 

/DB_XREF=gi:7706713 
/UG=Hs. 14805 solute carrier 
family 21 (organic anion 
transporter), member 11 
/FL=gb:AF205074.1 
gb:AF187816.1 gb:AB031050.2 
gb:NWL01 3272.2 


NM_013272 




NP_037404 


219232_s_at 


0.014208 


gb:NM_022073.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21620 (FLJ21620), mRNA. 
/FEA=mRNA /GEN=FLJ21620 
/PROD=hypothetical protein 
FLJ21620 

/DB_XREF=gi: 11 545786 
/UG=Hs. 18878 hypothetical 
protein FLJ21620 
/FL=gb:NM_022073.1 


NM_022073 




NP_203130 


219238_at 


0.006966 


gb:NM_01 7837.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20477 (FLJ20477), mRNA. 
/FEA=mRNA /GEN=FLJ20477 
/PROD=hypothetical protein 
FLJ20477 /DB_XREF=gi:8923441 
/UG=Hs.26994 hypothetical 
protein FLJ20477 
/FL=gb:NM 017837.1 


NM_0 17837 




NP_060307 



733 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219253_at 


1.26E-04 


gb:NM_024121.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20979 (FLJ20979), mRNA. I 
/FEA=mRNA /GEN=FLJ20979 
/PROD=hypothetical protein j 
FLJ20979 

/DB_XREF=gi:13129145 
/UG=Hs.44680 hypothetical 
protein FLJ20979 
/FL=gb:NM 024121.1 


NM_024121 






219259_at 


0.00228 


gb:NM_022367.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12287 similar to semaphorins 
(FLJ 12287), mRNA. /FEA=mRNA 
/GEN=FLJ 12287 
/PROD=hypothetical protein 
FLJ 12287 similar tosemaphorins 
/DB_XREF=gi:1 1641290 
/UG=Hs.7634 hypothetical protein 
FLJ12287 similar to semaphorins 
/FL=gb:NM 022367.1 
gb:AB029394.1 


NM_022367 




NP_071762 


219266_at 


0.02145 


gb:NM_021632.1 /DEF=Homo 
sapiens zinc-finger protein 
ZBRK1 (ZBRK1), mRNA. 
/FEA=mRNA /GEN=ZBRK1 
/PROD=zinc-finaer Drotein ZBRK1 

#1 IV V_*X hm* i. Ill W 1 1 1 1 %J 1 \J 1 \J L W III » 1— ' 1 A 1 X 1 

/DB_XREF=gi: 11056003 
/UG=Hs. 130965 zinc-finger 
protein ZBRK1 
/FL=gb:AF295096.1 
gb:AF309561.1 gb:NM 021632.1 


NM_021632 




NP_067645 


219281_at 


1.26E-04 


gb:NM_012331.2 /DEF=Homo 
sapiens methionine sulfoxide 
reductase A (MSRA), mRNA. 
/FEA=mRNA /GEN=MSRA 
/PROD=methionine sulfoxide 
reductase A 
/DB_XREF=gi: 13259538 
/UG=Hs.26458 methionine 
sulfoxide reductase A 
/FL=gb:NM 012331.2 
gb:AF1 83420.1 


NM_012331 




NP_036463 



734 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219283_at 


1.26E-04 


gb:NM_014158.1 /DEF=Homo 
sapiens HSPC067 protein 
(HSPC067), mRNA. /FEA=mRNA 
/GEN=HSPC067 
/PROD=HSPC067 protein 
/DB_XREF=gi:7661771 
/UG=Hs.279938 HSPC067 protein 
/FL=gb:AF161552.1 
gb:NM_014158.1 


NM_014158 






219292_at 


3.56E-04 


gb:NM_018105.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10477 (FLJ10477), mRNA. 
/FEA=mRNA /GEN=FLJ10477 
/PROD=hypothetical protein 
FLJ 10477 /DB_XREF=gi:8922445 
/UG=Hs.7432 hypothetical protein 
FLJ10477 /FL=gb:NM_018105.1 


NM_018105 




NP_060575 


219297_at 


0.026891 


gb:NM_01 9045.1 /DEF=Homo 
sapiens similar to rab11 -binding 
protein (FLJ11116), mRNA. 
/FEA=mRNA /GEN=FLJ11116 
/PROD=similar to rab11-binding 
protein /DB_XREF=gi:9506636 
/UG=Hs.98510 similar to rab11- 
binding protein 
/FL=gb:NM_01 9045.1 


NM_019045 




NP_061918 


219304_s_at 


0.041055 


gb:NM_025208.1 /DEF=Homo 
sapiens spinal cord-derived 
growth factor-B (SCDGF-B), 
mRNA. /FEA=mRNA 
/GEN=SCDGF-B /PROD=spinal 
cord-derived growth factor-B 
/DB XREF=gi: 13376807 
/UG=Hs.112885 spinal cord- 
derived growth factor-B 
/FL=gb:AB033832.1 
gb:AF1 13216.1 gb:NM 025208.1 
gb:AY027517.1 


NM_025208 




NPJ49126 


219322_s_at 


0.02145 


gb:NM_017818.1 /DEF=Homo 
sapiens WD repeat domain 8 
(WDR8), mRNA. /FEA=mRNA 
/GEN=WDR8 /PROD=WD repeat 
domain 8 /DB_XREF=gi:8923402 
/UG=Hs.31714 hypothetical 
protein FLJ20430 
/FL=gb:AB034912.1 
gb:NM 017818.1 


NM_017818 




NP_060288 



735 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219324_at 


0.001173 


gb:NM_024313.1 /DEF=Homo 
sapiens hypothetical protein 
MGC3731 (MGC3731), mRNA. 
/FEA=mRNA /GEN=MGC3731 
/PROD=hypothetical protein 
MGC3731 

/DB_XREF=gi: 13236552 
/UG=Hs.326372 hypothetical 
protein MGC3731 
/FL=gb:BC002808.1 
gb:NM_024313.1 


NM_024313 




NP_077289 


219326_s_at 


3.93E-04 


gb:NM_006577.2 /DEF=Homo 
sapiens beta-1,3-N- 
acetylglucosaminyltransferase 
(BETA3GNT), mRNA. 
/FEA=mRNA /GEN=BETA3GNT 
/PROD=beta-1,3-N- 
acetylglucosaminyltransferase 
/DB_XREF=gi:9845237 
/UG=Hs.48730 beta-1,3-N- 
acetylglucosaminyltransferase 
bGnT-2 /FL=gb:AF288208.1 
gb:AF092051.2 gb:NM 006577.2 


NM_006577 




NP_1 50274 


219329_s_at 


0.007779 


gb:NM_016085.1 /DEF=Homo 
sapiens apoptosis related protein 
APR-3 (APR-3), mRNA. 
/FEA=mRNA /GEN=APR-3 
/PROD=apoptosis related protein 
APR-3 /DB_XREF=gi:7706360 
/UG=Hs.9527 apoptosis related 
protein APR-3 
/FL=gb:AF144055.2 
gb:NM_01 6085.1 


NM_016085 




NP_542159 


219336_s_at 


0.034317 


gb:NM_01 5947.1 /DEF=Homo 
sapiens CGI-18 protein 
(LOC51008), mRNA. /FEA=mRNA 
/GEN=LOC51008 /PROD=CGI-18 
protein /DB_XREF=gi:7705601 
/UG=Hs.121599 CGI-18 protein 
/FL=gb:AY01 3290.1 
gb:AF132952.1 gb:NM 015947.1 


NM_015947 




NP_057031 



736 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219356_s_at 


0.001116 


gb:NM_016410.1 /DEF=Homo 
sapiens hypothetical protein 
(HSPC177), mRNA. /FEA=mRNA 
/GEN=HSPC177 
/PROD=hypothetical protein 
/DB_XREF=gi:7705488 
/UG=Hs.279777 hypothetical 
protein /FL=gb:AF1 61 525.1 
gb:NM_016410.1 


NM_016410 




NP_057494 


219357_at 


0.007558 


gb:NM_014027.1 /DEF=Homo 
sapiens HSPC018 protein 
(HSPC018), mRNA. /FEA=mRNA 
/GEN=HSPC018 
/PROD=HSPC018 protein 
/DB_XREF=gi:7661735 
/UG=Hs.279853 HSPC018 protein 
/FL=gb:BC001701.1 
gb:AF077204.1 gb:NM_014027.1 


NM_014027 




NP_054746 


219359_at 


3.26E-04 


gb:NM_025092.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22635 (FLJ22635), mRNA. 
/FEA=mRNA /GEN=FLJ22635 
/PROD=hypothetical protein 
FLJ22635 

/DB_XREF=gi: 13376651 
/UG=Hs.288529 hypothetical 
protein FLJ22635 
/FL=gb:NM_025092.1 


NM_025092 




NP_079368 


219371_s_at 


0.005852 


gb:NM_016270.1 /DEF=Homo 
sapiens Kruppel-like factor 
(LOC51713), mRNA. /FEA=mRNA 
/GEN=LOC51713 /PROD= Kruppel- 
like factor /DB_XREF=gi:7706468 
/UG=Hs. 107740 Kruppel-like 
factor 2 (lung) 
/FL=gb:AF1 34053.1 
gb:AF205849.1 gb:NM_016270.1 


NM_016270 




NP_057354 


219384_s_at 


1.72E-04 


gb:NM_012091.2 /DEF=Homo 
sapiens adenosine deaminase, 
tRNA-specific 1 (ADAT1), mRNA. 
/FEA=mRNA /GEN=ADAT1 
/PROD=adenosine deaminase, 
tRNA-specific 1 
/DB_XREF=gi:7382475 
/UG=Hs. 188661 adenosine 
deaminase, tRNA-specific 1 
/FL=gb:BC002758.1 
gb:AF125188.1 gb:NM 012091.2 


NM_012091 




NP_036223 



737 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein I 

Accession 

No. 


219394_at 


0.00161 


gb:NM_024419.1 /DEF=Homo 
sapiens 

Phosphatidylglycerophosphate 
Synthase (PGS1), mRNA. 
/FEA=mRNA /GEN=PGS1 
/PROD=PhosDhatidvlalvceroDhosDh 
ate Synthase 
/DB_XREF=gi: 13259369 
/UG=Hs.278682 
Phosphatidylglycerophosphate 
Synthase /FL=gb:NM_024419.1 


NM_024419 




NP_077733 


219396_s_at 


0.021312 


gb:NM_024608.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22402 (FLJ22402), mRNA. 
/FEA=mRNA /GEN=FLJ22402 
/PROD=hvDothetical orotein 
FLJ22402 

/DB_XREF=gi: 1337581 6 
/UG=Hs.28355 hypothetical 
protein FLJ22402 
/FL=gb:NM_024608.1 


NM_024608 




NP_078884 


219397_at 


0.003171 


gb:NM_025147.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 13448 (FLJ13448), mRNA. 
/FEA=mRNA /GEN=FLJ13448 
/PROD=hvDothetical Drotein 

l\ l \ v«/ 1—/ | iy ^Wll ICllwu I |JI U lull 1 

FLJ 13448 

/DB_XREF=gi: 13376736 
/UG=Hs.288945 hypothetical 
protein FLJ 13448 
/FL=gb:NM 025147.1 


NM_025147 




NP_079423 


219403_s_at 


1.41E-04 


gb:NM_006665.1 /DEF=Homo 
sapiens heparanase (HPSE), 
mRNA. /FEA=mRNA /GEN=HPSE 
/PROD=heparanase 
/DB XREF=ai 5729872 
/UG=Hs.44227 heparanase 
/FL=gb:AF1 651 54.1 
gb:AF1 52376.1 gb:NM_006665.1 
gb:AF084467.1 gb:AF155510.1 


NM_006665 




NP_006656 


219405_at 


0.023856 


gb:NM_018073.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10369 (FLJ10369), mRNA. 
/FEA=mRNA /GEN=FLJ10369 
/PROD=hypothetical protein 
FLJ 10369 /DB_XREF=gi:8922379 
/UG=Hs.53940 hypothetical 
protein FLJ 10369 
/FL=gb:NMJ)1 8073.1 


NM_018073 




NP_060543 



738 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219409_at 


0.046189 


gb:NM_024700.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12553 (FU12553), mRNA. 
/FEA=mRNA /GEN=FLJ 12553 
/PROD=hypothetical protein 
FLJ12553 ! 
/DB_XREF=gi: 13375986 
/UG=Hs.99601 hypothetical 
protein FLJ 12553 
/FL=gb:NM_024700.1 


NM_024700 




NP_078976 


219410_at 


0.037692 


gb:NM_01 8004.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10134 (FLJ10134), mRNA. 
/FEA=mRNA /GEN=FLJ10134 
/PROD=hypothetical protein 
FLJ10134 /DB_XREF=gi:8922242 
/UG=Hs. 104800 hypothetical 
protein FLJ10134 
/FL=gb:NM_018004.1 


NM_018004 




NP_060474 


219426_at 


7.58E-04 


gb:NM_024852.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12765 (FLJ12765), mRNA. 
/FEA=mRNA /GEN=FLJ 12765 
/PROD=hypothetical protein 
FLJ12765 

/DB_XREF=gi: 13376274 
/UG=Hs. 189829 hypothetical 
protein FLJ 12765 
/FL=gb:NM_024852.1 


NM_024852 




NP_803171 


219444_at 


1.26E-04 


gb:NM_021946.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11362 (FLJ11362), mRNA. 
/FEA=mRNA /GEN=FLJ11362 
/PROD=hypothetical protein 
FLJ 11 362 

/DB_XREF=gi: 11345489 
/UG=Hs.8929 hypothetical protein 
FLJ11362 /FL=gb:NM_021946.1 


NM_021946 




NP_068765 



739 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein I 

Accession 

No. 


219445_at 


1.49E-04 


gb:NM_015711.1 /DEF=Homo 
sapiens glioma tumor suppressor 
candidate region gene 1 
(GLTSCR1), mRNA. /FEA=mRNA 
/GEN=GLTSCR1 /PROD=glioma 
tumor suppressor candidate 
region gene 1 
/DB_XREF=gi:7657127 
/UG=Hs.97244 glioma tumor 
suppressor candidate region 
gene 1 /FL=gb:AF1 82077.1 
gb:NM_015711.1 


NM_015711 




NP_056526 


219446_at 


0.042466 


gb:NM_018157.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10620 (FLJ10620), mRNA. 
/FEA=mRNA /GEN=FLJ10620 
/PROD=hypothetical protein 
FLJ 10620 /DB_XREF=gi:8922554 
/UG=Hs.99445 hypothetical 
protein FLJ10620 
/FL=gb:NM_018157.1 


NM_018157 




NP_060627 


219449_s_at 


3.26E-04 


gb:NM_017866.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20533 (FLJ20533), mRNA. 
/FEA=mRNA /GEN=FLJ20533 
/PROD=hypothetical protein 
FLJ20533 /DB_XREF=gi:8923499 
/UG=Hs. 106650 hypothetical 
protein FLJ20533 
/FL=gb:BC002748.1 
gb:NM_0 17866.1 


NM_017866 




NP_060336 


219457_s_at 


0.005039 


gb:NM_024832.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22439 (FLJ22439), mRNA. 
/FEA=mRNA /GEN=FLJ22439 
/PROD=hypothetical protein 
FLJ22439 

/DB_XREF=gi: 13376237 
/UG=Hs. 180040 hypothetical 
protein FLJ22439 
/FL=gb:NM 024832.1 


NM_024832 




NP_079108 



740 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219458_s_at 


0.026891 


gb:NM_022072.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22609 (FLJ22609), mRNA. 
/FEA=mRNA /GEN=FLJ22609 
/PROD=hypothetical protein 
FLJ22609 

/DB_XREF=gi:1 1545784 
/UG=Hs. 18740 hypothetical 
protein FLJ22609 
/FL=gb:NM_022072.1 


NM_022072 




NP_071355 

i 


219459_at 


0.03002 


gb:NM_01 8082.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10388 (FLJ10388), mRNA. 
/FEA=mRNA /GEN=FLJ10388 
/PROD=hypothetical protein 
FU 10388 /DB_XREF=gi:8922398 
/UG=Hs. 197642 hypothetical 
protein FLJ 10388 
/FL=gb:NM_018082.1 


NM_018082 




NP_060552 


219460_s_at 


1.28E-04 


gb:NM_01 7849.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20507 (FLJ20507), mRNA. 
/FEA=mRNA /GEN=FLJ20507 
/PROD=hypothetical protein 
FLJ20507 /DB_XREF=gi:8923465 
/UG=Hs.202955 hypothetical 
protein FLJ20507 
/FL=gb:NM_01 7849.1 


NM_017849 




NP_060319 


219467_at 


0.033381 


gb:NM_01 7676.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20125 (FLJ20125), mRNA. 
/FEA=mRNA /GEN=FLJ20125 
/PROD=hypothetical protein 
FLJ20125 /DB_XREF=gi:8923123 
/UG=Hs.24088 hypothetical 
protein FLJ20125 
/FL=gb:NM 017676.1 


NM_017676 




NP_060146 



741 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219485_s_at 


0.001116 


gb:NM_002814.1 /DEF=Homo 
sapiens proteasome (prosome, 
macropain) 26S subunit, non- 
ATPase, 10 (PSMD10), mRNA. 
/FEA=mRNA /GEN=PSMD10 
/PROD=proteasome (prosome, 
macropain) 26S subunit.non- 
ATPase, 10 
/DB_XREF=gi:4506216 
/UG=Hs.7756 proteasome 
(prosome, macropain) 26S 
subunit, non-ATPase, 10 
/FL=gb:AB009619.1 gb:D83197.1 
gb:NM 002814.1 


NM_002814 




NP_736606 


219492_at 


3.26E-04 


gb:NM_012110.1 /DEF=Homo 
sapiens cystein-rich hydrophobic 
domain 2 (CHIC2), mRNA. 
/FEA=mRNA /GEN=CHIC2 
/PROD=cystein-rich hydrophobic 
domain 2 /DB_XREF=gi:6912275 
/UG=Hs.1 19488 cystein-rich 
hydrophobic domain 2 
/FL=gb:AF 159423.1 
gb:NM 012110.1 


NM_012110 




NP_036242 


219493_at 


0.005379 


gb:NM_024745.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22009 (FLJ22009), mRNA. 
/FEA=mRNA /GEN=FLJ22009 
/PROD=hypothetical protein 
FLJ22009 

/DB_XREF=gi: 13376069 
/UG=Hs. 123253 hypothetical 
protein FLJ22009 
/FL=gb:NM_024745.1 


NM_024745 




NP_079021 


219495_s_at 


0.046329 


gb:NM_01 3256.1 /DEF=Homo 
sapiens zinc finger protein 180 
(HHZ168) (ZNF180), mRNA. 
/FEA=mRNA /GEN=ZNF180 
/PROD=zinc finger protein 180 
(HHZ168) /DB_XREF=gi:7019578 
/UG=Hs. 130683 zinc finger 
protein 180 (HHZ168) 
/FL=gb:AF192913.1 
gb:NM 013256.1 


NM_013256 




NP_037388 



742 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219497_s_at 


0.013088 


gb:NM_022893.1 /DEF=Homo 
sapiens B-cell CLUymphoma 11A 
(zinc finger protein) (BCL11A), 
mRNA. /FEA=mRNA 
/GEN=BCL11A /PROD=B-cell 
CLLIymphoma 11A (zinc finger 
protein) /DB XREF=gi: 13375629 
/UG=Hs.1 30881 B-cell 
CLLIymphoma 11A (zinc finger 
protein) /FL=gb:NM_022893.1 
gb:NM 018014.1 


NM_022893 




NP_612569 


219502_at 


0.046189 


gb:NM_01 8248.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10858 (FLJ10858), mRNA. 
/FEA=mRNA /GEN=FLJ 10858 
/PROD=hypothetical protein 
FLJ 10858 /DB_XREF=gi:8922721 
/UG=Hs. 134403 hypothetical 
protein FLJ10858 
/FL=gb:NM 018248.1 


NM_018248 




NP_060718 


219515_at 


0.013223 


gb:NM_020228.1 /DEF=Homo 
sapiens PR domain containing 
10 (PRDM10), mRNA. 
/FEA=mRNA /GEN=PRDM10 
/PROD=PR domain containing 10 
/DB_XREF=gi:9910503 
/UG=Hs.275086 PR domain 
containing 10 /FL=gb:AF275817.1 
gb:NM_020228.1 


NM_020228 




NP_064613 


219520_s_at 


0.033381 


gb:NM_01 8458.1 /DEF=Homo 
sapiens uncharacterized bone 
marrow protein BM042 (BM042), 
mRNA. /FEA=mRNA 
/GEN=BM042 

/PROD=uncharacterized bone 
marrow protein BM042 
/DB_XREF=gi:8922101 
AJG=Hs.324136 uncharacterized 
bone marrow protein BM042 
/FL=gb:AF217518.1 
gb:NMJ)18458.1 


NM_018458 







743 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219528_s_at 


0.005852 


gb:NM_022898.1 /DEF=Homo 
sapiens B-cell 
lymphomaleukaemia 11B 
(BCL11B), mRNA. /FEA=mRNA 
/GEN=BCL11B /PROD=B-cell 
lymphomaleukaemia 11B 
/DB_XREF=gi: 12597634 
/UG=Hs.57987 B-cell 
CLLIymphoma 1 1 B (zinc finger 
protein) /FL=gb:NM 022898.1 


NM_022898 




NP_612808 


219544_at 


0.00228 


gb:NM_024808.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22624 (FLJ22624), mRNA. 
/FEA=mRNA /GEN=FLJ22624 
/PROD=hypothetical protein 
FLJ22624 

/DB_XREF=gi: 133761 90 
/UG=Hs.166425 hypothetical 
protein FLJ22624 
/FL=gb:NM_024808,1 


NM_024808 




NP_079084 


219547_at 


1.26E-04 


gb:NM_004376.1 /DEF=Homo 
sapiens COX15 (yeast) homolog, 
cytochrome c oxidase' assembly 
protein (COX15), mRNA. 
/FEA=mRNA /GEN=COX15 
/PROD=COX15 (yeast) homolog, 
cytochrome c oxidaseassembly 
protein /DB_XREF=gi:4758035 
/UG=Hs.226581 COX15 (yeast) 
homolog, cytochrome c oxidase 
assembly protein 
/FL=gb:AF044323.1 
gb:NM_004376.1 


NM_004376 




NP_5 10870 


219549_s_at 


7.58E-04 


gb:NM_006054.1 /DEF=Homo 
sapiens reticulon 3 (RTN3), 
mRNA. /FEA=mRNA /GEN=RTN3 
/PROD=reticulon 3 
/DB_XREF=gi:51 74654 
/UG=Hs.252831 reticulon 3 
/FL=gb:BC000634.1 
gb:AF059524.1 gb:AF1 19297.1 
gb:NM 006054.1 


NM_006054 




NP_006045 



744 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219551_at 


1.32E-04 


gb:NM_01 8456.1 /DEF=Homo 
sapiens uncharacterized bone 
marrow protein BM040 (BM040), 
mRNA. /FEA=mRNA 
/GEN=BM040 

/PROD=uncharacterized bone 
marrow protein BM040 
/DB_XREF=gi:8922098 
/UG=Hs.26892 uncharacterized 
bone marrow protein BM040 
/FL=gb:AF217516.1 
gb:NM 018456.1 


NM_018456 




NP_060926 


219563_at 


0.004341 


gb:NM_024633.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21276 (FLJ21276), mRNA. 
/FEA=mRNA /GEN=FLJ21276 
/PROD=hypothetical protein 
FLJ21276 

/DB_XREF=gi: 13375863 
/UG=Hs.41502 hypothetical 
protein FLJ21276 
/FL=gb:NM_024633.1 


NM_024633 




NP_078909 


219571_s_at 


2.05E-04 


gb:NM_016265.1 /DEF=Homo 
sapiens GIOT-3 for gonadotropin 
inducible transcription repressor-3 
(GIOT-3), mRNA. /FEA=mRNA 
/GEN=GIOT-3 /PROD=GIOT-3 for 
gonadotropin inducible 
transcri ption repressor-3 
/DB XREF=gi:7706464 
/UG=Hs. 102397 GIOT-3 for 
gonadotropin inducible 
transcription repressor-3 
/FL=gb:AB021643.1 
gb:NM_016265.1 


NM_016265 




NP_057349 


219575_s_at 


0.010205 


gb:NM_022341.1 /DEF=Homo 
sapiens peptide deformylase-like 
protein (LOC64146), mRNA. 
/FEA=mRNA /GEN=LOC64146 
/PROD=peptide deformylase-like 
protein /DB_XREF=gi: 11641242 
/UG=Hs. 130849 peptide 
deformylase-like protein 
/FL=gb:AF239156.1 
gb:NM_022341.1 gb:AF322879.1 


NM_022341 




NP_071736 



745 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219594_at 


1.72E-04 


gb:NM_016533.1 /DEF=Homo 
sapiens ninjurin 2 (NINJ2), 
mRNA. /FEA=mRNA /GEN=NINJ2 
/PROD=ninjurin 2 
/DB_XREF=gi:7706622 
/UG=Hs.239208 ninjurin 2 
/FL=gb:AF205633.1 
gb:NM 016533.1 


NM_016533 






219607_s_at 


3.56E-04 


gb:NM_024021.1 /DEF=Homo 
sapiens membrane-spanning 4- 
domains, subfamily A, member 4 
(MS4A4), mRNA. /FEA=mRNA 
/GEN=MS4A4 /PROD=membrane- 
spanning 4-domains, subfamily A, 
member4 /DB_XREF=gi: 13430865 
/UG=Hs.325960 membrane- 
spanning 4-domains, subfamily A, 
member 4 /FL=gb:AB013102.1 
gb:NM_024021.1 gb:AF068288.1 
gb:NM_016650.1 


NM_024021 




NP_683876 


219608_s_at 


0.043703 


gb:NM_024862.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ13962 (FLJ13962), mRNA. 
/FEA=mRNA /GEN=FLJ 13962 
/PROD=hypothetical protein 
FLJ 13962 

/DB_XREF=gi: 13376291 
/UG=Hs.330407 hypothetical 
protein FLJ 13962 
/FL=gb:NM_024862.1 


NM_024862 




NP_079138 


219620_x_at 


5.03E-04 


gb:NM_017723.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20245 (FLJ20245), mRNA. 
/FEA=mRNA /GEN=FLJ20245 
/PROD=hypothetical protein 
FLJ20245 /DB_XREF=gi:8923220 
/UG=Hs. 169758 hypothetical 
protein FLJ20245 
/FL=gb:NM 017723.1 


NM_017723 




NP_060193 



746 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219625_s_at 


0.003597 


gb:NM_005713.1 /DEF=Homo 
sapiens collagen, type IV, alpha 
3 (Goodpasture antigen) binding 
protein (COL4A3BP), mRNA. 
/FEA=mRNA /GEN=COL4A3BP 
/PROD=collagen, type IV, alpha 
3 (Goodpasture antigen)binding 
protein /DB_XREF=gi:5031716 
/UG=Hs.21276 collagen, type IV, 
alpha 3 (Goodpasture antigen) 
binding protein 
/FL=gb:AF1 36450.1 
gb:NM_005713.1 


NM_005713 




NP_1 12729 


219632_s_at 


0.005121 


gb:AF196175.1 /DEF=Homo 
sapiens capsaicin receptor 
mRNA, complete cds. 
/FEA=mRNA /PROD=capsaicin 
receptor /DB_XREF=gi:12003145 
/UG=Hs.283010 vanilloid receptor 
subtype 1 /FL=gb:AF 1961 75.1 
gb:NM_01 8727.1 


AF196175 




NP_542437 


219634_at 


0.010205 


gb:NM_018413.1 /DEF=Homo 
sapiens chondroitin 4- 
sulfotransferase (C4ST), mRNA. 
/FEA=mRNA /GEN=C4ST 
/PROD=chondroitin 4- 
sulfotransferase 
/DB_XREF=gi:8923757 
/UG=Hs.287402 chondroitin 4- 
sulfotransferase 
/FL=gb:AB042326.1 
gb:NM_018413.1 gb:AF239820.1 


NMJD18413 




NP_060883 


219639_x_at 


0.004341 


gb:NM_020213.1 /DEF=Homo 
sapiens hypothetical protein from 
EUROIMAGE 1977056 
(LOC56965), mRNA. /FEA=mRNA 
/GEN=LOC56965 
/PROD=hypothetical protein from 
EUROIMAGE 1977056 
/DB_XREF=gi:9910373 
/UG=Hs.315687 hypothetical 
protein from EUROIMAGE 
1977056 /FL=gb:NM_020213.1 


NM_020213 




NP_064599 



747 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219644_at 


0.013088 


gb:NM_016122.1 /DEF=Homo 
sapiens NY-REN-58 antigen 
(LOC51134), mRNA. /FEA=mRNA 
/GEN=LOC51134 /PROD=NY- 
REN-58 antigen 
/DB_XREF=gi:7705838 
/UG=Hs.56148 NY-REN-58 
antigen /FL=gb:AF1 551 15.1 
gb:NM_016122.1 


NM_016122 




NP_057206 


219649_at 


3.26E-04 


gb:NM_01 3339.1 /DEF=Homo 

sapiens dolichyl-P- 

Glc:Man9GlcNAc2-PP- 

dolichylglucosyltransferase 

(ALG6), mRNA. /FEA=mRNA 

/GEN=ALG6 /PROD=dolichyl-P- 

Glc:Man9GlcNAc2-PP- 

dolichylglucosyltransferase 

/DB_XREF=gi:7019324 

/UG=Hs.80042 dolichyl-P- 

Glc:Man9GlcNAc2-PP- 

dolichylglucosyltransferase 

/FL=gb:AF063604.1 

gb:BC001253.1 gb:AF102851.1 

gb:NM_01 3339.1 


NM_0 13339 




NP_037471 


219657_s_at 


0.013223 


gb:NM_01 6531.1 /DEF=Homo 
sapiens hBKLF for basic kruppel 
like factor (LOC51274), mRNA. 
/FEA=mRNA /GEN=LOC51274 
/PROD=hBKLF for basic kruppel 
like factor /DB XREF=gi:7706076 
/UG=Hs.119640 hBKLF for basic 
kruppel like factor 
/FL=gb:AF285837.1 
gb:AB024523.1 gb:NM_01 6531.1 


NM_0 16531 




NP_057615 


219666_at 


1.26E-04 


gb:NM_022349.1 /DEF=Homo 
sapiens CD20-like precusor 
(LOC64166), mRNA. /FEA=mRNA 
/GEN=LOC64166 /PROD=CD20- 
like precusor 
/DB_XREF=gi:1 1641258 
/UG=Hs.17914 membrane- 
spanning 4-domains, subfamily A, 
member6 /FL=gb:AF1 42409.1 
gb:NM 022349.1 


NM_022349 




NP_690591 



748 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219667_s_at 


0.007052 


gb:NM_017935.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20706 (FLJ20706), mRNA. 
/FEA=mRNA /GEN=FLJ20706 
/PROD=hypothetical protein 
FLJ20706 /DB_XREF=gi:8923635 
/UG=Hs. 193736 hypothetical 
protein FLJ20706 
/FL=gb:NM 017935.1 


NM_017935 




NP_060405 


219669_at 


0.002536 


gb:NM_020406.1 /DEF=Homo 
sapiens polycythemia rubra vera 
1; cell surface receptor (PRV1), 
mRNA. /FEA=mRNA /GEN=PRV1 
/PROD=polycythemia rubra vera 
1; cell surfacereceptor 
/DB_XREF=gi:9966888 
/UG=Hs.232165 polycythemia 
rubra vera 1; cell surface 
receptor /FL=gb:AF146747.1 
gb:NM_020406.1 


NM_020406 




NP_065139 


219672_at 


0.008237 


gb:NM_016633.1 /DEF=Homo 
sapiens EDRF protein 
(LOC51327); mRNA. /FEA=mRNA 
/GEN=LOC51327 /PROD=EDRF 
protein /DB_XREF=gi:7706179 
/UG=Hs.274309 erythroid 
differentiation-related factor 
/FL=gb:AF208865.1 
gb:NM_016633.1 


NM_016633 




NP_057717 


219673_at 


0.004341 


gb:NM_01 7696.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20170 (FLJ20170), mRNA. 
/FEA=mRNA /GEN=FLJ20170 
/PROD=hypothetical protein 
FLJ20170 /DB_XREF=gi:8923164 
/UG=Hs.279008 hypothetical 
protein FLJ20170 
/FL=gb:NM_017696.1 


NM_017696 




NP_060166 


219680_at 


0.041795 


gb:NM_024618.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21478 (FLJ21478), mRNA. 
/FEA=mRNA /GEN=FLJ21478 
/PROD=hypothetical protein 
FLJ21478 

/DB_XREF=gi: 13375837 
/UG=Hs.31097 hypothetical 
protein FLJ21478 
/FL=gb:NM_024618.1 


NM_024618 




NP_733840 



749 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219694_at 


1.26E-04 


gb:NM_019018.1 /DEF=Homo 
sapiens hypothetical protein 
(FLJ11127), mRNA. /FEA=mRNA 
/GEN=FLJ11127 
/PROD=hypothetical protein 
/DB_XREF=gi:9506640 
/UG=Hs.91165 hypothetical 
protein /FL=gb:NM 019018.1 


NM_019018 




NP_061891 


219700_at 


3.56E-04 


gb:NM_020405.1 /DEF=Homo 
sapiens tumor endothelial marker 
7 precursor (TEM7), mRNA. 
/FEA=mRNA /GEN=TEM7 
/PROD=tumor endothelial marker 
7 precursor 
/DB_XREF=gi:9966886 
/UG=Hs. 125036 tumor endothelial 
marker 7 precursor 
/FL=gb:AF279144.1 
gb:NM_020405.1 


NM_020405 




NP_065138 


21971 1_at 


0.026891 


gb:NM_01 7652.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20070 (FLJ20070), mRNA. 
/FEA=mRNA /GEN=FLJ20070 
/PROD=hypothetical protein 
FLJ20070 /DB_XREF=gi:8923076 
/UG=Hs.186711 hypothetical 
protein FLJ20070 
/FL=gb:NM_01 7652.1 


NM_017652 




NP_060122 


219717_at 


6.68E-04 


gb:NM_01 7741.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20280 (FLJ20280), mRNA. 
/FEA=mRNA /GEN=FLJ20280 
/PROD=hypothetical protein 
FLJ20280 /DB_XREF=gi:8923256 
/UG=Hs.270134 hypothetical 
protein FLJ20280 
/FL=gb:NM_01 7741.1 


NM_017741 




NP_060211 


219734_at 


0.00161 


gb:NM_01 7699.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20174 (FLJ20174), mRNA. 
/FEA=mRNA /GEN=FLJ20174 
/PROD=hypothetical protein 
FLJ20174 /DB XREF=gi:8923170 
/UG=Hs.1 14556 hypothetical 
protein FLJ20174 
/FL=gb:NM 017699.1 


NM_017699 




NP_060169 



750 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219770_at 


0.005852 


gb:NM_024659.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11753 (FLJ11753), mRNA. 
/FEA=mRNA /GEN=FLJ11753 
/PROD=hypothetical protein 
FLJ11753 

/DB_XREF=gi: 13375910 
/UG=Hs.62348 hypothetical 
protein FLJ11753 
/FL=gb:NM_024659.1 


NM_024659 




NP_078935 


219797_at 


7.58E-04 


gb:NM_01 2214.1 /DEF=Homo 
sapiens mannosyl (alpha-1 ,3-)- 
glycoprotein beta-1,4-N- 
acetylglucosaminyltransferase, 
isoenzyme A (MGAT4A), mRNA. 
/FEA=mRNA /GEN=MGAT4A 
/PROD=mannosyl (alpha-1 ,3-)- 
glycoproteinbeta-1 ,4-N- 
acetylglucosaminyltransferase, 
isoenzyme A 
/DB_XREF=gi:6912501 
/UG=Hs.177576 mannosyl (alpha- 
1,3-)-glycoprotein beta-1,4-N- 
acetylglucosaminyltransferase, 
isoenzyme A /FL=gb:AB000616.1 
gb:NM_012214.1 


NM_012214 




NP_036346 


219799_s_at 


0.033381 


gb:NM_005771.1 /DEF=Homo 
sapiens retinol dehydrogenase 
homolog (RDHL), mRNA. 
/FEA=mRNA /GEN=RDHL 
/PROD=retinol dehvdroaenase 
homolog /DB_XREF=gi:5032034 
/UG=Hs. 179608 retinol 
dehydrogenase homolog 
/FL=gb:AF067174.1 
gb:NM_005771.1 


NM_005771 




NP_005762 


219806_s_at 


1.26E-04 


gb:NM_020179.1 /DEF=Homo 
sapiens FN5 protein (FN5), 
mRNA. /FEA=mRNA /GEN=FN5 
/PROD=FN5 protein 
/DB_XREF=gi:9910225 
/UG=Hs.259737 FN5 protein 
/FL=gb:AF1 971 37.1 
gb:NM 020179.1 


NM_020179 




NP_064564 



751 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein I 

Accession 

No. 


219812_at 


6.68E-04 


gb:NM_024070.1 /DEF=Homo 
sapiens hypothetical protein 
MGC2463 (MGC2463), mRNA. 
/FEA=mRNA /GEN=MGC2463 
/PROD= hypothetical protein 
MGC2463 

/DB_XREF=gi:13129051 
/UG=Hs.323634 hypothetical 
protein MGC2463 
/FL=gb:BC001 129.1 
gb:NM_024070.1 


NM_024070 






219816_s_at 


3.26E-04 


gb:NM_018107.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10482 (FLJ10482), mRNA. 
/FEA=mRNA /GEN=FLJ10482 
/PROD=hypothetical protein 
FLJ 10482 /DB_XREF=gi:8922449 
/UG=Hs.4997 hypothetical protein 
FLJ10482 /FL=gb:NM_018107.1 


NM_018107 




NP_060577 


219846_at 


0.016934 


gb:NM_025174.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ23040 (FLJ23040), mRNA. 
/FEA=mRNA /GEN=FLJ23040 
/PROD=hypothetical protein 
FLJ23040 

/DB_XREF=gi:1 3376769 
/UG=Hs.169813 hypothetical 
protein FLJ23040 
/FL=gb:NM 025174.1 


NM_025174 




NP_079450 


219859_at 


1.26E-04 


gb:NM_01 4358.1 /DEF=Homo 
sapiens C-type (calcium 
dependent, carbohydrate- 
recognition domain) lectin, 
superfamily member 9 
(CLECSF9), mRNA. /FEA=mRNA 
/GEN=CLECSF9 /PROD=C-type 
(calcium dependent,carbohydrate- 
recognition domain) lectin, 
superfamilymember 9 
/DB_XREF=gi:7657332 
/UG=Hs.236516 C-type (calcium 
dependent, carbohydrate- 
recognition domain) lectin, 
superfamily member 9 
/FL=gb:BC000715.1 
gb:AB024718.1 gb:NM_014358.1 


NM_014358 




NP_055173 



752 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219860_at 


0.010205 


gb:NM_025262.1 /DEF=Homo 
sapiens G5C protein (G5C), 
mRNA. /FEA=mRNA /GEN=G5C 
/PROD=G5C protein 
/DB_XREF=gi: 13376875 
/UG=Hs.246845 G5C protein 
/FL=gb:NM_025262.1 


NM_025262 




NP_079538 


219862_s_at 


0.007779 


gb:NM_012336.1 /DEF=Homo 
sapiens nuclear prelamin A 
recognition factor (NARF), 
mRNA. /FEA=mRNA /GEN=NARF 
/PROD=nuclear prelamin A 
recognition factor 
/DB_XREF=gi:6912523 
/UG=Hs.256526 nuclear prelamin 
A recognition factor 
/FL=gb:AF1 28406.1 
gb:NM_012336.1 


NM_012336 




NPJ 14174 


219868_s_at 


0.039278 


gb:NM_01 6376.1 /DEF=Homo 
sapiens ANKHZN protein 
(ANKHZN), mRNA. /FEA=mRNA 
/GEN=ANKHZN /PROD=ANKHZN 
protein /DB_XREF=gi:7705277 
/UG=Hs.284163 ANKHZN protein 
/FL=gb:AB037360.1 
gb:NM_01 6376.1 


NM_016376 




NP_065791 


219869_s_at 


9.79E-04 


gb:NM_022154.1 /DEF=Homo 
sapiens up-regulated by BCG- 
CWS (LOC64116), mRNA. 
/FEA=mRNA /GEN=LOC64116 
/PROD=up-regulated by BCG- 
CWS /DB_XREF=gi:1 1545899 
/UG=Hs.284205 up-regulated by 
BCG-CWS /FL=gb:NMJ)22154.1 


NM_022154 




NP_071437 


219885_at 


0.046329 


gb:NM_01 8042.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10260 (FLJ10260), mRNA. 
/FEA=mRNA /GEN=FLJ 10260 
/PROD=hypothetical protein 
FLJ10260 /DB_XREF=gi:8922317 
/UG=Hs. 105859 hypothetical 
protein FLJ10260 
/FL=gb:NM_018042.1 


NM_018042 




NP_060512 



753 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219892_at 


1.26E-04 


gb:NM_023003.1 /DEF=Homo 
sapiens transmembrane 6 
superfamily member 1 (TM6SF1), 
mRNA. /FEA=mRNA 
/GEN=TM6SF1 
/PROD=transmembrane 6 
superfamily member 1 
/DB_XREF=gi:13194198 
/UG=Hs. 133865 transmembrane 6 
superfamily member 1 
/FL=gb:AF255922.1 
gb:NM_023003.1 


NM_023003 




NP_075379 


219929_s_at 


8.34E-04 


gb:NM_024071.1 /DEF=Homo 
sapiens hypothetical protein 
MGC2550 (MGC2550), mRNA. 
/FEA=mRNA /GEN=MGC2550 
/PROD=hypothetical protein 
MGC2550 

/DB_XREF=gi: 131 29053 
/UG=Hs.318498 hypothetical 
protein MGC2550 
/FL=gb:BC001 130.1 
gb:NM_024071.1 


NM_024071 




NP_076976 


219931_s_at 


0.002536 


gb:NM_021633.1 /DEF=Homo 
sapiens kelch-like protein C3IP1 
(C3IP1), mRNA. /FEA=mRNA 
/GEN=C3IP1 /PROD=kelch-like 
protein C3IP1 
/DB_XREF=gi: 11056005 
/UG=Hs.3826 kelch-like protein 
C3IP1 /FL=gb:AF1 90900.1 
gb:NM_021633.1 gb:BC003183.1 
gb:BC004175.1 


NM_021633 




NP_067646 


219933_at 


0.016934 


gb:NM_01 6066.1 /DEF=Homo 
sapiens CGI-133 protein 
(LOC51022), mRNA. /FEA=mRNA 
/GEN=LOC51022 /PROD=CGI- 
133 protein 

/DB_XREF=gi:7705627 
/UG=Hs.5054 CGI-133 protein 
/FL=gb:AF1 51 891.1 
gb:NM_01 6066.1 gb:AF1 32495.2 


NM_016066 




NP_057150 



754 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219938_s_at 


3.26E-04 


gb:NM_024430.1 /DEF=Homo 
sapiens proline-serine-threonine 
phosphatase interacting protein 2 
(PSTPIP2), mRNA. /FEA=mRNA 
/GEN=PSTPIP2 /PROD=proline- 
serine-threonine phosphatase 
interactingprotein 2 
/DB_XREF=gi: 13270468 
/UG=Hs.69149 proline-serine- 
threonine phosphatase interacting 
protein 2 /FL=gb:NM_024430.1 


NM_024430 




NP_077748 


219947_at 


0.001116 


gb:NM_016184.1 /DEF=Homo 
sapiens C-type (calcium 
dependent, carbohydrate- 
recognition domain) lectin, 
superfamily member 6 
(CLECSF6), mRNA. /FEA=mRNA 
/GEN=CLECSF6 /PROD=C-type 
(calcium dependent.carbohydrate- 
recognition domain) lectin, 
superfamilymember 6 
/DB_XREF=gi:7705337 
/UG=Hs.115515 C-type (calcium 
dependent, carbohydrate- 
recognition domain) lectin, 
superfamily member 6 
/FL=gb:AF109146.1 
gb:NM_016184.1 gb:AF067800.1 


NM_016184 

?> 




NP_057268 


219952_s_at 


0.007934 


gb:NM_020533.1 /DEF=Homo 
sapiens mucolipin 1 (MCOLN1), 
mRNA. /FEA=mRNA 
/GEN=MCOLN1 /PROD=mucolipin 
1 /DB_XREF=gi: 10092596 
/UG=Hs. 12909 mucolipin 1 
/FL=gb:NM_020533.1 
gb:BC005149.1 gb:AF287269.1 
gb:AF249319.1 


NM_020533 




NP_065394 



755 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219960_s_at 


0.010205 


gb:NM_01 5984.1 /DEF=Homo 
sapiens ubiquitin C-terminal 
hydrolase UCH37 (UCH37), 
mRNA. /FEA=mRNA 
/GEN=UCH37 /PROD=ubiquitin C- 
terminal hydrolase UCH37 
/DB_XREF=gi:7706752 
/UG=Hs.171581 ubiquitin C- 
terminal hydrolase UCH37 
/FL=gb:AF147717.1 
gb:NM 015984.1 


NM_015984 




NP_057068 


219963_at 


0.004659 


gb:NM_016364.1 /DEF=Homo 
sapiens protein phosphatase 
(LOC51207), mRNA. /FEA=mRNA 
/GEN=LOC51207 /PROD=protein 
phosphatase 
/DB_XREF=gi:7705958 
/UG=Hs.178170 protein 
phosphatase /FL=gb:AB027004.1 
gb:NM_01 6364.1 


NM_0 16364 




NP_057448 


219974_x_at 


0.02145 


gb:NM_018479.1 /DEF=Homo 
sapiens uncharacterized 
hypothalamus protein HCDASE 
(LOC55862), mRNA. /FEA=mRNA 
/GEN=LOC55862 
/PROD=uncharacterized 
hvDothalamus Drotein HCDASE 
/DB_XREF=gi:8923863 
/UG=Hs.239218 uncharacterized 
hypothalamus protein HCDASE 
/FL=gb:AF220192.1 
gb:NM_01 8479.1 


NM_0 18479 




NP_060949 


219979_s_at 


0.003171 


gb:NM_01 6401.1 /DEF=Homo 
sapiens hypothetical protein 
(HSPC138), mRNA. /FEA=mRNA 
/GEN=HSPC138 
/PROD=hypothetical protein 
/DB_XREF=gi:7705470 
/UG=Hs.283775 hypothetical 
protein /FL=gb:AF161487.1 
gb:NM_016401.1 


NM_016401 




NP_057485 


219981_x_at 


0.001116 


gb:NM_01 7961.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20813 (FLJ20813), mRNA. 
/FEA=mRNA /GEN=FLJ20813 
/PROD= hypothetical protein 
FLJ20813 /DB_XREF=gi:8923685 
/UG=Hs.306203 hypothetical 
protein FLJ20813 
/FL=gb:NM_017961.1 


NM_0 17961 




NP_060431 



756 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219994_at 


0.028893 


gb:NM_0 19043.1 /DEF=Homo 
sapiens similar to proline-rich 
protein 48 (LOC54518), mRNA. 
/FEA=mRNA /GEN=LOC54518 
/PROD=similar to proline-rich 
protein 48 /DB_XREF=gi:9506856 
/UG=Hs.98874 similar to proline- 
rich protein 48 
/FL=gb:NM_01 9043.1 


NM_019043 




NPJD61916 


220000_at 


3.09E-04 


gb:NM_003830.1 /DEF=Homo 
sapiens sialic acid binding Ig-like 
lectin 5 (SIGLEC5), mRNA. 
/FEA=mRNA /GEN=SIGLEC5 
/PROD=sialic acid binding Ig-like 
lectin 5 /DB_XREF=gi:4502658 
/UG=Hs. 117005 sialic acid 
binding Ig-like lectin 5 
/FL=gb:U71383.1 
gb:NM_003830.1 gb:AF170484.1 


NM_003830 




NP_003821 


220001_at 


0.003171 


gb:NM_012387.1 /DEF=Homo 
sapiens peptidyl arginine 
deiminase, type V (PAD), mRNA. 
/FEA=mRNA /GEN=PAD 
/PROD=peptidyl arginine 
deiminase, type V 
/DB_XREF=gi:6912575 
/UG=Hs.1 17232 peptidyl arginine 
deiminase, type V 
/FL=gb:AB017919.1 
gb:NM_012387.1 


NM_012387 




NP_036519 


220005_at 


1.26E-04 


gb:NM_023914.1 /DEF=Homo 
sapiens G protein-coupled 
receptor 86 (GPR86), mRNA. 
/FEA=mRNA /GEN=GPR86 
/PROD=G protein-coupled 
receptor 86 

/DB_XREF=gi: 131 94202 
/UG=Hs. 13040 G protein-coupled 
receptor 86 /FL=gb:AF295368.1 
gb:NM_023914.1 gb:AF1 78982.1 
gb:AF345565.1 


NM_023914 




NP_795713 



757 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220009_at 


0.008237 


gb:NM_024778.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22612 (FLJ22612), mRNA. 
/FEA=mRNA /GEN=FLJ22612 
/PROD=hypothetical protein 
FLJ22612 

/DB_XREF=gi: 133761 33 
/UG=Hs.144266 hypothetical 
protein FLJ22612 
/FL=gb:NM 024778.1 


NM_024778 




NP_079054 


220015_at 


0.004341 


gb:NM_01 7766.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20321 (FLJ20321), mRNA. 
/FEA=mRNA /GEN=FLJ20321 
/PROD=hypothetical protein 
FLJ20321 /DB_XREF=gi:8923302 
/UG=Hs.162196 hypothetical 
protein FLJ20321 
/FL=gb:BC004410.1 
gb:NM_017766.1 


NM_017766 




NP_060236 


220023_at 


0.016934 


gb:NM_018690.1 /DEF=Homo 
sapiens apolipoprotein B48 
receptor (APOB48R), mRNA. 
/FEA=mRNA /GEN=APOB48R 
/PROD=apolipoprotein B48 
receptor /DB_XREF=gi:8922078 
/UG=Hs.200333 apolipoprotein 
B48 receptor /FL=gb:AF141 332.1 
gb:AF141334.1 gb:NM_018690.1 


NM_018690 




NP_061160 


220034_at 


0.003522 


gb:NM_007 199.1 /DEF=Homo 
sapiens interleukin-1 receptor- 
associated kinase M (IRAK-M), 
mRNA. /FEA=mRNA /GEN=IRAK- 
M /PROD=interleukin-1 receptor- 
associated kinase M 
/DB_XREF=gi:6005791 
/UG=Hs.268552 interleukin-1 
receptor-associated kinase M 
/FL=gb:AF1 13136.1 
gb:NM_007199.1 


NM_007199 




NP_009130 



758 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220050_at 


0.00423 


gb:NM_018956.1 /DEF=Homo 
sapiens chromosome 9 open 
reading frame 9 (C90RF9), 
mRNA. /FEA=mRNA 
/GEN=C90RF9 
/PROD=chromosome 9 open 
reading frame 9 
/DB_XREF=gi:9506440 
/UG=Hs.62595 chromosome 9 
open reading frame 9 
/FL=gb:NM_018956.1 


NM_018956 




NP_061829 


220052_s_at 


0.00161 


gb:NM_012461.1 /DEF=Homo 
sapiens TERF1 (TRFI)-interacting 
nuclear factor 2 (TINF2), mRNA. 
/FEA=mRNA /GEN=TINF2 
/PROD=TERF1 (TRFI)-interacting 
nuclear factor 2 
/DB_XREF=gi:6912715 
/UG=Hs.7797 TERF1 (TRF1)- 
interacting nuclear factor 2 
/FL=gb:AF1 9551 2.1 
gb:NM_012461.1 


NM_012461 




NP_036593 


220071_x_at 


0.00228 


gb:NM_018097.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10460 (FLJ10460), mRNA. 
/FEA=mRNA /GEN=FLJ10460 
/PROD=hypothetical protein 
FLJ 10460 /DB_XREF=gi:8922429 
/UG=Hs.14347 hypothetical 
protein FLJ 10460 
/FL=gb:NMJ)1 8097.1 


NM_018097 




NP_060567 


220078_at 


0.001618 


gb:NM_018391.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11328 (FLJ11328), mRNA. 
/FEA=mRNA /GEN=FLJ11328 
/PROD=hypothetical protein 
FLJ 1 1 328 /DB_XREF=gi:8922996 
/UG=Hs.178518 hypothetical 
protein FLJ 11 328 
/FL=gb:NM 018391.1 


NM_018391 







759 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220088_at 


0.001116 


gb:NM_001 736.1 /DEF=Homo 
sapiens complement component 
5 receptor 1 (C5a ligand) 
(C5R1), mRNA. /FEA=mRNA 
/GEN=C5R1 /PROD=complement 
component 5 receptor 1 (C5a 
ligand) /DB XREF=gi:4502508 
/UG=Hs.2161 complement 
component 5 receptor 1 (C5a 
ligand) /FL=gb:M62505.1 
gb:NM_001 736.1 


NM_001736 




NP_001727 


220097_s_at 


0.046435 


gb:NM_017728.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20255 (FLJ20255), mRNA. 
/FEA=mRNA /GEN=FLJ20255 
/PROD=hypothetical protein 
FLJ20255 /DB_XREF=gi:8923229 
/UG=Hs.274247 hypothetical 
protein FLJ20255 
/FL=gb:NM 017728.1 


NM_017728 




NP_060198 


220112_at 


0.00161 


gb:NM_024669.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 11795 (FLJ11795), mRNA. 
/FEA=mRNA /GEN=FLJ11795 
/PROD=hypothetical protein 
FLJ 11 795 

/DB_XREF=gi: 13375927 
/UG=Hs. 84560 hypothetical 
protein FLJ11795 
/FL=gb:NM_024669.1 


NM_024669 




NP_078945 


220113_x_at 


0.001116 


gb:NM_019014.1 /DEF=Homo 
sapiens similar to DNA-directed 
RNA polymerase I (135 kDa) 
(FLJ10816), mRNA. /FEA=mRNA 
/GEN=FLJ10816 /PROD=similar 
to DNA-directed RNA polymerase 
I (135kDa) /DB_XREF=gi:9506618 
/UG=Hs. 86337 similar to DNA- 
directed RNA polymerase I (135 
kDa) /FL=gb:NM_019014.1 


NM_019014 




NP_1 15588 



760 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220122_at 


0.033381 


gb:NM_024717.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22344 (FLJ22344), mRNA. 
/FEA=mRNA /GEN=FLJ22344 
/PROD=hypothetical protein 
FLJ22344 

/DB_XREF=gi: 13376020 
/UG=Hs.1 07716 hypothetical 
protein FLJ22344 
/FL=gb:NM_024717.1 


NM_024717 




NP_078993 


220127_s_at 


0.041055 


gb:NM_01 7703.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20188 (FLJ20188), mRNA. 
/FEA=mRNA /GEN=FLJ20188 
/PROD=hypothetical protein 
FLJ20188 /DB_XREF=gi:8923178 
/UG=Hs. 12439 hypothetical 
protein FLJ20188 
/FL=gb:NM_017703.1 


NM_017703 




NP_060173 


220132_s_at 


0.016934 


gb:NM_01 3269.1 /DEF=Homo 
sapiens lectin-like NK cell 
receptor (LLT1), mRNA. 
/FEA=mRNA /GEN=LLT1 
/PROD=lectin-like NK cell 
receptor /DB_XREF=gi:7019446 
/UG=Hs. 136748 lectin-like NK cell 
receptor /FL=gb:AF1 33299.1 
gb:NM_01 3269.1 gb:AF285087.1 


NM_013269 




NP_037401 


220138_at 


5.07 E-04 


gb:NM_004821.1 /DEF=Homo 
sapiens heart and neural crest 
derivatives expressed 1 
(HAND1), mRNA. /FEA=mRNA 
/GEN=HAND1 /PROD=basic helix- 
loop-helix transcription 
factorHANDI 
/DB_XREF=gi:4758505 
/UG=Hs. 152531 heart and neural 
crest derivatives expressed 1 
/FL=gb:AF06 1756.1 
gb:NM_004821.1 


NM_004821 




NP_004812 


220140_s_at 


0.033381 


gb:NM_0 13323.1 /DEF=Homo 
sapiens sorting nexin 11 
(SNX11), mRNA. /FEA=mRNA 
/GEN=SNX11 /PROD=sorting 
nexin 11 /DB_XREF=gi:7019538 
/UG=Hs. 15827 sorting nexin 11 
/FL=gb:AF121861.1 
gb:NM 013323.1 


NM_013323 




NP_689450 



761 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220147_s_at 


0.013223 


gb:NM_021238.1 /DEF=Homo 
sapiens TERA protein (TERA), 
mRNA. /FEA=mRNA /GEN=TERA 
/PROD=TERA protein 
/DB_XREF=gi:10864048 
/UG=Hs. 180780 TERA protein 
/FL=gb:NM_021 238.1 
gb:BC000024.1 


NM_021238 




NP_067061 


220162_s_at 


0.001012 


gb:NM_022352.1 /DEF=Homo 
sapiens caspase recruitment 
domain protein 9 (LOC64170), 
mRNA. /FEA=mRNA 
/GEN=LOC64170 /PROD=caspase 
recruitment domain Drotein 9 

1 \* w 1 UILI 1 1 Ve 1 11 VJ \m/ III wl 111 Lh/ 1 \J III \s 

/DB_XREF=gi: 11641262 
/UG=Hs.271815 caspase 
recruitment domain protein 9 
/FL=gb:NM_022352.1 


NM_022352 




NP_434701 


220175_s_at 


0.041055 


gb:NM_020667.1 /DEF=Homo 
sapiens hypothetical protein from 
clone 1659351 (LOC57397), 
mRNA. /FEA=mRNA 
/GEN=LOC57397 
/PROD=hvDothetical orotein from 

It 1 \ >— ' 1— » 1 ly pull I^LIV^Cil |JI UlCII 1 MUHI 

clone 1659351 
/DB_XREF=gi: 101 90707 
/UG=Hs.288838 hypothetical 
protein from clone 1659351 
/FL=gb:NM_020667.1 


NM_020667 






220202_s_at 


0.00228 


gb:NM_01 8835.1 /DEF=Homo 
sapiens membrane-associated 
nucleic acid binding protein 
(MNAB), mRNA. /FEA=mRNA 
/GEN=MNAB /PROD=membrane- 
associated nucleic acid 
bindingprotein 
/DB_XREF=gi:9256536 
/UG=Hs. 112227 membrane- 
associated nucleic acid binding 
protein /FL=gb:NM_018835.1 


NM_018835 




NP_061323 



762 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220232_at 


0.042536 


gb:NM_024906.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21032 (FLJ21032), mRNA. 
/FEA=mRNA /GEN=FLJ21032 
/PROD=hypothetical protein 
FLJ21032 

/DB_XREF=gi: 13376362 
/UG=Hs.247474 hypothetical 
protein FLJ21032 
/FL=gb:NM_024906.1 


NM_024906 




NP_079182 


220235_s_at 


1.26E-04 


gb:NM_01 8372.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11269 (FLJ11269), mRNA. 
/FEA=mRNA /GEN=FLJ11269 
/PROD=hypothetical protein 
FLJ11269 /DB_XREF=gi:8922961 
/UG=Hs.25245 hypothetical 
protein FLJ11269 
/FL=gb:NM 018372.1 


NM_018372 




NP_060842 


220244_at 


0.007779 


gb:NM_01 3343.1 /DEF=Homo 
sapiens NAG-7 protein (NAG-7), 
mRNA. /FEA=mRNA /GEN=NAG- 
7 /PROD=NAG-7 protein 
/DB_XREF=gi:71 06370 
/UG=Hs.278951 NAG-7 protein 
/FL=gb:AF086709.2 
gb:NM 013343.1 


NM_013343 




NP_037475 


220292_at 


0.002464 


gb:NM_024340.1 /DEF=Homo 
sapiens hypothetical protein 
MGC4179 (MGC4179), mRNA. 
/FEA=mRNA /GEN=MGC4179 
/PROD=hypothetical protein 
MGC4179 

/DB_XREF=gi: 13236590 
/UG=Hs. 129369 hypothetical 
protein MGC4179 
/FL=gb:BC002859.1 
gb:NM_024340.1 


NM_024340 






220305_at 


3.26E-04 


gb:NM_024030.1 /DEF=Homo 
sapiens hypothetical protein 
MGC3260 (MGC3260), mRNA. 
/FEA=mRNA /GEN=MGC3260 
/PROD=hypothetical protein 
MGC3260 

/DB_XREF=gi: 131 28977 
/UG=Hs.15514 hypothetical 
protein MGC3260 
/FL=gb:BC000073.1 
gb:NM 024030.1 


NM_024030 







763 



Gene Identifier ! 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220306_at 


0.004026 


gb:NM_017709.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20202 (FLJ20202), mRNA. 
/FEA=mRNA /GEN=FLJ20202 
/PROD=hypothetical protein 
FLJ20202 /DB_XREF=gi:8923191 
/UG=Hs. 155556 hypothetical 
protein FLJ20202 
/FL=gb:NM 017709.1 


NM_017709 




NP_060179 


220330_s_at 


1.26E-04 


gb:NM_022136.1 /DEF=Homo 
sapiens SAM domain, SH3 
domain and nuclear localisation 
signals, 1 (SAMSN1), mRNA. 
/FEA=mRNA /GEN=SAMSN1 
/PROD=SAM domain, SH3 
domain and nuclear 
localisationsignals, 1 
/DB_XREF=gi:1 1545870 
/UG=Hs.24633 SAM domain, 
SH3 domain and nuclear 
localisation signals, 1 
/FL=gb:AF222927.1 
gb:NM_022136.1 


NM_022136 




NP_071419 


220363_s_at 


0.004452 


gb:NM_022086.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11656 (FLJ11656), mRNA. 
/FEA=mRNA /GEN=FLJ11656 
/PROD=hypothetical protein 
FLJ11656 

/DB_XREF=gi: 11 545798 
/UG=Hs.96560 hypothetical 
protein FLJ 11656 
/FL=gb:NM_022086.1 


NM_022086 




NP_573403 


220367_s_at 


2.05E-04 


gb:NM_024545.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12761 (FLJ12761), mRNA. 
/FEA=mRNA /GEN=FLJ12761 
/PROD=hypothetical protein 
FU12761 

/DB_XREF=gi: 13375706 
/UG=Hs. 10554 hypothetical 
protein FLJ 12761 
/FL=gb:NM 024545.1 


NM_024545 




NP_078821 



764 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220368_s_at 


0.00228 


gb:NM_01 7936.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20707 (FLJ20707), mRNA. 
/FEA=mRNA /GEN=FLJ20707 
/PROD=hypothetical protein 
FLJ20707 /DB_XREF=gi:8923637 
/UG=Hs. 109441 hypothetical 
protein FLJ20707 
/FL=gb:NM_01 7936.1 


NM_0 17936 




NP_1 15949 


220375_s_at 


0.035763 


gb:NM_024752.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ23312 (FLJ23312), mRNA. 
/FEA=mRNA /GEN=FLJ23312 
/PROD=hypothetical protein 
FLJ23312 

/DB_XREF=gi: 13376081 
/UG=Hs. 126555 hypothetical 
protein FLJ23312 
/FL=gb:NM_024752.1 


NM_024752 






220404_at 


0.010205 


gb:NM_014076.1 /DEF=Homo 
sapiens PRO0611 protein 
(PRO0611), mRNA. /FEA=mRNA 
/GEN=PRO0611 
/PROD=PRO0611 protein 
/DB XREF=gi:7662571 
/UG=Hs.163833 PRO0611 protein 
/FL=gb:AF1 11 851.1 
gb:NM_014076.1 


NM_0 14076 






22041 6_at 


1.26E-04 


gb:NM_024837.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21472 (FLJ21472), mRNA. 
/FEA=mRNA /GEN=FLJ21472 
/PROD=hypothetical protein 
FLJ21472 

/DB_XREF=gi: 1 3376248 
/UG=Hs. 182738 hypothetical 
protein FLJ21472 
/FL=gb:NM_024837.1 


NM_024837 




NP_079113 


220417_s_at 


0.013223 


gb:NM_01 5963.1 /DEF=Homo 
sapiens CGI-36 protein 
(LOC51078), mRNA. /FEA=mRNA 
/GEN=LOC51078 /PROD=CGI-36 
protein /DB_XREF=gi:7705731 
/UG=Hs. 182986 CGI-36 protein 
/FL=gb:AF1 32970.1 
gb:NM_0 15963.1 


NM_0 15963 




NP_057047 



765 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220477_s_at 


0.034221 


gb:NM_014145.1 /DEF=Homo 
sapiens HSPC274 protein 
(HSPC274), mRNA. /FEA=mRNA 
/GEN=HSPC274 
/PROD=HSPC274 protein 
/DB_XREF=gi:7661833 
/UG=Hs.323476 HSPC274 protein 
/FL=gb:AF161392.1 
gb:NM 014145.1 


NM_014145 




NP_054864 


220491_at 


0.014208 


gb:NM_021 175.1 /DEF=Homo 
sapiens liver-expressed 
antimicrobial peptide (LEAP-1), 
mRNA. /FEA=mRNA /GEN=LEAP- 
1 /PROD=liver-expressed 
antimicrobial peptide 
/DB_XREF=gi: 10863972 
/UG=Hs.8821 liver-expressed 
antimicrobial peptide 
/FL=gb:AF309489.1 
gb:NM_02 1175.1 gb:AF131292.1 


NM_021175 




NP_066998 


220494_s_at 


0.043705 


gb:NM_01 8678.1 /DEF=Homo 
sapiens lipopolysaccharide 
specific response-68 protein 
(LSR68), mRNA. /FEA=mRNA 
/GEN=LSR68 

/PROD=lipopolysaccharide specific 

response-68 protein 

/DB_XREF=gi:8923914 

/UG=Hs.1 03189 lipopolysaccharide 

specific response-68 protein 

/FL=gb:AF 147723.1 

gb:NM_01 8678.1 


NM_018678 




NP_061148 


220500_s_at 


0.009275 


gb:NM_007082.2 /DEF=Homo 
sapiens RAB, member of RAS 
oncogene family-like 2A 
(RABL2A), mRNA. /FEA=mRNA 
/GEN=RABL2A /PROD=RAB, 
member of RAS oncogene family- 
like 2A /DB_XREF=gi:7549818 
/UG=Hs. 122660 RAB, member of 
RAS oncogene family-like 2A 
/FL=gb:AF095350.1 
gb:NM_007082.2 


NM_007082 




NP_038198 



766 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220532_s_at 


0.013223 


gb:NM_014020.1 /DEF=Homo 
sapiens LR8 protein (LR8), 
mRNA. /FEA=mRNA /GEN=LR8 
/PROD=LR8 protein 
/DB_XREF=gi: 7662497 
/UG=Hs.190161 LR8 protein 
/FL=gb:AF1 15384.1 
gb:NM 014020.1 


NM_014020 




NP_054739 


220537_at 


0.007063 


gb:NM_017677.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20126 (FLJ20126), mRNA. 
/FEA=mRNA /GEN=FLJ20126 
/PROD=hypothetical protein 
FLJ20126 /DB_XREF=gi:8923125 
/UG=Hs. 196568 hypothetical 
protein FLJ20126 
/FL=gb:NM 017677.1 


NM_017677 




NP_060147 


220570_at 


0.041795 


gb:NM_020415.2 /DEF=Homo 
sapiens found in inflammatory 
zone 3 (FIZZ3), mRNA. 
/FEA=mRNA /GEN=FIZZ3 
/PROD=resistin 
/DB_XREF=gi: 13435379 
/UG=Hs.283091 found in 
inflammatory zone 3 
/FL=gb:AF323081.1 
gb:NM 020415.2 gb:AF205952.1 


NM_020415 




NP_065148 


220577_at 


1.26E-04 


gb:NM_025006.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 13373 (FLJ 13373), mRNA. 
/FEA=mRNA /GEN=FLJ 13373 
/PROD=hypothetical protein 
FLJ 13373 

/DB_XREF=gi: 13376522 
/UG=Hs.287567 hypothetical 
protein FLJ 13373 
/FL=gb:NM 025006.1 


NM_025006 




NP_079282 


220591_s_at 


0.005852 


gb:NM_025184.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22843 (FLJ22843), mRNA. 
/FEA=mRNA /GEN=FLJ22843 
/PROD=hypothetical protein 
FLJ22843 

/DB_XREF=gi: 13376775 
AJG=Hs.301143 hypothetical 
protein FLJ22843 
/FL=gb:NM_025184.1 


NM_025184 




NP_079460 



767 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220597_s_at 


0.02145 


gb:NM_01 8694.1 /DEF=Homo 
sapiens HSVI binding protein 
(LOC55913), mRNA. /FEA=mRNA 
/GEN=LOC55913 /PROD=HSVI 
binding protein 
/DB_XREF=gi:8923906 
/UG=Hs.306208 HSVI binding 
protein /FL=gb:AF267748.1 
gb:NM_01 8694.1 


NM_018694 




NP_061164 


220603_s_at 


2.05E-04 


gb:NM_01 8349.1 /DEF=Homo 
sapiens hypothetical protein 
FU11175 (FLJ11175), mRNA. 
/FEA=mRNA /GEN=FLJ11175 
/PROD=hypothetical protein 
FLJ11175 /DB_XREF=gi:8922916 
/UG=Hs.33368 hypothetical 
protein FLJ11175 
/FL=gb:NM 018349.1 


NM_018349 




NP_060819 


22061 0_s_at 


0.029713 


gb:NM_006309.1 /DEF=Homo 
sapiens leucine rich repeat (in 
FLU) interacting protein 2 
(LRRFIP2), mRNA. /FEA=mRNA 
/GEN=LRRFIP2 /PROD=leucine 
rich repeat (in FLU) 
interactingprotein 2 
/DB_XREF=gi:5453725 
/UG=Hs.57672 leucine rich repeat 
(in FLU) interacting protein 2 
/FL=gb:AF1 15509.1 
gb:NM„006309.1 


NM_006309 




NP_060194 


22061 5_s_at 


2.05E-04 


gb:NM_01 8099.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10462 (FLJ10462), mRNA. 
/FEA=mRNA /GEN=FLJ10462 
/PROD=hypothetical protein 
FLJ10462 /DB_XREF=gi:8922433 
/UG=Hs.100895 hypothetical 
protein FLJ10462 
/FL=gb:AL1 36843.1 
gb:NM_01 8099.1 


NM_018099 




NP_060569 


220661_s_at 


1.26E-04 


gb:NM_01 7865.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20531 (FLJ20531), mRNA. 
/FEA=mRNA /GEN=FLJ20531 
/PROD=hypothetical protein 
FLJ20531 /DB XREF=gi:8923497 
/UG=Hs.23617 hypothetical 
protein FLJ20531 
/FL=gb:NM 017865.1 


NM_017865 




NP_060335 



768 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220669_at 


0.041795 


gb:NM 017493.2 /DEF=Homo 
sapiens Hin-1 (HSHIN1), mRNA. 
/FEA=mRNA /GEN=HSHIN1 
/PROD=Hin-1 
/DB_XREF=gi: 1351 8029 
/UG=Hs.252722 Hin-1 
/FL=gb:NM_01 7493.2 


NM_017493 




NP_059963 


220684_at 


0.003171 


gb:NM_01 3351.1 /DEF=Homo 
sapiens T-box 21 (TBX21), 
mRNA. /FEA=mRNA 
/GEN=TBX21 /PROD=T-box 21 
/DB_XREF=gi:7019548 
/UG=Hs.272409 T-box 21 
/FL=gb:AF093098.1 
gb:NM_01 3351.1 gb:AF241243.2 


NM_013351 




NP_037483 


220691_at 


0.026891 


gb:NM_014114.1 /DEF=Homo 
sapiens PRO0097 protein 
(PRO0097), mRNA. /FEA=mRNA 
/GEN=PRO0097 
/PROD=PRO0097 protein 
/DB_XREF=gi:7662521 
/UG=Hs.278928 PRO0097 protein 
/FL=gb:AF090890.1 
gb:NM_014114.1 


NM_014114 




NP_054833 


220710_at 


0.007258 


gb:NM_024970.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11722 (FLJ11722), mRNA. 
/FEA=mRNA /GEN=FLJ11722 
/PROD=hypothetical protein 
FLJ11722 

/DB_XREF=gi: 13376465 
/UG=Hs.287444 hypothetical 
protein FLJ11722 
/FL=gb:NM 024970.1 


NM_024970 




NP_079246 


220739_s_at 


1.26E-04 


gb:NM_01 7623.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20018 (FLJ20018), mRNA. 
/FEA=mRNA /GEN=FLJ20018 
/PROD=hypothetical protein 
FLJ20018 /DB XREF=gi:8923022 
/UG=Hs.44095 hypothetical 
protein FLJ20018 
/FL=gb:NM_01 7623.1 


NM_017623 




NP_060093 



769 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220741_s_at 


1.26E-04 


gb:NM_006903.1 /DEF=Homo 
sapiens inorganic 
pyrophosphatase (SID6-306), 
mRNA. /FEA=mRNA /GEN=SID6- 
306 /PROD=inorganic 
pyrophosphatase 
/DB_XREF=gi:13491177 
/UG=Hs.5123 inorganic ! 
pyrophosphatase 
/FL=gb:NM 006903.1 
gb:AB026722.1 


NM_006903 




NP_789845 


220746_s_at 


0.041055 


gb:NM_016290.1 /DEF=Homo 
sapiens retinoid x receptor 
interacting protein (LOC51720), 
mRNA. /FEA=mRNA 
/GEN=LOC51720 /PROD=retinoid 
x receptor interacting protein 
/DB_XREF=gi:7706482 
/UG=Hs.7889 retinoid x receptor 
interacting protein 
/FL=gb:AF1 13538.1 
gb:NM_016290.1 


NM_016290 




NP_057374 


220750_s_at 


0.013223 


gb:NM_022356.1 /DEF=Homo 
sapiens growth suppressor 1 
(GROS1), mRNA. /FEA=mRNA 
/GEN=GROS1 /PROD=growth 
suppressor 1 
/DB_XREF=gi:1 1641270 
/UG=Hs.10114 growth suppressor 
1 /FL=gb:AF097431.1 
gb:NM_022356.1 


NM_022356 




NP_071751 


220753_s_at 


0.048741 


gb:NM_01 5974.1 /DEF=Homo 
sapiens lambda-crystallin 
(LOC51084), mRNA. /FEA=mRNA 
/GEN=LOC51084 /PROD=lambda- 
crystallin /DB_XREF=gi:7705743 
/UG=Hs. 108896 lambda-crystallin 
/FL=gb:AF077049.1 
gb:NM_01 5974.1 


NM_015974 




NP_057058 



770 



Gene Identifier I 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220757_s_at 


0.02145 


gb:NM_025241.1 /DEF=Homo 
sapiens UBX domain-containing 
gene 1 (UBXD1), mRNA. 
/FEA=mRNA /GEN=UBXD1 
/PROD=UBX domain-containing 
gene 1 /DB_XREF=gi: 13376853 
/UG=Hs.11081 UBX domain- 
containing 2 /FL=gb:AF272893.1 
gb:NM_025241.1 


NM_025241 




NP_079517 


220761_s_at 


0.00161 


gb:NM_016281.1 /DEF=Homo 
sapiens STE20-like kinase (JIK), 
mRNA. /FEA=mRNA /GEN=JIK 
/PROD=STE20-like kinase 
/DB_XREF=gi:7705559 
/UG=Hs. 12040 STE20-like kinase 
/FL=gb:AF1 79867.1 
gb:NM 016281.1 


NM_016281 




NP_057365 


220796_x_at 


0.033381 


gb:NM_024881.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ14251 (FLJ14251), mRNA. 
/FEA=mRNA /GEN=FLJ14251 
/PROD=hypothetical protein 
FLJ 14251 

/DB_XREF=gi: 13376323 
/UG=Hs.214178 hypothetical 
protein FLJ14251 
/FL=gb:NM 024881.1 


NM_024881 




NP_079157 


220800_s_at 


0.018693 


gb:NM_014547.1 /DEF=Homo 
sapiens tropomodulin 3 
(ubiquitous) (TMOD3), mRNA. 
/FEA=mRNA /GEN=TMOD3 
/PROD=tropomodulin 3 
(ubiquitous) 

/DB_XREF=gi:7657648 
/UG=Hs.22826 tropomodulin 3 
(ubiquitous) /FL=gb:AF237631.1 
gb:NM_014547.1 


NM_014547 




NP_055362 


220864_s_at 


0.005852 


gb:NM_01 5965.1 /DEF=Homo 
sapiens CGI -39 protein; cell 
death-regulatory protein GRIM19 
(LOC51079), mRNA. /FEA=mRNA 
/GEN=LOC51079 /PROD=CGI-39 
protein; cell death-regulatory 
proteinGRIM19 
/DB_XREF=gi:7705733 
/UG=Hs.279574 CGI-39 protein; 
cell death-regulatory protein 
GRIM19 /FL=gb:AF1 32973.1 
gb:AF1 55662.1 gb:NM 015965.1 


NM_015965 




NP_057049 



771 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220865_s_at 


5.03E-04 


gb:NM_014317.2 /DEF=Homo 
sapiens trans-prenyltransferase 
(TPT), mRNA. /FEA=mRNA 
/GEN=TPT /PROD=trans- 
prenyltransferase 
/DB_XREF=gi:1 1863164 
/UG=Hs.279865 trans- 
prenyltransferase 
/FL=gb:NM_014317.2 
gb:AF1 18395.1 


NM_014317 




NP_055132 


220881_at 


0.038535 


gb:NM_018606.1 /DEF=Homo 
sapiens hypothetical protein 
PR01787 (PR01787), mRNA. 
/FEA=mRNA /GEN=PR01787 
/PROD=hypothetical protein 
PR01787 /DB_XREF=gi:8924080 
/UG=Hs.283063 hypothetical 
protein PR01787 
/FL=gb:AF1 16668.1 
gb:NM_018606.1 


NM_0 18606 




NP_061076 


220924_s_at 


1.26E-04 


gb:NM_018976.1 /DEF=Homo 
sapiens amino acid transporter 2 
(KIAA1382), mRNA. /FEA=mRNA 
/GEN=KIAA1382 /PROD=amino 
acid transporter 2 
/DB_XREF=gi:9506836 
/UG=Hs.298275 amino acid 
transporter 2 
/FL=gb:NM_0 18976.1 


NM_018976 




NP_061849 


220926_s_at 


3.26E-04 


gb:NM_025191.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ13033 (FLJ13033), mRNA. 
/FEA=mRNA /GEN=FLJ 13033 
/PROD=hypothetical protein 
FLJ 13033 

/DB XREF=gi: 13376781 
/UG=Hs.301997 hypothetical 
protein FLJ13033 
/FL=gb:NM 025191.1 


NM_025191 




NP_079467 


220939_s_at 


0.001116 


gb:NM_01 7743.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20283 (FLJ20283), mRNA. 
/FEA=mRNA /GEN=FLJ20283 
/PROD=hypothetical protein 
FLJ20283 /DB_XREF=gi:8923261 
/UG=Hs.44033 hypothetical 
protein FLJ20283 
/FL=gb:NM_0 17743.1 


NM_017743 




NP_569118 



772 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220940_at 


2.05E-04 


gb:NM_025190.1 /DEF=Homo 
sapiens KIAA1641 protein | 
(KIAA1641), mRNA. /FEA=mRNA 
/GEN=KIAA1641 
/PROD=hypothetical protein 
FLJ21281 

/DB_XREF=gi: 13449272 
/UG=Hs.44566 KIAA1641 protein 
/FL=gb:NM_025190.1 


NMJ325190 




NP_079466 


220941_s_at 


0.041055 


gb:NM_01 7447.1 /DEF=Homo 
sapiens hypothetical protein 
LOC54149 (YG81), mRNA. 
/FEA=mRNA /GEN=YG81 
/PROD=hypothetical protein 
LOC54149 /DB_XREF=gi:8394546 
/UG=Hs.49391 hypothetical 
protein LOC54149 
/FL=gb:NM_017447.1 


NM_017447 




NP_059143 


220945_x_at 


1.26E-04 


gb:NM_01 8050.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10298 (FLJ10298), mRNA. 
/FEA=mRNA /GEN=FLJ10298 
/PROD=hypothetical protein 
FLJ 10298 /DB_XREF=gi:8922334 
/UG=Hs.5999 hypothetical protein 
FLJ10298 /FL=gb:NM_018050.1 


NM_018050 




NP_060520 


220947_s_at 


7.58E-04 


gb:NM_01 5527.1 /DEF=Homo 
sapiens DKFZP434P1750 protein 
(DKFZP434P1750), mRNA. 
/FEA=mRNA 
/GEN=DKFZP434P1750 
/PROD=DKFZP434P1750 protein 
/DB_XREF=gi:7661587 
/UG=Hs.7274 DKFZP434P1750 
protein /FL=gb:NM 015527.1 


NM_0 15527 




NP_056342 


220949_s_at 


1.26E-04 


gb:NM_024033.1 /DEF=Homo 
sapiens hypothetical protein 
MGC5242 (MGC5242), mRNA. 
/FEA=mRNA /GEN=MGC5242 
/PROD=hypothetical protein 
MGC5242 

/DB_XREF=gi:13162284 
/UG=Hs.77365 hypothetical 
protein MGC5242 
/FL=gb:BC000168.2 
gb:NM 024033.1 


NM_024033 




NP_076938 



773 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220951 _s_at 


0.016495 


gb:NM_014576.1 /DEF=Homo 
sapiens Apobec-1 
complementation factor; APOBEC- 
1 stimulating protein (ACF), 
mRNA. /FEA=mRNA /GEN=ACF 
/PROD=Apobec-1 

complementation factor; APOBEC- 
1 stimulating protein 

/DR XRFF=ni 7fi I 5fiR , i? 

/UG=Hs.8349 Apobec-1 

complementation factor; APOBEC- 

1 stimulating protein 

/FL=gb:AF209192.1 

gb:NM_01 4576.1 gb:AF271789.1 


NM_0 14576 




NP_620311 


220952_s_at 


0.041055 


gb:NM_019012.1 /DEF=Homo | 
sapiens hypothetical protein 
(FLJ10667), mRNA. /FEA=mRNA 
/GEN=FLJ10667 
/PROD=hypothetical protein 
/DB_XREF=gi:9506616 
/UG=Hs.86149 phosphoinositol 3- 
phosphate-binding protein-2 
/FL=gb:NM 019012.1 


NM_019012 




NP_061885 


220953_s_at 


0.001471 


gb:NM_019061.1 /DEF=Homo 
sapiens hypothetical protein 
^FLJ20476^ mRNA /FEA=mRNA 
/GEN=FLJ20476 
/PROD=hypothetical protein 
/DB_XREF=gi:9506678 
/UG=Hs.93872 KIAA1682 protein 
/FL=gb:NM_01 9061.1 


NM_019061 




NP_061934 


220956_s_at 


0.026891 


gb:NM_01 7555.1 /DEF=Homo 
sapiens hypothetical protein 
DKFZp434E026 (DKFZp434E026), 
mRNA. /FEA=mRNA 
/GEN=DKFZp434E026 
/PROD=hypothetical protein 
DKFZD434E026 
/DB_XREF=gi:8922129 
/UG=Hs.9659 hypothetical protein 
DKFZp434E026 
/FL=gb:NM_01 7555.1 


NM_0 17555 




NP_542770 


220964_s_at 


0.010205 


gb:NM_030981.1 /DEF=Homo 
sapiens small GTP-binding 
protein (RAB1B), mRNA. 
/FEA=mRNA /GEN=RAB1B 
/PROD=small GTP-binding protein 
/DB_XREF=gi:13569961 
/FL=gb:NM 030981.1 


NM_030981 




NP_1 12243 



774 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220980_s_at 


3.26E-04 


gb:NM_031 284.1 /DEF=Homo 

sapiens hypothetical protein 

DKFZD434B195 (DKFZP434B195), 

mRNA. /FEA=mRNA 

/GEN=DKFZP434B195 

/PROD=hypothetical protein 

DKFZp434B195 

/DB XREF=gi: 137751 93 

/FL=gb:NM_031284.1 


NM_031284 




NP_1 12574 


220985_s_at 


0.016402 


gb:NM_030954.1 /DEF=Homo 

sapiens hypothetical protein 

DKFZp564A022 (DKFZP564A022), 

mRNA. /FEA=mRNA 

/GEN=DKFZP564A022 

/PROD=hypothetical protein 

DKFZp564A022 

/DB XREF=gi: 13569925 

/FL=gb:NM_030954.1 


NM_030954 




NP_1 12216 


220987_s_at 


0.016934 


gb:NM_030952.1 /DEF=Homo 
sapiens hypothetical protein 
DKFZp434J037 (DKFZP434J037), 
mRNA /FEA=mRNA 
/GEN=DKFZP434J037 
/PROD=hypothetical protein 
DKFZp434J037 
/DB_XREF=gi: 13569921 
/FL=gb:NM 030952.1 


NM_030952 




NP_1 12214 


220995_at 


0.00884 


gb:NM_014178.1 /DEF=Homo 
sapiens HSPC156 protein 
(HSPC156), mRNA. /FEA=mRNA 
/GEN=HSPC156 
/PROD=HSPC156 protein 
/DB_XREF=gi:7661811 
/UG=Hs.99291 HSPC156 protein 
/FL=gb:AF161505.1 
gb:NM_014178.1 


NM_014178 




NP_054897 


220999_s_at 


0.016934 


gb:NM_030778.1 /DEF=Homo 
sapiens hypothetical protein 
PR01331 (PR01331), mRNA. 
/FEA=mRNA /GEN=PR01331 
/PROD=hypothetical protein 
PR01331 /DB XREF=gi:13562115 
/FL=gb:NM_030778.1 


NM_030778 




NP_1 10405 



775 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221002_s_at 


2.05E-04 


gb:NM_030927.1 /DEF=Homo 
sapiens hypothetical protein 
MGC11352 (MGC11352), mRNA. 
/FEA=mRNA /GEN=MGC11352 
/PROD=hypothetical protein 
MGC11352 

/DB_XREF=gi: 13569888 
/FL=gb:NM_030927.1 


NM_030927 




NP_1 12189 


221006_s_at 


7.58E-04 


gb:NM_030918.1 /DEF=Homo 
sapiens hypothetical protein 
My014 (MY014), mRNA. 
/FEA=mRNA /GEN=MY014 
/PROD=hypothetical protein 
My014 /DB_XREF=gi: 13569876 
/FL=gb:NM_030918.1 


NM_030918 




NP_1 12180 


221007_s_at 


0.026891 


gb:NM_030917.1 /DEF=Homo 
sapiens hypothetical protein 
DKFZp586K0717 
(DKFZP586K0717), mRNA. 
/FEA=mRNA 
/GEN=DKFZP586K0717 
/PROD=hypothetical protein 
DKFZp586K0717 
/DB_XREF=gi: 13569873 
/FL=gb:NM_030917.1 


NM_030917 




NP_1 12179 


221011_s_at 


3.26E-04 


gb:NM_030915.1 /DEF=Homo 
sapiens hypothetical protein 
DKFZp566J091 (DKFZP566J091), 
mRNA. /FEA=mRNA 
/GEN=DKFZP566J091 
/PROD=hypothetical protein 
DKFZp566J091 
/DB_XREF=gi: 13569871 
/FL=gb:NM 030915.1 


NM_030915 




NP_112177 


221012_s_at 


0.016934 


gb:NM_030912.1 /DEF=Homo 
sapiens tripartite motif protein 
TRIM8 (TRIM8), mRNA. 
/FEA=mRNA /GEN=TRIM8 
/PROD=tripartite motif protein 
TRIM8 /DB_XREF=gi: 13569865 
/FL=gb:NM 030912.1 


NM_030912 




NP_1 12174 



776 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221014_s_at 


0.00161 


gb:NM_031 296.1 /DEF=Homo 

sapiens hypothetical protein 

DKFZp434G099 

(DKFZP434G099), mRNA. 

/FEA=mRNA 

/GEN=DKFZP434G099 

/PROD=hypothetical protein 

DKFZD434G099 

/DB_XREF=gi:13786128 

/FL=gb:NM_031296.1 


NM_031296 




NP_1 12586 


221025_x_at 


0.041795 


gb:NM_031292.1 /DEF=Homo 
sapiens hypothetical protein 
DKFZp434G1415 
(DKFZP434G1415), mRNA. 
/FEA=mRNA 
/GEN=DKFZP434G1415 
/PROD=hypothetical protein 
DKFZp434G1415 
/DB_XREF=gi: 13775209 
/FL=gb:NM_031292.1 


NM_031292 




NP_1 12582 


221028_s_at 


0.011725 


gb:NM_030819.1 /DEF=Homo 
sapiens hypothetical protein 
MGC11335 (MGC11335), mRNA. 
/FEA=mRNA /GEN=MGC11335 
/PROD=hypothetical protein 
MGC11335 

/DB_XREF=gi: 1354061 5 
/FL=gb:NM_030819.1 


NM_030819 




NP_1 10446 


221036_s_at 


1.26E-04 


gb:NM_031301.1 /DEF=Homo 
sapiens hypothetical protein 
DKFZp564D0372 
(DKFZP564D0372), mRNA. 
/FEA=mRNA 
/GEN=DKFZP564D0372 
/PROD=hypothetical protein 
DKFZp564D0372 
/DB_XREF=gi: 13775223 
/FL=gb:NM 031301.1 


NM_031301 




NP_1 12591 


221039_s_at 


0.026891 


gb:NM_01 8482.1 /DEF=Homo 
sapiens KIAA1249 protein 
(KIAA1249), mRNA. /FEA=mRNA 
/GEN=KIAA1249 
/PROD=uncharacterized gastric 
protein ZG14P 
/DB_XREF=gi:8923867 
/UG=Hs. 10669 KIAA1249 protein 
/FL=gb:AF222859.1 
gb:NM_01 8482.1 


NMJD18482 







777 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221041_s_at 


0.001109 


gb:NM_01 2434.1 /DEF=Homo 
sapiens solute carrier family 17 
(anionsugar transporter), member 
5 (SLC17A5), mRNA. 
/FEA=mRNA /GEN=SLC17A5 
/PROD=solute carrier family 17 
(anionsugartransporter), member 
5 /DB_XREF=gi:6912665 
/UG=Hs.1 17865 solute carrier 
family 17 (anionsugar 
transporter), member 5 
/FL=gb:NM_012434.1 


NM_012434 




NP_036566 


221044_s_at 


0.005852 


gb:NM_021616.1 /DEF=Homo 
sapiens ring finger protein 21, 
interferon-responsive (RNF21 ), 
mRNA. /FEA=mRNA 
/GEN=RNF21 /PROD=ring finger 
protein 21, interferon-responsive 
/DB_XREF=gi: 11055977 
/UG=Hs.125300 ring finger 
protein 21, interferon-responsive 
/FL=gb:AB039903.1 
gb:NM_021616.1 


NM_021616 




NP_569074 


221046_s_at 


0.00161 


gb:NM_014170.1 /DEF=Homo 

sapiens HSPC135 protein 

(HSPC135), mRNA. /FEA=mRNA 

/GEN=HSPC135 

/PROD=HSPC135 protein 

/DB_XREF=gi:7661795 

/UG=Hs. 127496 HSPC135 protein 

/FL=gb:AF161484.1 

gb:NM_014170.1 


NM_014170 




NP_054889 


221050_s_at 


0.004541 


gb:NM_01 9096.1 /DEF=Homo 
sapiens GTP binding protein 2 
(GTPBP2), mRNA. /FEA=mRNA 
/GEN=GTPBP2 /PROD=GTP 
binding protein 2 
/DB_XREF=gi:9506762 
/UG=Hs. 13011 GTP binding 
protein 2 /FL=gb:NM_01 9096.1 


NM_019096 




NP_061969 



778 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221058_s_at 


3.26E-04 


gb:NM_016326.2 /DEF=Homo 
sapiens chemokine-like factor 3, 
alternatively spliced (LOC51192), 
mRNA. /FEA=mRNA 
/GEN=LOC51192 
/PROD=chemokine-like factor 3, 
alternatively spliced 
/DB_XREF=gi: 10092611 
/UG=Hs.15159 chemokine-like 
factor, alternatively spliced 
/FL=gb:NM_01 6326.2 
gb:AF135381.2 


NM_016326 




NP_058647 


221059_s_at 


7.58E-04 


gb:NM_021615.1 /DEF=Homo 
sapiens carbohydrate (N- 
acetylglucosamine 6-0) 
sulfotransferase 6 (CHST6), 
mRNA. /FEA=mRNA 
/GEN=CHST6 
/PROD=carbohydrate (N- 
acetylglucosamine 6- 
0)sulfotransferase 6 
/DB_XREF=gi: 1 1 055975 
/UG=Hs.1 57439 carbohydrate (N- 
acetylglucosamine 6-0) 
sulfotransferase 6 
/FL=gb:AF21 9990.1 
gb:NM 021615.1 


NM_021615 




NP_067628 


221082_s_at 


0.003664 


gb:NM_022477.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ13556 similar to N-myc 
downstream regulated 3 
(FLJ13556), mRNA. /FEA=mRNA 
/GEN=FLJ13556 
/PROD=hypothetical protein 
FLJ 13556 similar to N- 
mycdownstream regulated 3 
/DB_XREF=gi:1 1968028 
/UG=Hs.240615 hypothetical 
protein FLJ 13556 similar to N- 
myc downstream regulated 3 
/FL=gb:NM_022477.1 


NM_022477 

4 




NP_1 14402 



779 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221156_x_at 


1.26E-04 


gb:NM_004748.1 /DEF=Homo 
sapiens cell cycle progression 8 
protein (CPR8), mRNA. 
/FEA=mRNA /GEN=CPR8 
/PROD=cell cycle progression 8 
protein /DB_XREF=gi:4758047 
/UG=Hs.283753 cell cycle 
progression 8 protein 
/FL=gb:AF01 1794.1 
gb:NM_004748.1 


NM_004748 




NP_004739 


221188_s_at 


2.05E-04 


gb:NM_014430.1 /DEF=Homo 
sapiens cell death-inducing DFFA- 
like effector b (CIDEB), mRNA. 
/FEA=mRNA /GEN=CIDEB 
/PROD=cell death-inducing DFFA- 
like effector b 
/DB_XREF=gi:7656978 
/UG=Hs.288835 cell death- 
inducing DFFA-like effector b 
/FL=gb:AF190901.1 
gb:NM_014430.1 


NM_014430 




NP_055245 


221190_s_at 


0.013223 


gb:NM_013326.1 /DEF=Homo 
sapiens colon cancer-associated 
protein Mid (MIC1), mRNA. 
/FEA=mRNA /GEN=MIC1 
/PROD=colon cancer-associated 
protein Mid 
/DB_XREF=gi:7019454 
/UG=Hs.289080 colon cancer- 
associated protein Mid 
/FL=gb:AF143536.1 
gb:NM_01 3326.1 


NM_013326 




NP_037458 


221194_s_at 


0.016495 


gb:NM_016125.1 /DEF=Homo 
sapiens PTD016 protein 
(LOC51136), mRNA. /FEA=mRNA 
/GEN=LOC51136 /PROD=PTD016 
protein /DB_XREF=gi:7705842 
/UG=Hs.30154 PTD016 protein 
/FL=gb:AF1 00745.1 
gb:NM_016125.1 


NM_016125 




NP_057209 


221196_x_at 


0.00945 


gb:NM_024332.1 /DEF=Homo 

sapiens c6.1A (C6.1A), mRNA. 

/FEA=mRNA /GEN=C6.1A 

/PROD=c6.1A 

/DB XREF=gi: 13236582 

/UG=Hs.301927 c6.1A 

/FL=gb:BC002999.1 

gb:NM 024332.1 


NM_024332 




NP_077308 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221210_s_at 


0.007779 


gb:NM_030769.1 /DEF=Homo 
sapiens hypothetical protein 
similar to swine acylneuraminate 
lyase (C10RF13), mRNA. 
/FEA=mRNA /GEN=C10RF13 
/PROD=hypothetical protein 
similar to swineacylneuraminate 
lyase /DB_XREF=gi: 13540532 
/FL=gb:NM_030769.1 


NM_030769 




NP_1 10396 


221213_s_at 


0.026884 


gb:NM_017661.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20086 (FLJ20086), mRNA. 
/FEA=mRNA /GEN=FLJ20086 
/PROD=hypothetical protein 
FLJ20086 /DB_XREF=gi:8923096 
/UG=Hs.46821 hypothetical 
protein FLJ20086 
/FL=gb:NM 017661.1 


NM_017661 




NP_060131 


221214_s_at 


5.03E-04 


gb:NM_015537.1 /DEF=Homo 
sapiens DKFZP586J1624 protein 
(DKFZP586J1624), mRNA. 
/FEA=mRNA 
/GEN=DKFZP586J1624 
/PROD=DKFZP586J1624 protein 
/DB_XREF=gi:7661679 
/UG=Hs.4964 DKFZP586J1624 
protein /FL=gb:NM_01 5537.1 


NM_015537 




NP_056352 


221218_s_at 


0.00228 


gb:NM_022445.1 /DEF=Homo 
sapiens mouse thiamin 
pyrophosphokinase homolog 
(TPK1), mRNA. /FEA=mRNA 
/GEN=TPK1 /PROD=mouse 
thiamin pyrophosphokinase 
homolog /DB_XREF=gi: 11990617 
/UG=Hs.58715 thiamine 
pyrophosphokinase 
/FL=gb:NM_022445.1 


NM_022445 




NP_071890 


221234_s_at 


0.00161 


gb:NM_021813.1 /DEF=Homo 
sapiens BTB and CNC homology 
1, basic leucine zipper 
transcription factor 2 (BACH2), 
mRNA. /FEA=mRNA 
/GEN=BACH2 /PROD=BTB and 
CNC homology 1, basic leucine 
zippertranscription factor 2 
/DB_XREF=gi: 13540489 
/FL=gb:NM 021813.1 


NM_021813 




NP_068585 



781 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221235_s_at 


0.001116 


gb:NM_030825.1 /DEF=Homo i 
sapiens hypothetical protein 
FLJ22294 (FLJ22294), mRNA. 
/FEA=mRNA /GEN=FLJ22294 
/PROD=hypothetical protein 
FLJ22294 

/DB_XREF=gi: 13540497 
/FL=gb:NM 030825.1 


NM_030825 






221249_s_at 


0.003171 


gb:NM_030802.1 /DEF=Homo 
sapiens CEBP-induced protein 
(LOC81558), mRNA. /FEA=mRNA 
/GEN=LOC81558 /PROD=CEBP- 
induced protein 
/DB_XREF=gi: 1 3540589 
/FL=gb:NM 030802.1 


NM_030802 




NP_1 10429 


221257_x_at 


3.26E-04 


gb:NM_030793.1 /DEF=Homo 
sapiens hypothetical protein 
SP329 (SP329), mRNA. 
/FEA=mRNA /GEN=SP329 
/PROD=hypothetical protein 
SP329 /DB_XREF=gi: 13540573 
/FL=gb:NM 030793.1 


NM_030793 




NP_1 10420 


221263_s_at 


7.58E-04 


gb:NM_031287.1 /DEF=Homo 
sapiens hypothetical protein 
MGC3133 (MGC3133), mRNA. 
/FEA=mRNA /GEN=MGC3133 
/PROD=hypothetical protein 
MGC3133 

/DB_XREF=gi: 137751 99 
/FL=gb:NM_031287.1 


NM_031287 




NP_1 12577 


221264_s_at 


1.26E-04 


gb:NM_031214.1 /DEF=Homo 
sapiens hypothetical protein 
(AF311304), mRNA. /FEA=mRNA 
/GEN=AF311304 
/PROD=hypothetical protein 
/DB_XREF=gi: 13654285 
/FL=gb:NM 031214.1 


NM_031214 




NP_1 12491 


221269_s_at 


0.041055 


gb:NM_031286.1 /DEF=Homo 
sapiens SH3BGRL3-like protein 
(SH3BGRL3), mRNA. 
/FEA=mRNA /GEN=SH3BGRL3 
/PROD=SH3BGRL3-like protein 
/DB XREF=gi: 137751 97 
/FL=gb:NM 031286.1 


NM_031286 




NP_1 12576 



782 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221332_at 


0.041795 


gb:NM_005448.1 /DEF=Homo 
sapiens bone morphogenetic 
protein 15 (BMP15), mRNA. 
/FEA=CDS /GEN=BMP15 
/PROD=bone morphogenetic 
protein 15 precursor 
/DB_XREF=gi:4885096 
/UG=Hs.247820 bone 
morphogenetic protein 15 
/FL=gb:NM_005448.1 


NM_005448 




NP_005439 


221381_s_at 


1.26E-04 


gb:NM_006792.2 /DEF=Homo 
sapiens mortality factor 4 
(MORF4), mRNA. /FEA=CDS 
/GEN=MORF4 /PROD=mortality 
factor 4 /DB_XREF=gi:6996927 
/UG=Hs.251396 mortality factor 4 
/FL=gb:NM 006792.2 


NM_006792 






221419_s_at 


0.00228 


gb:NM_01 3307.1 /DEF=Homo 
sapiens non-functional folate 
binding protein (HSAF000381), 
mRNA. /FEA=CDS 
/GEN=HSAF000381 /PROD=non- 
functional folate binding protein 
/DB_XREF=gi:7019412 
/FL=gb:NM_013307.1 


NM_013307 






221421_s_at 


0.015246 


gb:NM_030955.1 /DEF=Homo 
sapiens a disintegrin-like and 
metalloprotease (reprolysin type) 
with thrombospondin type 1 
motif, 12 (ADAMTS12), mRNA. 
/FEA=CDS /GEN=ADAMTS12 
/PROD=a disintegrin-like and 
metalloprotease(reprolysin type) 
with thrombospondin type 1 
motif, 12 /DB XREF=gi: 13569927 
/FL=gb:NM_030955.1 


NM_030955 




NP_112217 


221425_s_at 


2.76E-04 


gb:NM_030940.1 /DEF=Homo 
sapiens hypothetical protein 
MGC4276 similar to CG8198 
(MGC4276), mRNA. /FEA=CDS 
/GEN=MGC4276 
/PROD=hypothetical protein 
MGC4276 similar to CG8198 
/DB_XREF=gi: 13569910 
/FL=gb:NM 030940.1 


NM_030940 




NP_1 12202 



783 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221428_s_at 


0.007779 


gb:NM_030921.1 /DEF=Homo 

sapiens hypothetical protein 

DC42 (DC42), mRNA. /FEA=CDS 

/GEN=DC42 /PROD=hypothetical 

protein DC42 

/DB XREF=gi: 13569880 

/FL=gb:NM_030921.1 


NM_030921 




NP_1 12183 


221430_s_at 


0.007779 


gb:NM_030963.1 /DEF=Homo 
sapiens hypothetical protein 
DKFZp43401427 
(DKFZP43401427), mRNA. 
/FEA=CDS 

/GEN=DKFZP43401427 
/PROD=hypothetical protein 
DKFZD43401427 
/DB_XREF=gi: 13624336 
/FL=gb:NM 030963.1 i 


NM_030963 




NP_1 12225 


221437_s_at 


0.025464 


gb:NM_031 280.1 /DEF=Homo 
sapiens mitochondrial ribosomal 
protein S15 (MRPS15), mRNA. 
/FEA=CDS /GEN=MRPS15 
/PROD=mitochondrial ribosomal 
protein S15 

/DB_XREF=gi: 137751 91 
/FL=gb:NM_031 280.1 


NM_031280 




NP_1 12570 


221449_s_at 


5.07E-04 


gb:NM_030790.1 /DEF=Homo 
sapiens hypothetical protein 
CDA08 (CDA08), mRNA. 
/FEA=CDS /GEN=CDA08 
/PROD=hypothetical protein 
CDA08 /DB XREF=gi: 13540566 
/FL=gb:NM_030790.1 


NM_030790 




NP_1 10417 


221452_s_at 


3.26E-04 


gb:NM_030969.1 /DEF=Homo 
sapiens hypothetical protein 
MGC1223 (MGC1223), mRNA. 
/FEA=CDS /GEN=MGC1223 
/PROD=hypothetical protein 
MGC1223 

/DB_XREF=gi: 13624338 
/FL=gb:NM_030969.1 


NM_030969 




NP_1 12231 


221471 at 


1.26E-04 


tumor differentially expressed 1 


AW1 73623 


Hs.272168 


NP 006802 


221472 at 


1.26E-04 


tumor differentially expressed 1 


AW1 73623 


Hs. 272 168 


NP 006802 



784 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221473_x_at 


0.003171 


gb:U49188.1 /DEF=Human 
placenta (Diff33) mRNA, 
complete cds. /FEA=mRNA 
/GEN=Diff33 
/DB XREF=gi: 1293562 
/UG=Hs.272168 tumor 
differentially expressed 1 
/FL=gb:U49 188.1 gb:AF112227.1 
gb:AF1 53979.1 gb:NM_006811.1 


U49188 




NP_006802 


221474_at 


0.013223 


gb:U26162.1 /DEF=Human 
myosin regulatory light chain 
mRNA, complete cds. 
/FEA=mRNA /PROD=myosin 
regulatory light chain 
/DB_XREF=gi:829622 
/UG=Hs. 180224 death-associated 
protein 6 /FL=gb:BC004994.1 
gb:D50372.1 gb:U26162.1 


U26162 




NP_291024 


221475_s_at 


0.026891 


Consensus includes 
gb:NM_002948.1 /DEF=Homo 
sapiens ribosomal protein L15 
(RPL15), mRNA. /FEA=CDS 
/GEN=RPL15 /PROD=ribosomal 
protein L15 

/DB_XREF=gi:4506602 
/UG=Hs.74267 ribosomal protein 
L15 /FL=gb:AF279903.1 
gb:L25899.1 gb:NM„002948.1 


NM_002948 




NP_002939 


221477_s_at 


1.26E-04 


superoxide dismutase 2, 
mitochondrial 


BF575213 


Hs.372783 




221478_at 


2.05E-04 


Consensus includes 
gb:AL1 32665.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp566E034 (from clone 
DKFZp566E034); complete cds. 
/FEA=mRNA 
/DB_XREF=gi:61 37021 
/UG=Hs. 132955 BCL2adenovirus 
E1B 19kD-interacting protein 3- 
like /FL=gb:AF060922.1 
gb:AB004788.1 gb:AF067396.1 
gb:NM_004331.1 gb:AL1 32665.1 


AL1 32665 




NP_004322 



785 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221479_s_at 


2.05E-04 


gb:AF060922.1 /DEF=Homo 
sapiens clone 016a05 My020 
protein mRNA, complete cds. 
/FEA=mRNA /PROD=My020 
protein /DB_XREF=gi: 12001 981 
/UG=Hs. 132955 BCL2adenovirus 
E1B 19kD-interacting protein 3- 
like /FL=gb:AF060922.1 
abAB004788 1 abAF067396 1 
gb:NM_004331.1 gb:AL132665.1 


AF060922 




NP_004322 


221480_at 


0.019879 


heterogeneous nuclear 
ribonucleoprotein D (AU-rich 
element RNA binding protein 1, 
37kDa) 


BG 180941 


Hs. 303627 


NP_1 12738 


221482_s_at 


0.001116 


gb:BC003418.1 /DEF=Homo 
sapiens, cyclic AMP 
phosphoprotein, 19 kD, clone 
MGC:5468, mRNA, complete cds. 
/FEA=mRNA /PROD=cyclic AMP 
phosphoprotein, 19 kD 
/DB_XREF=gi: 13097335 
/UG=Hs.7351 cyclic AMP 
phosphoprotein, 19 kD < 
/FL=gb:BC003418.1 « 
gb:AF084555.1 


BC003418 




NP_006619 


221484_at 


0.007779 


Consensus includes gb:BF691447 
/FEA=EST 

/DB_XREF=gi: 11976855 
/DB_XREF=est:602247615F1 
/CLONE=IMAGE:4332866 
/UG=Hs.107526 UDP- 
GahbetaGlcNAc beta 1,4- 
galactosyltransferase, polypeptide 
5 /FL=gb:AB004550.1 
gb:AF038663.1 gb:NM 004776.1 


NM_004776 




NP_004767 



786 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221485_at 


3.26E-04 


Consensus includes gb:AL035683 
/DEF=Human DNA sequence 
from clone RP5-1063B2 on 
chromosome 20q13.1-13.2. 
Contains the 3 part of the gene 
for Beta-1 ,4-galactosyltransferase, 
ESTs, STSs and GSSs 
/FEA=mRNA 
/DB XREF=gi:7288039 
/UG=Hs. 107526 UDP- 
GahbetaGlcNAc beta 1,4- 
galactosyltransferase, polypeptide 
5 /FL=gb:AB004550.1 
gb:AF038663.1 gb:NM_004776.1 


NM_004776 




NP_004767 


221486_at 


0.021244 


gb:AF067170.1 /DEF=Homo 
sapiens alpha endosulfine mRNA, 
complete cds. /FEA=mRNA 
/PROD=alpha endosulfine 
/DB_XREF=gi:4894373 
/UG=Hs.1 11680 endosulfine alpha 
/FL=gb:AF067170.1 
gb:AF157510.1 


AF067170 




NP_004427 


221489_s_at 


0.021312 


Consensus includes gb:W48843 
/FEA=EST /DB_XREF=gi: 1337022 
/DB XREF=est:zc44a09.s1 
/CLONE=IMAGE:325144 
/UG=Hs.285814 sprouty 
(Drosophila) homolog 4 
/FL=gb:AF227517.1 


AF227517 






221490_at 


1.41E-04 


gb:AL136733.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434N1010 (from clone 
DKFZp434N1010); complete cds. 
/FEA=mRNA 
/GEN=DKFZp434N1010 
/PROD=hypothetical protein 
/DB_XREF=gi: 12052984 
/UG=Hs.75425 ubiquitin 
associated protein 
/FL=gb:AL1 36733.1 
gb:AF222043.2 gb:NM 016525.2 


AL1 36733 




NP_057609 



787 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221492_s_at 


1.26E-04 


gb:AF202092.1 /DEF=Homo 
sapiens PC3-96 mRNA, complete 
cds. /FEA=mRNA /PROD=PC3-96 
/DB_XREF=gi: 11493699 
/UG=Hs.26367 PC3-96 protein 
/FL=gb:AF202092.1 


AF202092 




NP_071933 


221497_x_at 


0.00161 


gb:BC005369.1 /DEF=Homo 
sapiens, chromosome 1 open 
reading frame 12, clone 
MGC: 12484, mRNA, complete 
cds. /FEA=mRNA 
/PROD=chromosome 1 open 
reading frame 12 
/DB_XREF=gi: 13529208 
/UG=Hs.6523 chromosome 1 
open reading frame 12 
/FL=gb:AF229245.1 
gb:AF277176.1 gb:NM_022051.1 
gb:BC005369.1 


BC005369 




NP_071334 


221498_at 


1.26E-04 


ESTs, Weakly similar to 
hypothetical protein FLJ20378 
[Homo sapiens] [H. sapiens] 


BF939727 


Hs.409278 


NP_1 12180 


221500_s_at 


0.013223 


Consensus includes gb:BE782754 
/FEA=EST 

/DB_XREF=gi: 10203952 
/DB_XREF=est:601471903F1 
/CLONE=IMAGE:3874921 
/UG=Hs.102178 syntaxin 16 
/FL=gb:AF008936.1 


AF008936 




NP_003754 


221504_s_at 


1.41 E-04 


gb:AF1 12204.1 /DEF=Homo 
sapiens Vacuolar proton pump 
subunit SFD alpha isoform 
mRNA, complete cds. 
/FEA=mRNA /PROD=Vacuolar 
proton pump subunit SFD alpha 
isoform /DB_XREF=gi:6563195 
/UG=Hs. 19575 CGI-11 protein 
/FL=gb:AF298777.1 
gb:AF1 32945.1 gb:AF1 12204.1 
gb:NM_01 5941.1 


AF1 12204 




NP_057025 


221505_at 


1.26E-04 


leucine-rich acidic nuclear protein 
like 


AW612574 


Hs.71331 


NP_1 12182 


221506 s at 


0.020412 


karyopherin beta 2b, transportin 


BG258639 


Hs.278378 




221507 at 


6.68E-04 


karyopherin beta 2b, transportin 


BG258639 


Hs.278378 





788 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221511_x_at 


1.26E-04 


Consensus includes 
gb:AB033080.1 /DEF=Homo 
sapiens mRNA for KIAA1254 
protein, partial cds. /FEA=mRNA 
/GEN=KIAA1254 
/PROD=KIAA1254 protein 
/DB_XREF=gi:6330892 
/UG=Hs.82506 KIAA1254 protein 
/FL=gb:AF21 2228.1 


AB033080 




NP_004739 


221515_s_at 


0.006295 


gb:BC001214.1 /DEF=Homo 
sapiens, CGI-68 protein, clone 
MGC:682, mRNA, complete cds. 
/FEA=mRNA /PROD=CGI-68 
protein /DB XREF=gi: 12654744 
/UG=Hs.8054 CGI-68 protein 
/FL=gb:BC001214.1 
gb:AF151 826.1 gb:NM_0 160 15.1 


BC001214 




NP_057393 


221516_s_at 


0.001116 


gb:BC002587.1 /DEF=Homo 
sapiens, hypothetical protein, 
clone MGC:1067, mRNA, 
complete cds. /FEA=mRNA 
/PROD=hypothetical protein 
/DB_XREF=gi: 12803520 
/UG=Hs.83869 hypothetical 
protein /FL=gb:BC002587.1 


BC002587 




NP_061881 


221522_at 


0.041055 


gb:AL1 36784.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434L0718 (from clone 
DKFZp434L0718); complete cds. 
/FEA=mRNA 
/GEN=DKFZp434L071 8 
/PROD=hypothetical protein 
/DB_XREF=gi: 12053080 
/UG=Hs.59236 Homo sapiens 
mRNA; cDNA DKFZp434L0718 
(from clone DKFZp434L0718); 
complete cds /FL=gb:AL1 36784.1 


AL1 36784 




NP_1 15515 



789 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221523_s_at 


1.26E-04 


Consensus includes gb:AL138717 
/DEF=Human DNA sequence 
from clone RP11-11D8 on 
chromosome 6 Contains the 5 
end of the gene for a yeast 
ubiquitin conjugating enzyme 
UBC6 homolog, the gene for a 
possible GTP binding protein, a 
NACA (nascent-polypeptide- 
associated complex alpha 
polype... /FEA=mRNA_2 
/DB_XREF=gi:8894207 
/UG=Hs.238679 Rag D protein 
/FL=gb:NM 021244.1 
gb:AF272036.1 gb:BC003088.1 


AL138717 






221524_s_at 


4.42E-04 


gb:AF272036.1 /DEF=Homo 
sapiens Rag D mRNA, complete 
cds. /FEA=mRNA /PROD=Rag D 
/DB_XREF=gi:11181619 
/UG=Hs.238679 Rag D protein 
/FL=gb:NM_021244.1 
gb:AF272036.1 gb:BC003088.1 


AF272036 




NP_067067 


221528_s_at 


6.42E-04 


gb:BC000143.1 /DEF=Homo 
sapiens, Similar to hypothetical 
protein FLJ11656, clone 
MGC:5247, mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
hypothetical protein FLJ11656 
/DB_XREF=gi: 12652782 
/UG=Hs.96560 hypothetical 
protein FLJ 11656 
/FL=gb:BC000143.1 


BC000143 




NP_573403 



790 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221539_at 


7.58E-04 


gb:AB044548.1 /DEF=Homo 
sapiens POKcl.6 mRNA for 
eukaryotic translation initiation 
factor 4E binding protein 1, 
complete cds. /FEA=mRNA 
/GEN=POKcl.6" > /PROD=eukaryotic 
translation initiation factor 
4Ebinding protein 1 
/DB_XREF=gi: 11527778 
/UG=Hs.71819 eukaryotic 
translation initiation factor 4E 
binding protein 1 
/FL=gb:AB044548.1 
gb:BC004459.1 gb:NM 004095.1 
gb:L36055.1 


AB044548 




NP_004086 


221542_s_at 


0.027418 


SRY (sex determining region Y)- 
box 5 


T90773 


Hs. 115232 


NP_009106 


221543_s_at 


1.26E-04 


gb:AL442077.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp667H242 (from clone 
DKFZp667H242); complete cds. 
/FEA=mRNA 
/GEN=DKFZp667H242 
/PROD=hypothetical protein 
/DB_XREF=gi:10241715 
/UG=Hs. 125849 chromosome 8 
open reading frame 2 
/FL=gb:AL442077.1 
gb:NM_007175.1 


AL442077 




NP_009106 


221547_at 


1.26E-04 


gb:BC000794.1 /DEF=Homo 
sapiens, pre-mRNA splicing 
factor similar to S. cerevisiae 
Prp18, clone MGC:5075, mRNA, 
complete cds. /FEA=mRNA 
/PROD=pre-mRNA splicing factor 
similar to S.cerevisiae Prp18 
/DB_XREF=gi: 12653992 
/UG=Hs. 155244 pre-mRNA 
processing factor 18 
/FL=gb:BC000794.1 gb:U51990.1 
gb:NM_003675.1 


BC000794 




NP_003666 



791 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221550_at 


0.048473 


gb:BC002382.1 /DEF=Homo 
sapiens, COX15 (yeast) homolog, 
cytochrome c oxidase assembly 
protein, clone MGC:8634, mRNA, 
complete cds. /FEA=mRNA 
/PROD=COX15 (yeast) homolog, 
cytochrome c oxidaseassembly 
protein /DB_XREF=gi: 128031 56 
/UG=Hs.226581 COX15 (yeast) 
homolog, cytochrome c oxidase 
assembly protein 
/FL=gb:BC002382.1 
gb:AF026850.1 


BC002382 




NP_510870 


221553_at 

t. 


0.013223 


gb:AL1 36636.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564K142 (from clone 
DKFZp564K142); complete cds. 
/FEA=mRNA 
/GEN=DKFZp564K142 
/PROD=hypothetical protein 
/DB_XREF=gi: 12052797 
/UG=Hs.323562 Homo sapiens 
mRNA; cDNA DKFZp564K142 
(from clone DKFZp564K142); 
complete cds /FL=gb:AL136636.1 


AL1 36636 




NP_1 15497 


221558_s_at 


0.016934 


gb:AF288571.1 /DEF=Homo 
sapiens lymphoid enhancer factor- 
1 (LEF1) mRNA, complete cds. 
/FEA=mRNA /GEN=LEF1 
/PROD=lymphoid enhancer factor- 
1 /DB_XREF=gi:9858157 
/UG=Hs.44865 lymphoid enhancer 
binding factor-1 
/FL=gb:AF198532.1 
gb:NM 016269.1 gb:AF288571.1 


AF288571 




NP_057353 



792 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221561_at 


0.033381 


gb:L21 934.2 /DEF=Homo sapiens 
acyl-coenzyme A: cholesterol 
acyltransferase mRNA, complete 
cds. /FEA=mRNA /PROD=acyl- 
coenzyme A: cholesterol 
acyltransferase 
/DB_XREF=gi:4878021 
/UG=Hs. 14553 sterol O- 
acyltransferase (acyl-Coenzyme 
A: cholesterol acyltransferase) 1 
/FL=gb:NM_003101.1 gb:L21934.2 


L21934 




NP_003092 


221564_at 


0.010205 


HMT1 hnRNP methyltransferase- 
like 1 (S. cerevisiae) 


AL570294 


Hs.235887 


NP_001526 


221571_at 


5.03E-04 


TNF receptor-associated factor 3 


AI721219 


Hs.297660 


NP 663778 


221581_s_at 


0.007779 


gb:AF257135.1 /DEF=Homo 
sapiens WBSCR15 protein 
(WBSCR15) mRNA, complete 
cds. /FEA=mRNA 
/GEN=WBSCR15 
/PROD=WBSCR15 protein 
/DB_XREF=gi:9651998 
/UG=Hs.56607 Williams-Beuren 
syndrome chromosome region 5 
/FL=gb:NM_022040.1 
gb:BC001609.1 gb:AF257135.1 


AF257135 




NP_1 15853 


221588_x_at 


0.010205 


Consensus includes gb:AI640855 
/FEA=EST /DB_XREF=gi:4703964 
/DB_XREF=est:wa27c1 1.x1 
/CLONE=IMAGE:2299316 
/UG=Hs.293970 methylmalonate- 
semialdehyde dehydrogenase 
/FL=gb:AF 130089.1 


AF 130089 






221596_s_at 


0.02145 


gb:AL1 3661 9.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564O0523 (from clone 
DKFZp564O0523); complete cds. 
/FEA=mRNA 
/GEN=DKFZp564O0523 
/PROD=hypothetical protein 
/DB_XREF=gi: 12052763 
/UG=Hs.21590 Homo sapiens 
mRNA; cDNA DKFZp564O0523 
(from clone DKFZp564O0523); 
complete cds /FL=gb:AL1 3661 9.1 


AL136619 




NP_1 15496 



793 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221597_s_at 


0.033381 


gb:BC003080.1 /DEF=Homo 
sapiens, Similar to HSPC171 
protein, clone MGC:770, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to HSPC171 
protein /DB_XREF=gi:131 11781 
/UG=Hs.279593 HSPC171 protein 
/FL=gb:BC003080.1 


BC003080 




NP_054906 


221601_s_at 


0.001618 


regulator of Fas-induced apoptosis 


AI084226 


Hs.58831 


NP_005440 


221613_s_at 


3.26E-04 


gb:AL1 36598.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564F2116 (from clone 
DKFZp564F2116); complete cds. 
/FEA=mRNA 
/GEN=DKFZp564F2116 
/PROD=hypothetical protein 
/DB_XREF=gi: 13276696 
/UG=Hs.83954 protein associated 
with PRK1 /FL=gb:AL1 36598.1 


AL1 36598 




NP_061879 


221616_s_at 


0.041055 


Consensus includes 
gb:AF077053.1 /DEF=Homo 
sapiens neuronal cell death- 
related protein mRNA, complete 
cds. /FEA=mRNA 
/PROD=neuronal cell death- 
related protein 
/DB_XREF=gi:4689153 
/UG=Hs.171723 neuronal cell 
death-related protein 
/FL=gb:AF077053.1 
gb:NM 015975.1 gb:AF220509.1 


AF077053 




NP_057059 


221620_s_at 


3.26E-04 


gb:AF061 264.1 /DEF=Homo 
sapiens brain my025 mRNA, 
complete cds. /FEA=mRNA 
/PROD=brain my025 
/DB_XREF=gi: 12001 991 
/UG=Hs.40065 hypothetical 
protein MGC4825 
/FL=gb:AF061 264.1 


AF061264 




NP_077027 



794 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221637_s_at 


0.003171 


gb:BC001434.1 /DEF=Homo 
sapiens, clone MGC:2477, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC:2477) 
/DB_XREF=gi: 126551 58 
/UG=Hs.9061 hypothetical protein 
MGC2477 /FL=gb:BC001 434.1 


BC001434 




NP_077004 


221647_s_at 


0.02145 


gb:AL1 36935.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp586O0222 (from clone 
DKFZp586O0222); complete cds. 
/FEA=mRNA 
/GEN=DKFZp586O0222 
/PROD=hypothetical protein 
/DB_XREF=gi: 12053364 
/UG=Hs.7393 hypothetical protein 
from EUROIMAGE 1987170 
/FL=gb:AL1 36935.1 


AL1 36935 




NP_068751 


221654_s_at 


5.03E-04 


gb:AF077040.1 /DEF=Homo 
sapiens SIH003 mRNA, complete 
cds. /FEA=mRNA /PROD=SIH003 
/DB_XREF=gi:4689127 
/UG=Hs.251636 ubiquitin specific 
protease 3 /FL=gb:AF077040.1 


AF077040 




NP_006528 


221658_s_at 


0.023856 


gb:AF269133.1 /DEF=Homo 
sapiens novel interleukin receptor 
(NILR) mRNA, complete cds. 
/FEA=mRNA /GEN=NILR 
/PROD=novel interleukin receptor 
/DB_XREF=gi:10801190 
/UG=Hs.210546 interleukin 21 
receptor /FL=gb:AF269133.1 


AF269133 




NP_851565 


221664_s_at 


0.029453 


gb:AF1 54005.1 /DEF=Homo 
sapiens junction adhesion 
molecule mRNA, complete cds. 
/FEA=mRNA /PROD=junction 
adhesion molecule 
/DB_XREF=gi:5457118 
/UG=Hs.286218 junctional 
adhesion molecule 
/FL=gb:AF1 54005.1 


AF1 54005 




NP_653087 



795 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221666_s_at 


7.58E-04 


gb:BC004470.1 /DEF=Homo 
sapiens, clone MGC: 10332, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC: 10332) 
/DB_XREF=gi:1 332531 5 
/UG=Hs.71869 apoptosis- 
associated speck-like protein 
containing a CARD 
/FL=gb:BC004470.1 


BC004470 




NP_660184 


221669_s_at 


0.026891 


gb:BC001964.1 /DEF=Homo 
sapiens, acyl-Coenzyme A 
dehydrogenase family, member 
8, clone MGC:4966, mRNA, 
complete cds. /FEA=mRNA 
/PROD=acyl-Coenzyme A 
dehydrogenase family, member 8 
/DB_XREF=gi: 12805020 
/UG=Hs. 14791 acyl-Coenzyme A 
dehydrogenase family, member 8 
/FL=gb:BC001964.1 


BC001964 




NP_055199 


221670_s_at 


0.006966 


gb:AF1 56888.1 /DEF=Homo 
sapiens LIM homeobox protein 3 
isoform a (LHX3) mRNA, 
complete cds. /FEA=mRNA 
/GEN=LHX3 /PROD=LIM 
homeobox protein 3 isoform a 
/DB_XREF=gi:71 10142 
/UG=Hs.148427 LIM homeobox 
protein 3 /FL=gb:AF1 56888.1 


AF1 56888 




NP_835258 


221675_s_at 


1.26E-04 


gb:AF1 95624.1 /DEF=Homo 
sapiens 

cholinephosphotransferase 1 beta 
mRNA, complete cds. 
/FEA=mRNA 

/PROD=cholinephosphotransferase 
1 beta /DB XREF=gi:9502012 
/UG=Hs.171889 
cholinephosphotransferase 1 
/FL=gb:AF1 95624.1 


AF1 95624 




NP_064629 


221691_x_at 


0.005852 


gb:AB042278.1 /DEF=Homo 
sapiens mRNA for 
nucleophosminB23.2, complete 
cds. /FEA=mRNA 
/PROD=nucleophosminB23.2 
/DB_XREF=gi:13536990 
/FL=gb:AB042278.1 


AB042278 




NP_002511 



796 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221702_s_at 


0.041055 


gb:AF353992.1 /DEF=Homo 
sapiens BBP-like protein 2 
(BLP2) mRNA, complete cds. 
/FEA=mRNA /GEN=BLP2 
/PROD=BBP-like protein 2 
/DB_XREF=gi: 13625462 ! 
/FL=gb:AF353992.1 


AF353992 




NP_510883 


221705_s_at 


0.018973 


gb:BC005934.1 /DEF=Homo 
sapiens, hypothetical protein 
FLJ21168, clone MGC:14549, 
mRNA, complete cds. 
/FEA=mRNA /PROD=hypothetical 
protein FLJ21168 
/DB_XREF=gi:1 3543553 
/FL=gb:BC005934.1 


BC005934 




NP_079349 


221717_at 


0.003638 


gb:L25664.1 /DEF=Human 
interferon mRNA, complete cds. 
/FEA=CDS /PROD=interferon 
/DB_XREF=gi:479010 
/UG=Hs.247726 Human interferon 
mRNA, complete cds 
/FL=gb:L25664.1 


L25664 






221724_s_at 


3.26E-04 


gb:AF200738.1 /DEF=Homo 
sapiens C-type lectin DDB27 
short form (DDB27) mRNA, 
complete cds. /FEA=CDS 
/GEN=DDB27 /PROD=C-type 
lectin DDB27 short form 
/DB_XREF=gi:1 1493653 
/UG=Hs. 115515 C-type (calcium 
dependent, carbohydrate- 
recognition domain) lectin, 
superfamily member 6 
/FL=gb:AF200738.1 


AF200738 




NP_057268 


221725_at 


3.26E-04 


Consensus includes gb:AI962978 
/FEA=EST /DB_XREF=gi:5755691 
/DB_XREF=est:wt25f05.x1 
/CLONE=IMAGE:2508513 
/UG=Hs.288908 WAS protein 
family, member 2 
/FL=gb:NM_006990.1 
gb:AB026542.1 


NM_006990 




NP_008921 



797 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221731_x_at 


0.003171 


Consensus includes gb:BF218922 
/FEA=EST 

/DB_XREF=gi:1 11 12418 
/DB_XREF=est:601 885091 F1 
/CLONE=IMAGE:41 03447 
/UG=Hs.81800 chondroitin sulfate 
proteoglycan 2 (versican) 


J02814 




NP_004376 


221732_at 


0.029713 


Consensus includes 
gb:AK026161.1 /DEF=Homo 
sapiens cDNA: FLJ22508 fis, 
clone HRC11772. /FEA=mRNA 
/DB_XREF=gi: 1 0438922 
/UG=Hs.8859 Homo sapiens, 
Similar to RIKEN cDNA 
5830420C20 gene, clone 
IMAGE:3633379, mRNA, partial 
cds 


AK026161 




NP_620148 


221735_at 


0.046687 


WD repeat endosomal protein 


H04342 


Hs. 109778 


NP 065890 


221736 at 


2.05E-04 


KIAA1219 protein 


BG236163 


Hs.25431 




221738 at 


0.041055 


KIAA1219 protein 


BG236163 


Hs.25431 




221740_x_at 


0.04734 


Homo sapiens cDNA FLJ34306 fis, 
clone FEBRA2008086 


BG249885 


Hs.339808 


NP_055649 


221741_s_at 


7.58E-04 


match: proteins: Tr:Q9Y5A9 
Tr:Q9VBZ5 Tr:077335 Tr:Q9Y172 
Tr:O04503; Human DNA sequence 
from clone RP5-963E22 on 
chromosome 20 Contains the 3' 
end of a novel gene similar to NY- 
REN-2 Antigen, 5 CpG islands, 
ESTs, STSs and GSSs, complete 
sequence. 


AL096828 






221748 s at 


7.22E-04 


tensin 


AL046979 


Hs.351432 




221749 at 


7.58E-04 


hypothetical protein FLJ31657 


AU157915 


Hs.409076 


NP 689971 


221752_at 


1.26E-04 


Consensus includes gb:AL041728 
/FEA=EST /DB_XREF=gi:5421076 
/DB_XREF=est:DKFZp434O0717_ 
s1 /CLONE=DKFZp434O0717 
/UG=Hs.60377 KIAA1298 protein 


AB037719 




NP_061857 


221757_at 


0.002671 


Consensus includes gb:BE042976 
/FEA=EST /DB_XREF=gi:8360029 
/DB XREF=est:ho31d03.x1 
/CLONE=IMAGE:3038981 
/UG=Hs.26670 Human PAC 
clone RP3-515N1 from 22q11.2- 
q22 


AC002073 






221761 at 


1.26E-04 


adenylosuccinate synthase 


AA628948 


Hs.90011 


NP 001117 



798 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221765_at 


0.001747 


UDP-glucose ceramide 
glucosyltransferase 


BF970427 


Hs.395863 


NP_003349 


221766_s_at 


0.016934 


Consensus includes 
gb:AW246673 /FEA=EST 
/DB_XREF=gi:6589666 
/DB_XREF=est:2821 951 .3prime 
/CLONE=IMAGE:2821951 
/UG=Hs.10784 hypothetical 
protein FLJ20037 


AL078599 






221767_x_at 


2.05E-04 


Consensus includes gb:AA515560 
/FEA=EST /DB_XREF=gi:2255160 
/DB_XREF=est:ni42c09.s 1 
/CLONE=IMAGE:979504 
AJG=Hs.283473 hypothetical 
protein PRO2900 


AK026138 






221774_x_at 


0.041055 


transcription factor (p38 interacting 
protein) 


AW003334 


Hs.396316 


NP_060039 


221776_s_at 


0.010205 


bromodomain containing 7 


AI885109 


Hs.279762 


NP 037395 


221778_at 


7.58E-04 


KIAA1 71 8 protein 


BE2 17882 


Hs.222707 




221786_at 


1.26E-04 


Consensus includes gb:BF197222 
/FEA=EST 

/DB_XREF=gi:11085906 ? 
/DB XREF=est:7m88b07;x1 
/CLONE=IMAGE:3561949 
/UG=Hs. 12342 Homo sapiens 
clone 24538 mRNA sequence 


AF055030 




NP_579866 


221787_at 


7.58E-04 


Consensus includes gb:BF431618 
/FEA=EST 

/DB_XREF=gi:1 1443732 
/DB_XREF=est:7o16e03.x1 
/CLONE=IMAGE:3574349 
/UG=Hs. 12342 Homo sapiens 
clone 24538 mRNA sequence 


AF055030 




NP_579866 


221790 s at 


0.009689 


LDL receptor adaptor protein 


AL545035 


Hs. 184482 


NP 056442 


221798_x_at 


0.003171 


cadherin 1, type 1, E-cadherin 
(epithelial) 


Al 183766 


Hs.356360 


NP_002943 


221802 s at 


0.005339 


KIAA1598 protein 


AU 1571 09 


Hs.23740 


NP 060800 


221803 s at 


1.26E-04 


nuclear receptor binding factor-2 


AA883074 


Hs.27181 


NP 110386 


221819_at 


0.007779 


RAB35, member RAS oncogene 
family 


BF791960 


Hs.94308 


NP_006852 



799 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221820_s_at 


5.03E-04 


Consensus includes 
gb:AK024102.1 /DEF=Homo 
sapiens cDNA FLJ 14040 fis, 
clone HEMBA1005513, weakly 
similar to MALES-ABSENT ON 
THE FIRST PROTEIN (EC 2.3.1. 
\ /FFA=mRNA 
/DB_XREF=gi: 10436399 
/IJR=H«; 49^4^ mpmhpr of MYST 

lallMly llloLUilc aUclyl LI al lolCl aoco, 

homnlnn nf nmcnnhila MOP 

1 IU1 1 ivjiwy \Jl Lm vJovjjji Ilia iviv_/i 


AK024102 




NP_1 15564 


221823_at 


5.64E-04 


hypothetical gene supported by 
AF038182; BC009203 


AL565741 


Hs. 25925 


NP_1 49988 


221824 s at 


0.001116 


hypothetical protein MGC26766 


AA770170 


Hs. 395949 


NP 659458 


221829 s at 


0.001116 


karyopherin (importin) beta 2 


AI307759 


Hs.168075 


NP 694858 


221830 at 


1.26E-04 


ESTs 


Al 302 106 


Hs.409145 


NP 066361 


221832_s_at 


0.043705 


Consensus includes gb:AV741657 
/FFA=FST 

/DB XREF=ar 10859238 

/DR XRFF=estA\/741657 

/CLONE=CBMALG01 

/UG=Hs. 154085 leucine zipper- 

protein 1 7 - 


AK025345 






221840_at 


0.00228 


ESTs 


AA775177 


Hs.408754 


NP 569119 


221853 s at 


0.004341 


pM5 protein 


N39536 


Hs.227823 


NP 775885 


221856_s_at 


0.003171 


Consensus includes gb:AL561943 

/PFA = CCT 

/rtn-LO l 

/DR XRFF=P<;tAI ^MQAI 

/CLONE=CS0DB002YO04 (3 

pj hi icy /uvj~no.O\j*TU i ty puu iciiuai 

protein FLJ 11280 


AB037811 






221864 at 


0.02145 


hypothetical protein MGC13024 


AW517464 


Hs. 333488 


NP 689501 


221867 at 


0.001911 


hypothetical protein FLJ31821 


BF436315 


Hs.351575 


NP 694574 


221875_x_at 


0.007779 


major histocompatibility complex, 
class I, F 


AW514210 


Hs. 377850 


NP_061823 


221892_at 


0.009682 


Consensus includes 
gb:AK024548.1 /DEF=Homo 
sanipns rDNA" Fl fis 
clone ADKA03483. /FEA=mRNA 
/DR XREF=aM04^fi8'V3 
/UG=Hs.285737 Homo sapiens 

ADKA03483 


AK024548 






221896_s_at 


0.003171 


likely ortholog of mouse hypoxia 
induced gene 1 


BE739519 


Hs.7917 


NP_054775 


221919_at 


0.033381 


heterogeneous nuclear 
ribonucleoprotein A1 


AW450929 


Hs.249495 


NP_1 12420 


221932 s at 


0.005379 


clone FLB4739 


AA1 33341 


Hs.294083 


NP 057501 



800 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221943 x at 


0.00161 


ribosomal protein L38 


AW303136 


Hs.2017 


NP 000990 


221952_x_at 


5.03E-04 


Consensus includes 
gb:AB037814.1 /DEF=Homo 
sapiens mRNA for KIAA1393 
protein, partial cds. /FEA=mRNA 
/GEN=KIAA1393 
/PROD=KIAA1393 protein 
/DB_XREF=gi:7243166 
/UG=Hs.33317 KIAA1393 protein 


AB037814 






221954_at 


0.013223 


chromosome 20 open reading 
frame 1 1 1 


AA1 60474 


Hs.75798 


NP 057554 


221960_s_at 


0.002354 


RAB2, member RAS oncogene 
family 


AI189609 


Hs 78305 


NP 002856 


221962_s_at 


0.03002 


ubiquitin-conjugating enzyme E2H 
(UBC8 homolog, yeast) 


AI829920 


Hs.409297 


NP 003335 


221978_at 


0.001116 


major histocompatibility complex, 
class I, F 


BE1 38825 


Hs. 377850 


NP_061823 


221983 at 


1.26E-04 


hypothetical protein MGC3035 


AL040896 


Hs.22412 


NP 077269 


221984 s at 


1.26E-04 


hypothetical protein MGC3035 


AL040896 


Hs.22412 


NP 077269 


221985 at 


0.010205 


hypothetical protein FLJ20059 


AW006750 


Hs.246875 


NP 060114 


221992_at 


0.042536 


ESTs, Moderately similar to 
nuclear pore complex interacting 
protein [Homo sapiens] [H.sapiens] 


AI925734 


Hs.409134 




222023_at 


0.018693 


Consensus includes 
gb:AK022014.1 /DEF=Homo 
sapiens cDNA FLJ11952 fis, 
clone HEMBB1000831, weakly 
similar to Homo sapiens breast 
cancer nuclear receptor-binding 
auxiliary protein (BRX) mRNA. 
/FEA=mRNA 
/DB_XREF=gi: 10433327 
AJG=Hs.306619 Homo sapiens 
cDNA FLJ 11952 fis, clone 
HEMBB1 000831, weakly similar 
to Homo sapiens breast cancer 
nuclear receptor-binding auxiliary 
protein (BRX) mRNA 


AK022014 




NP_658913 



801 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


222029_x_at 


0.025293 


Consensus includes 
gb:NM_014260.1 /DEF=Homo 
sapiens HLA class II region 
expressed gene KE2 (HKE2), 
mRNA. /FEA=CDS /GEN=HKE2 
/PROD=HLA class II region 
expressed gene KE2 
/DB_XREF=gi:7657161 
/UG=Hs.205736 HLA class II 
region expressed gene KE2 
/FL=gb:NM_014260.1 


NMJ314260 




NP_055075 


222035 s at 


0.003171 


poly(A) polymerase alpha 


AI984479 


Hs.49007 


NP 116021 


222036_s_at 


0.0213 


MCM4 minichromosome 
maintenance deficient 4 (S. 
cerevisiae) 


AI859865 


Hs. 154443 




222039_at 


0.006443 


ESTs, Moderately similar to 
PRO0478 protein [Homo sapiens] 
[H. sapiens] 


AA292789 


Hs.375584 




222040_at 


0.013088 


heterogeneous nuclear 
ribonucleoprotein A1 


Al 144007 


Hs.249495 


NP_1 12420 


222041 at 


0.021367 


ESTs 


BG235929 


Hs.391830 


NP 001374 


222052_at 


0.005852 


ESTs, Weakly similar to 2109260A 
B cell growth factor [Homo sapiens] 
[H. sapiens] 


AA001552 


Hs.59839 




222061_at 


0.004908 


CD58 antigen, (lymphocyte function- 
associated antigen 3) 


AA700015 


Hs.75626 




222065 s at 


0.02145 


flightless I homolog (Drosophila) 


AI830227 


Hs.83849 


NP 002009 


222067_x_at 


0.012818 


Consensus includes gb:AL353759 
/DEF=Human DNA sequence 
from clone RP1-221C16 on 
chromosome 6. Contains two 
genes for novel histone 4 family 
members, two genes for novel 
histone 1 family members, three 
genes for novel histone 2B 
family members, a gene for a 
novel histone 2A family me... 
/FEA=mRNA_10 
/DB_XREF=gi:8745068 
/UG=Hs. 180779 H2B histone 
family, member B 


AL353759 






222071_s_at 


1.26E-04 


ESTs, Highly similar to hypothetical 
protein PR02176 [Homo sapiens] 
[H. sapiens] 


BE552428 


Hs.391502 




222073_at 


0.002418 


collagen, type IV, alpha 3 
(Goodpasture antigen) 


AI694562 


Hs.530 


NP_1 12734 


222077 s at 


7.58E-04 


Rac GTPase activating protein 1 


AU 153848 


Hs.23900 


NP 037409 



802 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


222082_at 


0.016934 


HIV-1 inducer of short transcripts 
binding protein; lymphoma related 
factor 


AI568395 


Hs. 104640 


NP_056982 


222111_at 


0.00161 


ESTs, Moderately similar to 
hypothetical protein FLJ20489 
[Homo sapiens] [H. sapiens] 


AU1 45293 


Hs.61773 




222119_s_at 


1.26E-04 


Consensus includes 
gb:AL1 17620.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564K2364 (from clone 
DKFZp564K2364); partial cds. 
/FEA=mRNA 
/GEN=DKFZp564K2364 
/PROD=hypothetical protein 
/DB_XREF=gi:5912200 
/UG=Hs.284289 vitiligo-associated 
protein VIT-1 


AL1 17620 




NP_079409 


222129_at 


0.02145 


Consensus includes 
gb:AK026155.1 /DEF=Homo 
sapiens cDNA: FLJ22502 fis, 
clone HRC11383. /FEA=mRNA 
/DB_XREF=gi: 1043891 5 
/UG=Hs.298140 Homo sapiens 
cDNA: FLJ22502 fis, clone 
HRC 11383 


AK026155 | 

I" j 




NP_077269 


222132_s_at 


0.007052 


Consensus includes 
gb:AJ278150.1 /DEF=Homo 
saDiens mRNA for Dutative liDid 
kinase. /FEA=mRNA 
/PROD=putative lipid kinase 
/DB_XREF=gi:8250242 
/UG=Hs.260238 hypothetical 
protein FLJ10842 


AJ278150 




NP_060708 


222133_s_at 


0.002418 


Consensus includes 
gb:AK022280.1 /DEF=Homo 
sapiens cDNA FLJ12218 fis, 
clone MAMMA1001075, 
moderately similar to Homo 
sapiens CGI-72 protein mRNA. 
/FEA=mRNA 
/DB_XREF=gi: 10433640 
/UG=Hs.288435 Homo sapiens 
cDNA FLJ12218 fis, clone 
MAMMA1001075, moderately 
similar to Homo sapiens CGI-72 
protein mRNA 


AK022280 




NP_057102 



803 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


222143_s_at 


0.001116 


Consensus includes 
gb:AY007098.1 /DEF=Homo 
sapiens clone TCCCIA00183 
mRNA sequence. /FEA=mRNA 
/DB_XREF=gi:9955989 
/UG=Hs.27556 hypothetical 
protein FLJ22405 


AY007098 




NP_071930 


222148 s at 


3.26E-04 


hypothetical protein FLJ1 1040 


BF688108 


Hs.14202 


NP 060777 


222151_s_at 


0.016934 


Consensus includes 
gb:AK023738.1 /DEF=Homo 
sapiens cDNA FLJ13676 fis, 
clone PLACE1011922, weakly 
similar to MYOSIN HEAVY 
CHAIN, NONMUSCLE TYPE B. 
/FEA=mRNA 
/DB_XREF=gi: 10435760 
/UG=Hs.300876 hypothetical 
protein FLJ 13386 


AK023738 




NP_079456 


222156_x_at 


1.26E-04 


Consensus includes 
gb:AK022459.1 /DEF=Homo 
sapiens cDNA FLJ12397 fis, 
clone MAMMA1 002769, weakly 
similar to Homo sapiens cell 
cvcle Droaression restoration 8 
protein (CPR8) mRNA. 
/FEA=mRNA 
/DB_XREF=gi:10433861 
/UG=Hs.82506 KIAA1254 protein 


AK022459 




NP_004739 


222158_s_at 


0.002418 


Consensus includes 
gb:AF229834.1 /DEF=Homo 
sapiens apoptosis-related protein 
PNAS-4 (PNAS-4) mRNA Dartial 
cds. /FEA=mRNA /GEN=PNAS-4 
/PROD=apoptosis-related protein 
PNAS-4 /DB_XREF=gi:7229639 
/UG=Hs.42409 CGI-146 protein 


AF229834 




NP_057160 


222165_x_at 


0.04734 


Consensus includes 
gb:AK022885.1 /DEF=Homo 
sapiens cDNA FLJ12823 fis, 
clone NT2RP2002752. 
/FEA=mRNA 
/DB_XREF=gi: 10434538 
/UG=Hs.95867 hypothetical 
protein EST00098 


AK022885 




NP_077017 



804 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


222173_s_at 


0.001253 


Consensus includes 
gb:AK026105.1 /DEF=Homo 
sapiens cDNA: FLJ22452 fis, 
clone HRC09667. /FEA=mRNA 
/DB_XREF=gi: 10438847 
/UG=Hs.135917 hypothetical 
protein DKFZp761D1823 


AK026105 




NP_060891 


222175_s_at 


0.04734 


Consensus includes 
gb:AK000003.1 /DEF=Homo 
sapiens mRNA for FLJ00003 
protein, partial cds. /FEA=mRNA 
/GEN=FLJ00003 
/PROD=FLJ00003 protein 
/DB XREF=gi:7209306 
/UG=Hs.8657 TIG-1 


AK000003 




NP_056973 


222186_at 


0.0174 


Consensus includes 
gb:AL1 09684.1 /DEF=Homo 
sapiens mRNA full length insert 
cDNA clone EUROIMAGE 27080. 
/FEA=mRNA 
/DB_XREF=gi:5689805 
/UG=Hs.306329 Homo sapiens 
mRNA full length insert cDNA 
clone EUROIMAGE 27080 


AL1 09684 






222187_x_at 


0.007934 


Consensus includes gb:X78262.1 
/DEF=H.sapiens mRNA for 
TRE5. /FEA=mRNA 
/DB_XREF=gi:587440 
/UG=Hs.302178 H.sapiens mRNA 
for TRE5 


X78262 






222204_s_at 


0.021165 


Consensus includes 
gb:AL1 1 0238. 1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp566E104 (from clone 
DKFZp566E104); partial cds. 
/FEA=mRNA 
/GEN=DKFZp566E104 
/PROD=hypothetical protein 
/DB_XREF=gi:5817180 
/UG=Hs. 189834 DKFZP566E104 
protein 


AL1 10238 




NP_060897 


222207_x_at 


0.010205 


Consensus includes 
gb:AK024602.1 /DEF=Homo 
sapiens cDNA: FLJ20949 fis, 
clone ADSE01902. /FEA=mRNA 
/DB_XREF=gi: 1043691 5 
/UG=Hs.220255 Homo sapiens 
cDNA: FLJ20949 fis, clone 
ADSE01902 


AK024602 







805 



Gene Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


222218_s_at 


0.016934 


Consensus includes 
gb:AJ400843.1 /DEF=Homo 
sapiens partial mRNA for 
immuhoglobulin-like cell surface 
receptor FDF03-M14, soluble 
alternative form. /FEA=mRNA 
/GEN=FDF03-M14 /PROD=cell 
surface receptor FDF03-M14 
/DB_XREF=gi:9715838 
/UG=Hs.122591 paired 
immunoglobulin-like receptor 
alpha 


AJ400843 




NP_840057 


222230_s_at 


1.26E-04 


Consensus includes 
gb:AK022248.1 /DEF=Homo 
saoiens cDNA FLJ12186 fis 
clone MAMMA1 000824, weakly 
similar to ACTIN. /FEA=mRNA 
/DB_XREF=gi: 10433604 
/UG=Hs.274369 uncharacterized 
hypothalamus protein HARP11 


AK022248 






222231_s_at 


1.26E-04 


Consensus includes 
gb:AK025328.1 /DEF=Homo 
sapiens cDNA: FLJ21675 fis, 
clonp COL 0Q0Q0 hinhlv similar 
to AF1 19857 Homo sapiens 
PR01855 mRNA. /FEA=mRNA 
/DB_XREF=gi: 10437822 
/UG=Hs.283558 hypothetical 
protein PR01855 


AK025328 




NP_060979 


222233_s_at 


0.016934 


Consensus includes 
gb:AK022922.1 /DEF=Homo 

«>anipn^ rDNA Fl I19ftfif) fi<i 

OCIplClld \s \-J 1 \r\ 1 l—sj 1 £,\j\J \J Ho, 

clone NT2RP2003559. 
/FEA=mRNA 
/DB_XREF=gi: 10434591 
/UG=Hs.28891 hypothetical 
protein FLJ11360 


AK022922 




NP_071932 


222235_s_at 


2.05E-04 


match: proteins: Tr:O02330 
Tr:Q9Y2J5 Tr:Q9V5l7; Human DNA 
sequence from clone RP1-19N1 on 
chromosome Xq21. 33-22.3 
Contains a gene for a novel protein. 
Contains ESTs, STSs and GSSs, 
complete sequence. 


AL139812 







806 



Gene Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


222244_s_at 


0.007779 


Consensus includes 
abAK000749 1 /DEF=Homo 
sapiens cDNA FLJ20742 fis, 
clone HEP06891. /FEA=mRNA 
/DB_XREF=gi:7021031 
/UG=Hs.52184 hypothetical 
protein FLJ20618 


AK000749 




NP_060373 


222262_s_at 


0.003368 


Consensus includes 
gb:AL1 37750.1 /DEF=Homo 

c^anipnQ mRMA' rDNA 

OQUICI lO I 1 1 1 \ i N/x, w 1— / 1 N/V 

DKFZp434E1212 (from clone 
DKFZd434E1212) /FEA=mRNA 

1— / 1 XI i— k' ■ W I 1— 1 t— \ L— J . It l_/\ 1 1 1 1 \ 1 1 /\ 

/DB XREF=ar6808386 
/UG=Hs. 120439 ethanolamine 
kinase 


AL1 37750 




NP_061108 


222266 at 


6 68E-04 


chromosome 19 onen readinn 

wl II \J1 1 IUOUI 1 IC 1 \J U|JWl 1 1 wuwll IU 

frame 2 

1 1 Ql 1 IV b 


BF796940 

LJI / JUC^U 


Hs 7943 

1 1 w . 1 W~ W 


NP 604431 


222294 s at 


1.26E-04 


ESTs 


AW971415 


Hs 165337 

1 1 w. 1 w w w w f 




22231 1_s_at 


0.04734 


ESTs, Highly similar to 

SRA4 HUMAN CTD-bindina SR- 

\J 1 X/ \ M 1 1 w> 1 ¥1/11 \^ 1 I— t VJ \ 1 IU 1 1 lu \J I X 

like protein RA4 [H. sapiens] 


AA648521 


Hs. 390734 




222326 at 


0 003539 

W. V W WWW V/ 


ESTs 


AW973834 

l\ V V W 1 WW W I 


Hs 105884 

1 1 w . 1 V/ www" 




222366 at 


3.26E-04 


ESTs 


W86781 

V V ww f vy 1 


Hs 293736 




222368 at 

www a I 


1.26E-04 


hx/nnthptiral nrntpin from 

i lyyjyjw iwiiwCii uivii i iiwiii 

EUROIMAGE 1759349 


AWQ72^S1 


Hs. 107203 


NP fifi0?74 


266_s_at 


2.05E-04 


CD24 antigen (small cell lung 
carcinoma cluster 4 antigen) 


NM_013230 


Hs.381003 


NPJD37362 


31799 at 

W 1 f W v_/ d I 


0 005276 

w . w w w£_ / w 


EST 




H<! 14074 




31826 at 


0.026891 


KIAA0674 protein 


AB014574 


Hs. 14799 




31835 at 

w 1 Www CI I 


0 025464 


hi^tidinp-rirh nh/nnnrntpin 

i iiouum ic i iwi i y ly wwjji vjiwii 1 

precursor; Human histidine-rich 

nlvnn nrntpin mRNA rnmnlpfp nrta 


M1314Q 

IVI 1 \J 1 *tg 






31845 at 

\J 1 U*TJ CI L 


0 005852 


F74-likp fartnr A i*PtQ Hnmpin 

transcription factor) 


nm nni4?i 

INIVI V/w IHt 1 


Hs. 151 139 


NP 001419 

I N I w u It 1^ 


31861_at 


0.016934 


immunoglobulin mu binding protein 
2 


NM_002180 


Hs.1521 


NP_002171 


32029 at 


0 012681 


^-nho^nhninn^itiHp HpnpnHpnt 

w pi IUO|JI lull IUOIIIUC UC|JCI IUCI 11 

nrntpin kina^p-1 

^1 Ulvll 1 l\l 1 1 CI ww 1 




Hs 154729 

1 1 w . 1 *J"T I C- w 




32032_at 


7.58E-04 


EST, Weakly similar to T34549 
probable mucin protein 
DKFZp434B0635.1 - human 
(fraampnft fH ^anipn^l 

1 1 1 oy 1 1 1 ci 1 1 1 ii i.oauici 101 


NM_022719 


Hs 400995 

1 1 w. t w w w w w 


NP_073210 


32091 at 


1.26E-04 


KIAA0446 gene product 


AB007915 


Hs. 158286 




32836_at 


0.001618 


1-acylglycerol-3-phosphate O- 
acyltransferase 1 (lysophosphatidic 
acid acyltransferase, alpha) 


U56417 




NP 116130 


33494_at 


0.025245 


electron-transferring-flavoprotein 
dehydrogenase 


NM_004453 


Hs. 323468 


NP_004444 



807 



Gene Identifier 


p-value 


Description 


Gene 
Accession 

Ma 
V% SJ. 


Unigene 

Accession 

No. 


Protein 
Accession 


34031 i at 


0 004341 


cerebral cavernous malformations 
1 


NM 004912 

I^IVI 1 t— 


Hs 93810 

1 IW. WWw • w 


NP 004903 


34206 at 


0 016934 


centaurin, delta 2 


AB018325 


Hs 21264 


NP 631920 


34210 at 


2.05E-04 


CDW52 antiqen (CAMPATH-1 
antigen) 


N90866 

1 ^ ^ www 


Hs 276770 


NP 001794 

111 WW 1 1 I 


34408 at 


2.05E-04 


reticulon 2 


NM 005619 

Ivlwl \J\J\J\J iw 


Hs 3803 

1 IO.WWWW 


NP 005610 

1 >l I WWWW IW 


34858 at 


0 041055 

W.W~ 1 WWW 


KIAA0176 orotein : 


D79998 

I W W WW 


Hs 4935 

1 Iw.^WWW 




35254_at 


7.58E-04 


FLN29 gene product 


NM 006700 


Hs.5148 


NP 006691 


35776 at 


0.048473 


intersectin 1 (SH3 domain protein) 


NM 003024 


Hs.66392 


NP 003015 


36019 at 


2.05E-04 


dom-3 homolog Z (C. elegans) 


L26260 


Hs.444 


NP 115830 


36129_at 


0.004341 


KIAA0397 gene product 


AB007857 


Hs.7416 




36545 s at 


0 003171 


KIAA0542 aene nroduet 


AB011114 

nuu i i i i "t 


Hs 62209 




36554 at 

WWWW~ CJ L 


0 035611 


Cluster Incl Y1 5521 -Homo 

VIUOLCI H 1 WI . 1 IWW4.1.IIWIIIW 

saoiens ASMTL aenp 
/cds=(0,1889) /gb=Y15521 
/ai=3808147 /ua=Hs6315 
/len=1890 


Y1^521 






36564 at 


0.016934 


hypothetical protein FLJ90005 


W27419 


Hs.352358 




36566 at 


0.028067 


cvstinosis neohrooathic 

^> y w vi i iv/viv | ii Im/ iii \*j y*ka till w 


NM 004937 

Ml? 1 w ' 


Hs 64837 


NP 004928 

1 i§ 1 ww~w^w 


36907_at 


0.003171 


mevalonate kinase (mevalonic 
aciduria^ 


NM_000431 


Hs 130607 

■ 1 vJ . 1 WWWW 1 


NP_000422 


36920 at 


0 027243 


mvotubular mvonathv 1 

1 1 iy vluuuiui i i i y www Li i y I 


NM 000252 

1 <l 1 V 1 WWW<_W<- 


Hs 75302 

1 Iw. 1 WWW*- 


NP 000243 

ItII WWW^-^W 


37012_at 


0.003171 


capping protein (actin filament) 
muscle 7-linp hpta 

MIUOwlC t— III Iw, UCICI 


NM_004930 


Hs 333417 

1 1 0 . W W W t 1 1 


NP_004921 


37145_at 


0.033381 


Homo sapiens NKG5 gene, 
complete cds. 


M85276 






37170 at 

W # 1 I W CI L 


0 003539 


RMP-9 inriiirihlp kinac;p 

LJivir c ii iwuwiwiw ixiiicioc 


INIVI W 1 / WWW 


Hs 198642 


IN I UwwUUW 


37232 at 


0 004341 

W • W W r W~ I 


translocasp of innpr rnitnrhnndrial 

ii ai loiuv^aoc \j\ 1 1 1 1 i w i 1 1 1 1 two i iui i w i ia i 

mpmhranp Q homnlnn ^x/ppst^ 

1 1 ici 1 iui oi ic c i iui i iuiuu i y vQDU 


NM 01474Q 

INIVI W 1 *T / "TW 


Hs 77724 

1 Iw. Ill 


NP 0*^^64 

INi UvJJJUt 


37278 at 


0 007779 

v.UU 1 f / w 


tafa77in ^r^rrlinmvnnathv HilatpH 

iaicii_z.ii i ^vai wiwi i ly upau ly , una lcu 

3A fX-linkpHV pnHnrarHial 
fibroelastosis 2; Barth syndrome) 


NM 0001 1fi 

1 ll 1 VI WWW 1 IU 


Hs.79021 


NP RSIR^I 

IN I OJ 1 ww 1 


37943 at 


0 00161 

w . WW 1 W 1 


KIAA0321 nrotein 


AR002319 


Hs 8663 

1 IW.WWWW 




37965 at 

V 1 WWW (-4 L 


0 010205 

W.W I vCwv 


oarvin hpta 

MCI 1 V 1 1 1 j k/C LCI 


AA181053 

i\J \ 1 W 1 www 


Hs 8836 

i iw.wwww 


NP 0374^Q 

1 N i ww / ■tww 


37966 at 

wi www wi v 


0 005276 


Darvin bpta 

MCI 1 VIII, U w LCI 


AA1 87563 

r\J \ 1 W 1 WWW 


Hs 8836 

1 IO. WWWW 


NP 0^74^Q 

iNr ww/*tww 


37986 at 


0.009179 


erythropoietin receptor 


NM 000121 


Hs. 127826 


NP 000112 


38241 at 


0 010205 


butvroDhilin subfamilv 3 member 
A2 


NM 006994 

I^MVI WWWWW~ 


Hs 167741 

1 1 W - 1 W f / i 1 


NP 008925 

111 WW W Wi_ w 


38671 at 


0 004341 

w.ww~w~ i 


KIAA0620 orotein 

■ M#V IW-kV wlvll 1 


AB014520 


Hs 301685 

1 IW.WW 1 www 


NP 055918 

I'll W W W W 1 w 


38892 at 


0 010205 


KIAA0240 orotein 


D87077 


Hs 196275 

1 lw> 1 W Xtf/^s f v 




38964 r at 


0 007779 

W ■ WW 1 * « W 


Wiskott-Aldrich svndrome (ec^ema- 

VildiNWU 1 lul 1 Qy 1 IVJ 1 Ml 1 IC/ ^CW_.CI 1 1Q 

thrombocytopenia) 


NM 000377 

1 'I 1 V 1 WWWW f I 


Hs.2157 


NP 000368 

1 NT W W W WW W 


39313 at 


0.016934 


protein kinase, lysine deficient 1 


NM 018979 


Hs. 184592 


NP 061852 


39318 at 


0 018693 


T-cell leukemia/lvmohoma 1A 


NM 021966 

1 ^IIVI \J£— 1 


Hs.2484 


NP 068801 

i»r wwww w i 


396 f at 


0.020793 


erythropoietin receptor 


NM 000121 


Hs. 127826 


NP 000112 


39650 s at 


7.58E-04 


KIAA0435 gene product 


NM 014801 


Hs.31438 


NP 055616 


39729_at 


5.03E-04 


Human natural killer cell enhancing 
factor (NKEFB) mRNA, complete 
cds. 


NM_005809 




NP_005800 


39817 s at 


0.013223 


putative c-Myc-responsive 


NM 006443 


Hs. 109752 


NP 006434 
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Gene Identifier 


p-value 


Description 


Gene 
Mutesoion 

IMO. 


Unigene 

Accession 

No. 


Protein 

nUl>CdolUI 1 
Kirk 


39891_at 


3.26E-04 


Homo sapiens cDNA FLJ37393 fis, 
clone BRAMY2027073, moderately 
similar to Funu rubrioes zinc finnpr 

Oil 1 1 1 1 C3 1 IU 1 UVJU 1 Ul/I til Iv 111 1 y \^ 1 

nrntpin 


AI246730 


Hs 126901 

1 19. 1 i-U I 




40016 a at 


0 021876 


KIAA0303 nratein 




Hs 54985 




40020_at 


0.021876 


cadherin, EGF LAG seven-pass G- 
type receptor 3 (flamingo homolog, 
Drosophila) 


NM_001407 


Hs.55173 


NP_001398 


40149_at 


7.58E-04 


SH2-B homolog 


NM 015503 


Hs. 15744 


NP 056318 


40225_at 


0.026891 


cyclin G associated kinase 


NM 005255 


Hs. 153227 


NP 005246 


402*i'5 at 


0 00777Q 


Hlustpr Inrl AP004531 Hnmn 

OIUOICI II IL/I. r\\^/\J\J^\J\J I.I \\J\\\\J 

sapiens Chromosome 16 BAC 

Hnnp PITQ87 C 5K-A-67A1 

/cds=(0,1622) /gb=AC004531 
/gi=3337392 /ug=Hs. 155049 
/len=1623 


Amdahl 






41047_at 


0.026891 


chromosome 9 open reading frame 
16 


AI885170 


Hs.95867 


NP_077017 


41469_at 


0.003171 


elafin has been sequenced at the 

nrntpin Ipx/pT nrp-plafin has nnt" its 

|JI UlCII 1 ICVCI, yj i C7 dCillll 1 ICIO 1 ILO 

existenrp is assumpri from its 
molpn jlar wpinht fPAfnF anah/sisV 

1 1 1 uiuL/U iu i vvui^ 1 1 1 y i / \v_j i — cji icily oioy , 

putative; Homo sapiens elafin 

nrPfNirsnr n&n& pomnlpfp rrlQ 


NM_002638 




NP_002629 


41519 at 


0 0968Q1 


RRPA1 accnpiatpH nrntpin 




He 199764 


np nnRyiQ 


41856 at 


0 01^99^ 

VJ.U I O^L/LO 


CO I 


Al 04.0^70 


no, I ooou 




44111 at 

*tt ill di 


0 00161 


v/annolar nrntpin Qnrtinn ^*^R /v/pach 
VdivUvJIai (JIUlCllI oUiliiiy OOD ^ycdoly 


AID / Z.OUO 


H«; 96^10 

Mo.lUJ I O 


IN r UvJ 1 1 OO 


44696 at 


5.03E-04 


hypothetical protein FLJ10743 


AA915989 


Hs.3376 


NP 060671 


44790_s_at 


0.041055 


hypothetical protein FLJ21562 


AI129310 


Hs.288708 


NP 079389 


4559fi n at 

tJ<JtvJ U Cll 




hv/nnthpti^cil nrntpin PI M^I^A 
1 lypVJll ICllOol UlULclIl iLJ IH IO*t 


A 1 946641 


utc 1ft4fi70 
no, I o*+o / \J 


NP 07Q191 


45828 at 


5 O^F-04 


hvnnthptinal nrntpin Fl MD941 


AI76ft100 


H<; 9QQR67 


Kip 0,6050*; 


46270 at 


9 05F-04 


uhini litin aQQnniatpH nrntpin 1 

UUIv^Ullll I dooUUIalCU JJIUICIII I 


Al 0^Q447 


H<? 7S49^ 

1 IO. / \J"-T£-\J 


MP H57R0Q 


46^93 at 

tUJLO CIL 


7 58F-04 


f % a9+-HpnPnHpnt pnHnnlsacmir* 
rptimihim nimloncirlo Hinhncnhataco 


Al 190741 


Hs 389537 


MP 690148 

IN I \J£.KJ IHO 


47069 at 


0 00228 

1 \J . \J\J 


Rhn tnTPpQP artix/atinn nrntpin ft 
i \i i\j \j i raoc aoLivaLii ly \j \ vj icii i u 


AA5'W84 


Hs 102336 

1 IO. IUcOOU 


NP 851859 


47083 at 


0 02145 


hvnothptiral nrntpin Mf^n9718 

1 iy |JULI ICLIOCII yj\ ULCI 1 1 IVIvU^f IU 


AI980108 


Hs 81057 

i io. u I v/ w i 


NP 076Q79 


47105 at 


0 043705 


hvnothptiral nrntpin Fl I90^QQ 


AAR868Q^ 
A\r\ooooc?o 


Hs 8575 

1 IO.UJ f *J 


NP 06097^ 

INr UUUt # O 


47530 at 


0.016934 


hypothetical protein HSPC219 


AA748492 


Hs.9196 


NP 057565 


48106 at 

1 \J\J CI L 


0 010205 


hvnothptiral nrntpin Fl I9048Q 


H14541 

1 1 1 "T^*t 1 


Hs 306989 

1 IO. JUUCUJ 


np fifimi? 


48531 at 


0.026891 


TNFAIP3 interacting protein 2 


AA522816 


Hs.288991 


NP 077285 


48612 at 

"UU 1 C- CI L 


0 00161 

\J .\J\J 1 \J 1 


hvnothptiral nrntpin Fl R1ft91 

iiyfjuu iCLioai piuicin rLjj I vj i 




Hs 351575 


MP 6Q4574 

lir OJ7*tO/*t 


48808 at 


0.014715 


dihydrofolate reductase 


AM 44299 


Hs.83765 


NP 000782 


48825_at 


0.007934 


candidate tumor suppressor p33 
ING1 homolog 


AA887083 


Hs. 1081 83 


NP_057246 


49077_at 


0.00228 


protein phosphatase 
methylesterase-1 


AL040538 


Hs.63304 


NP_057231 


49306 at 


0.003539 


AD037 protein 


AI890191 


Hs.296162 


NP 835281 
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Cono IHontifior 

oene lueniiiier 


r>_\# oil 1 a 

p-vdiue 


L/eocnpiiuii 


oene 

Accession 

NO. 


Uniaene 

III M ■ ■ W 

Accession 
No 


i I UlClll 

Accession 

Kin 
IMO. 


49327_at 


0.033381 


sirtuin silent mating type information 

rpmilatinn 9 homoloo 3 (& 

i cy u id uvji i i iui i tuiuy o ^o. 

nprpv/ieiap^ 
uci cvioidc j 


AI492888 


no. i c ouu 


NP_036371 


49679_s_at 


0.011862 


matrix metalloproteinase 24 
(membrane-inserted) 


AA243774 


Hs.355907 


NP_006681 


Sfni4 i at 


U.UUOVJOS7 


ui 11 ui i luoui i ic zu upci i icauiiiy 

frame 97 
II ail It: Z f 


Ml / D I DUO 


Wc 974499 


MP nRf)^44 


51146 at 


2.17E-04 


hypothetical protein FLJ20477 


AA203365 


Hs.26994 




51176_at 


0.004341 


cofactor required for Sp1 

trancrrir\tir\nal ar»ti\/atirvn ciiKiinit ft 
ll dl loUl ipUUMdl dUllVdUUIl, oUUUilll O, 

^4kHa 

OHl\Ua 


AA131335 


rio.^o i do 


NP_004260 


cionn at 

O IZUU dl 


U.U I ozzo 


h\/rmthotir»al nrriteain PI l9Hft^n 

nypuiiiciiccai proicin rLJ^uoou 


AI744HR4 
Ml / *f*f UO*f 


no.ou / oo 




c; MIA e at 


U.U*f 1 UOD 


CO 1 o, IVIUUCI alcly bllNMaT LO 

hwnnthoti^al nrntoin Pf I904RQ 
1 lyUUll itrllUdl piUlClll rLJtUHOS 

[Homo sapiens] [H. sapiens] 


mvvu i*t^yy 


Hs.237946 




UZ 1 dl 


U.U 13 / O I 


UPMK hnmnlnn 7kh 
ncivir\ i iui nuiuy / r\u 


Wv700U / 




MP 0579R7 
IN r UO / ZD A 


52169_at 


0.00161 


hypothetical protein FLJ90524 


AI302185 


Hs.388506 


NP 699166 


JOU/ i O al 


U.U*t 1 UJJ 


hvnnthptiral nrntpin Fl 199999 

1 ly pUll ICllUdl UIUICII! rLj4L^£ 


AIRR^41 1 

rAI 00«J*4 1 I 




MP 7870Qft 

INr /Of UC/O 


5^0,12 at 


7 5RF-fi4 


enrtinn nPYin 1 1 


AIRfiRR4^ 


H<^ 15827 

1 19. 1 \J\J£- i 


MP fiRQ4Sn 


55081_at 


0.02145 


chromosome 22 open reading 
frame 23 


W46406 


Hs.8535 


NP_203744 




9 nSF-f)4 


pnni ilfmpnt anH ppII mntilitv/ 9 /rprl- 
ci ly ui 1 1 1 ici ii di iu ucu inutility c. ^ueu 

iz nuinuiuy, o. cicyaiioj 


W99Q94 




MP 57^40^ 

INi _J/ 0*tUJ 


*^R79 at 


u.uzoooo 


KIAA11QR nrntoin 
Mnn i i ye protein 


AI4Q^1 1 Q 


nb. i uoDO*t 




*v7^ftft at 


U.U*+OOZ57 


coli ito warrior farviih/ 9 A 
oUIUlc Odlllcl lalllliy Z*+ 

(sodium/potassium/calcium 
cxuriaiiycr/, iTiciTiucr o 




He 19^91 
no. 1 ZOZ 1 




57703 at 


0.035171 


hypothetical protein MGC27076 


N32782 


Hs.13138 


NP 689912 


5771 R at 
Of MO dl 




hx/nnthoti^al nmtoin I nP^lflfi^ 
l lypuil IcllLrdi UlUlclfl LVJOU 1 UOO 


W79RQ/1 


He 941 ^45 
rio.z*+ 1 u*tu 


mp n^7nnn 

INr UO/UUu 


59644 at 


7.58E-04 


BMP-2 inducible kinase 


AI735391 


Hs. 198642 


NP 060063 


g;qqqq at 


n oirq^4 
u.u iooo*f 


nypuxid-inauciDie idcior i , diprid 
ouuumi inniuiior 


\A107PQ7 


He 14RQR 


in r ^UDUO i Z 


fin^9ft at 

OUuZO_ ^dl 


U.UOOOO 1 


r^hrxcrxhr^lirtaco A9 n rr\i i r> |\/D 

pnubpnuiipdoc mz, group ivd 
(cytosolic) 


M71 1 1fi 
IN / I I I O 


Hs.198161 


mp nn^nfti 


R07Q4 f at 


^ 9RF-04 


nurnan ^inu iinyer pruiGin zrpo 

^7Ffi^ mRKIA nartial rHc 
\Lruj IMrxINM, pdilldl UUo 


AI40nft91 


He ^4fiQn 




62212 at 


0.042536 


hypothetical protein MGC955 


W37846 


Hs.55608 


NP 077002 


R19 at 

DO^ dl 


U.U 1 U^UJ 


yiyuuyeii oyimidoc Miidoc o dipiid 


mm niQftft4 


He 1 1ftftQO 
no. i i oo3u 


MP 0R^Q^7 
iNn uooyo/ 


R40R4 at 

U*+UUH dl 


n nn777Q 

U.UU f i 1 o 


iiYimnno acc/^oiatoH ni i^lootirlo A 
llillMUMc; dooUUIdlCU IIULIcUUUc *+ 

ni\t; I ^iiiuiiocj 


AI4^^nftQ 
MiH-oouoy 


He 9fi1Q4 


MP HRnftc;4 

IN r UDUOO't 


64*371 at 

UHO/ I dl 


U.UOOtO 1 


r\innuooj yciic piuuuui 


AIQ7R71R 
nil?/ o# l O 


He 1Q0459 
no. i ou*t«j^ 




64408_s_at 


3.09E-04 


serologically defined breast cancer 

antinpn MY_RR_9n 
diiiiycii in T - Dr\-z.u 


AW025529 


He 91Q819 




64438 at 


0 00228 


hvoothetical orotein FLJ22222 


W19668 

V V 1 C/UUU 


Hs 54558 


NP 787098 


64440 at 


0.034221 


interleukin 17 receptor C 


AI560217 


Hs. 129959 


NP 703193 


64486 at 


7.58E-04 


coronin, actin-binding protein, 1B 


AI341234 


Hs.408995 


NP 065174 


64488_at 


0.019879 


Homo sapiens FKSG27 (FKSG27) 
mRNA, complete cds 


AW003091 


Hs.6217 




64883 at 


1.26E-04 


hypothetical protein MGC26706 


AI744083 


Hs.65406 


NP 689794 
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Gene Identifier 


p-value 


Description 


Gene 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


65630_at 


0.033381 


Homo sapiens, Similar to RIKEN 
cDNA 5530601119 gene, clone 
MGC9743 IMAGE 3854028 
mRNA, complete cds 


AI742455 


Hs.28974 


NP_060739 


74694_s_at 


0.005852 


hypothetical protein FLJ23282 


AA907940 


Hs. 170253 


NP 079092 


78047 s at 


0 010205 

W.W 1 Wfc.WW 


matrix metallooroteinase 24 
f membrane-inserted^ 


AW001777 


Hs 355907 

1 Iw.wwwwwr 


NP 006681 


78383 at 


5.03E-04 


tumor protein p53-binding protein 


AI150117 


Hs. 179982 


NP 005793 


89476_r_at 


0.003928 


aminopeptidase-like 1 


AA398062 


Hs.71746 


NP 078939 


9061 0_at 


0.041055 


leucine-rich repeat protein, 
neuronal 1 


AI654857 


Hs. 125742 


NP_002310 


91684 a at 


0 01185 

W ■ W 1 1 WW 


exosome com Don en t Rro41 

w/xwwwl l iw vV I l lli/V/l Iwl 11 1 XI f*' ■ 


AI571298 


Hs 343589 


NP 061910 

1 T| 1 W \J 1 w 1 w 


AFFX-BioB-3_at 


0.00161 


J04423 E coli bioB gene biotin 
synthetase (-5, -M, -3 represent 
transcript regions 5 prime, 
Middle and 3 crime resoectivelv^ 


J04423 






AFFX-BioC-3_at 


0.013223 


J04423 E coli bioC protein (-5 
and -3 represent transcript 
regions 5 prime and 3 prime 
respectively) 


J04423 


•• 




AFFX-BioDn-5 at 


0 004341 

W. W 1W F 1 


J04423 E coli bioD aene 

V/ w i T v> k_ wwll 1 W I— ^ \4wl Iw 

dethiobiotin synthetase (-5 and -3 
represent transcript regions 5 
orime and 3 orime resoectivelv^ 

I/I M 1 1 w tJ 1 IM w L/l 1 1 1 1 w 1 WW 1/wWII V wl J J 


J04423 






AFFX- 
hum alu at 


0.003171 


***ALU WARNING: Human Alu-Sq 
subfamily consensus sequence. 


U 14573 






AFFX- 

HUMGAPDH/M33 
197 3 at 


0 001116 


alvceraldehvde-3-DhosDhate 

yiy vvi aiuci lyvjc w pi iuoui laic 

dehydrogenase 


MM 002046 


Hs. 169476 


NP 002037 


AFFX- 

HUMRGE/M1009 
8 3 at 


0 003539 


Human 18S rRNA nene comolete 


M 10098 

IVI 1 \J\J \J\J 






AFFX- 

HUMRGE/M1009 
8 M at 


6.68E-04 


Human 18S rRNA gene, complete. 


M10098 






AFFX- 

M27830 5 at 


1.26E-04 


Human 28S ribosomal RNA gene, 
complete cds. 


M27830 






AFFX-r2-Ec-bioB- 
3_at 


0.003171 


Escherichia coli /REF=J04423 
/DEF=E coli bioB gene biotin 
synthetase corresponding to 
nucleotides 2772-3004 of J04423 
/LEN=1114 (-5, -M, -3 represent 
transcript regions 5 prime, 
Middle, and 3 prime respectively) 


J04423 
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Protein 
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No. 


AFFX-r2-Ec-bioC- 
3_at 


0.033381 


Escherichia coli /REF=J04423 
/DEF=E coli bioC protein 
corresponding to nucleotides 
4609-4883 of J04423 /LEN=777 ( 
5 and -3 represent transcript 
regions 5 prime and 3 prime 
respectively) 


J04423 






AFFX-r2-Ec-bioD- 
5_at 


0.003171 


Escherichia coli /REF=J04423 
/DEF=E coli bioD gene 
dethiobiotin synthetase 
corresponding to nucleotides 
5024-5244 of J04423 /LEN=676 ( 
5 and -3 represent transcript 
regions 5 prime and 3 prime 
respectively) 


J04423 






AFFX-r2- 

Hs18SrRNA- 

3_s_at 


0.003539 


Human 18S rRNA gene, complete. 


M10098 






AFFX-r2- 
Hs18SrRNA- 
M x at 


0.018693 


Human 18S rRNA gene, complete. 


M 10098 






AFFX-r2- 
Hs28SrRNA-3 at 


1.26E-04 


Human 28S ribosomal RNA gene. 


M11167 






AFFX-r2-P1-cre- 
3_at 


0.02145 


Bacteriophage /REF=X03453 
/DEF=Bacteriophage P1 ere 
recombinase protein 
corresponding to nucleotides 
1032-1270 of X03453 /LEN=1058 
(-5 and -3 represent transcript 
regions 5 prime and 3 prime 
respectively) 


X03453 
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